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Thesis abstract 
 
Parasitic helminths infect millions of people and animals worldwide.  A key feature 
of their lifecycle is the longevity of survival within a single host, which is often 
attributed to the ability of the parasite to divert or modulate the immune response 
against it.  The excretory-secretory (ES) products released by helminths are of 
interest as the mediators of such immunomodulation.  Heligmosomoides polygyrus is 
an excellent model of gastrointestinal (GI) helminth infection in rodents, and has 
been used here to investigate several aspects of the immune response, and the 
manipulation of these, in mice.   
Firstly, the roles of B cells and antibodies in infection with H. polygyrus and towards 
the adult ES (HES) were investigated.  Using several B cell-deficient mouse strains, 
a minimal effect on immunity to primary infection with H. polygyrus was 
demonstrated. However, primary infection serum binds to a select set of highly 
immunodominant components of the complex protein mixture of HES, which were 
identified as venom allergen-like proteins (VALs). 
Utilising four strains of mice that vary in their resistance phenotype to H. polygyrus, 
several aspects of immunity towards the worm were investigated.  Increased levels of 
markers of alternatively activated macrophages, which are a key component of the 
granulomatous inflammatory response around invading H. polygyrus larvae, were 
found in the most resistant strains, SJL and BALB/c.  Depletion of macrophages, by 
administration of clodronate, severely disrupted the granuloma and parasite clearance.  
Numbers of innate lymphoid cells and the subsequent Th2 response, specificity range 
and titre of antibody, and activation of regulatory T cells all correlate with a resistant 
phenotype.   
A deficiency in the cytokine macrophage migration inhibitory factor (MIF) renders a 
resistant BALB/c mouse completely susceptible to infections with H. polygyrus, and 
Nippostronygylus brasiliensis, an acute model of GI helminth infection.  This is 
accompanied by a failure to induce both ILCs and an early myeloid-derived cell 
population upon infection.  The influx of alternatively activated macrophages around 
	   6	  
larvae in the mucosa of the small intestine is delayed in MIF-/- mice, although all 
immunological parameters are comparable to wild-type by day 14 post-infection.  
The susceptible phenotype of MIF-/- mice can be replicated using a chemical 
inhibitor of MIF in BALB/c mice.  
Finally, the previously documented transforming growth factor-β (TGF-β) activity of 
HES was dissected out further using two methods of fractionation.  Distinct fractions 
with TGF-β activity were subjected to mass spectrometry to identify protein 
components that could be potential candidates for this activity.   
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Lay summary 
Parasitic worms, such as hookworms and tapeworms, infect millions of people and 
animals worldwide.  They can survive for many years in a single host without killing 
it, although some species do cause severe symptoms including tissue damage and 
anaemia.  The ability of worms to survive for such a long time has been attributed to 
their ability to divert the host’s immune response away from them, using various 
mechanisms including secreting molecules that change the way the body responds to 
the infection.   
People respond to worm infections in different ways.  Some are resistant to infection 
and some can have severe symptoms, depending on their genetics and the way their 
immune systems cope with parasites.  We have used several different types of mice, 
with different genetics, to investigate the immune responses that are needed to mount 
a successful immune response against parasitic worms.  These include the antibodies 
and cells that the immune system is comprised of.  Knowing which genes and 
immune responses are involved in resistance to parasites could lead to better 
vaccines and drugs for humans and livestock. 
We have also looked at the molecules that are secreted by worms, and have found 
several candidates that could potentially change the immune response so as to allow 
the worm to live for longer without being killed by the immune system.  Making 
drugs that eliminate these molecules could be a way to cure parasitic diseases in 
humans.     
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AAMΦ – alternatively activated macrophage 
AID – activation induced deaminase 
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DC – dendritic cells 
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EAE – experimental autoimmune encephalitis 
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ES - excretory-secretory products 
EST – expressed sequence tag 
FACS – fluorescence assisted cell sorting 
FCS – foetal calf serum 
FIZZ1 – found in inflammatory zone 1 
GI – gastrointestinal 
GM-CSF – granulocyte-macrophage colony-stimulating factor 
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HEX (or AWH) – H. polygyrus adult worm extract/homogenate 
HRP – horseradish peroxidase 
i.n. - intra-nasal 
i.p. – intra-peritoneal 
ICOS – inducible T cell costimulator 
IEC – intestinal epithelial cell 
IEL – intra-epithelial lymphocyte 
IFN – interferon 
Ig - immunoglobulin 
IL – interleukin 
ILC – innate lymphoid cell 
KLH – keyhole limpet hemocyanin 
LC-MS/MS – liquid chromatography with tandem mass spectrometry 
LN – lymph node 
LPS – lipopolysaccharide 
mAb – monoclonal antibody 
MBP – major basic protein 
MCP – mast cell protease  
MDSC – myeloid-derived suppressor cell 
MHC – major histocompatibility complex 
MIF – macrophage migration inhibitory factor 
MLN – mesenteric lymph node 
MUC – mucin 
MW – molecular weight 
NeMΦ – nematode-elicited macrophage 
NES – N. brasiliensis ES 
NO / NOS – nitric oxide / nitric oxide synthase 
NSN – novel secreted protein without signal peptide 
NSP – novel secreted protein 
OVA – ovalbumin 
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PCR – polymerase chain reaction 
PL – peritoneal lavage 
PP – Peyer’s patches 
PRR – pattern recognition receptor 
RACE – rapid amplification of cDNA ends 
RBC- red blood cell 
RELM – resistin-like molecule 
ROS – reactive oxygen species 
rpm – revolutions per minute 
SCID – severe combined immune-deficient 
SCP – sperm coating protein 
SDS-PAGE – sodium dodecyl sulphate polyacrylamide gel electrophoresis 
SEA – Schistosoma soluble egg antigen 
SEAP – secreted alkaline phosphatase 
STAT – signal transducers and activators of transcription proteins 
TCR – T cell receptor 
TFF2 – trefoil factor 2 
TFH – T follicular helper cells 
TGF – transforming growth factor 
Th – T helper cell 
TLR – Toll like receptor 
TNF – tumour necrosis factor 
Treg – regulatory T cell 
TSLP – thymic stromal lymphopoietin 
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1.  HELMINTH INFECTIONS 
Parasitic worm (helminth) infections in humans are still widespread in the 
developing world, and are the cause of high morbidity, mortality, and developmental 
and cognitive defects (Crompton 1999; Lustigman et al 2012).  Highest prevalence is 
seen in children and the cause of growth stunting, impaired memory and learning 
skills, and in pregnant women, low birth weight of the child and higher risk of 
maternal morbidity (Hotez et al 2008).  As well as their direct effects, helminths can 
have a detrimental impact on coinfection outcomes and on the treatment of these 
diseases (Urban et al 2007; Ezenwa and Jolles 2011).  There are still many questions 
regarding effectiveness and sustainability of anti-helminth treatments, and as yet no 
effective vaccine, although some research initiatives have recently been set up 
(Hotez et al 2008).  However, the mechanisms involved in the initiation and 
implementation of host immunity to helminths must be more fully understood before 
successful vaccinations can be developed (Harris 2011).   
Improved hygiene, less crowded living conditions, smaller household size, and 
improved healthcare provision since the 1950s in economically developed countries 
has seen a near elimination of endemic worm infection in the general population.  
Conversely, a high incidence of allergic and autoimmune disease is now found in 
these countries, which are much less prevalent in the developing world (Bach 2002).  
Increased patient numbers with asthma, atopic dermatitis, multiple sclerosis, Crohn’s 
disease, type 1 diabetes and other inflammatory conditions have been widely 
documented in Europe and North America (Elliott and Weinstock 2012).  The 
inverse correlation of helminth infections with atopic and autoimmune disease 
development is further supported by studies including those that found higher 
incidence of Crohn’s disease (Weinstock et al 2002) and allergic skin test reactivity 
(Lynch et al 1993) after deworming regimes. 
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These epidemiological trends, and the high prevalence and longevity of parasitic 
diseases in otherwise immunocompetent hosts has led to the in-depth examination of 
possible mechanisms involved in this phenomenon (Maizels et al 1993; Maizels and 
Yazdanbakhsh 2003; Hoerauf et al 2005).  It is now clear that some atopic and 
autoimmune disease are driven by particular arms of the immune system, and the 
skewing or regulation of these mechanisms by the presence of a helminth parasite – 
either by direct or indirect means – is the focus of intense research and development 
of potential therapeutics for the aforementioned debilitating conditions (Harnett and 
Harnett 2010; Osada and Kanazawa 2010; Khan and Fallon 2013). 
 
1.1  Models of helminth infection 
Helminths are classified in two distinct phyla – Nematoda (roundworms) and 
Platyhelminthes (flatworms).  The Platyhelminthes are further split into trematodes 
(which include the flukes such as Schistosoma and Fasciola species) and cestodes 
(tapeworms such as Taenia and Echinococcus species)(Brindley et al 2009).   The 
nematodes include a variety of roundworms including filarial species such as Brugia 
and Onchocerca, hookworms such as Nippostrongylus, Necator and Ancylostoma, 
and others such as Trichinella and the whipworm Trichuris (Brindley et al 2009).  
The suborder Trichostrongylina contains several important helminths important in 
human health and studied in murine models, such as Haemonchus contortus, 
Teladorsagia circumcincta and Heligmosomoides polygyrus (Gouÿ de Bellocq et al 
2001).  Some of these helminth infections are associated with well-known major 
human pathologies and disabilities, such as elephantiasis caused by lymphatic 
filariasis, blindness caused by filarial worms that migrate through the eye, severe 
anaemia caused by hookworms and liver, urinary tract and intestinal pathology and 
fibrosis caused by schistosomiasis (Brindley et al 2009; Periago and Bethony 2012; 
Toledo et al 2012).  
H. polygyrus naturally infects wild mice, and is widely used as a model for chronic 
gastrointestinal nematode infection in laboratory mice.  Previously named 
Nematospiroides dubius (Behnke et al 1991), it has since been suggested that it be 
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renamed again to H. bakeri to distinguish the laboratory strain from that found in 
wild populations (Behnke and Harris 2009; Behnke and Harris 2010), although this 
has not met with universal support from other researchers and so it is still commonly 
referred to as H. polygyrus bakeri, or H. polygyrus (Maizels et al 2010).  This worm 
presents an excellent and easily maintained model for researchers and has been 
widely published on for several decades (Behnke et al 2009; Maizels et al 2011; 
Reynolds et al 2012). 
Infective H. polygyrus L3 larvae enter the mouse orally (by oral gavage in laboratory 
models), and invade the duodenal mucosa within 24 hours of ingestion (see Fig 1).  
Here they moult through two larval stages and after around 8 days emerge as adults 
into the intestinal lumen, where they wrap tightly around villi to keep in place 
(Telford et al 1998).  Fluorescent staining of different compartments of the body 
revealed that the epithelial cell layer of the intestine is the most likely food source of 
adult H. polygyrus (Bansemir and Sukhdeo 1994), which may correlate with areas of 
the small intestine with longer villi, which would provide a richer food source 
(Bansemir and Sukhdeo 1996).  The lumen is also the site for mating, which results 
in egg production into the faeces of the mouse.  Hence, both egg counts from faecal 
pellets, and enumeration of adult worms in the lumen of the gut, are the main ways 
of measuring parasite persistence and fitness (Reynolds et al 2012). 
In order to collect ES from adult H. polygyrus, parasites are removed from the small 
intestine of mice infected with 400-500 L3 larvae 14 days previously.  Worms are 
separated from mucus and intestinal contents over a Baermann apparatus consisting 
of a glass funnel attached to a glass collection vial with plastic tubing.  The apparatus 
is filled with warmed HBSS and gut contents placed in muslin bags which are 
lowered into the media, and left at 37°C for 2 hours to allow worms to settle in the 
collection vial.  After several washes they are placed in flasks in serum-free RPMI, 
and left at 37°C for 21 days, media being collected, and fresh media added, every 2-3 
days throughout.  HES is pooled and run over a 3000 MW cut-off membrane for 
concentration under pressure, in an Amicon unit (see Fig 2).  Once sterile-filtered, 
HES is frozen at -80°C until used.   
	   18	  
Nippostrongylus brasiliensis is a rodent model of acute helminth infection, as the 
majority of immunocompetent mouse strains can clear this parasite within 9-14 days 
(Camberis et al 2003).  Infective L3-stage larvae enter the host via the skin (or 
subcutaneous injection in experimental models) and migrate to the lung, via the 
microvasculature, within 15 hours (Ogilvie and Jones 1971)(see Fig 3).  Maturation 
occurs in the lung, and fourth-stage larvae are transported by ciliary action and 
mucus up the trachea, and into the oesophagus (Harvie et al 2013), where they are 
ingested and transported to the small intestine, for the most part by day 3 post-
infection (Ogilvie and Jones 1971).  Maturation to adult worms occurs in the 
duodenum, where mating and egg production, from day 6 post-infection, proceed 
until worms are expelled.  As with H. polygyrus, luminal worm and faecal egg 
counts are used to assess the effectiveness of immunity towards the parasite.  
Through fluorescent staining of host ingesta, blood and tissue, the food source of 
adult worms is thought to be host intestinal tissue (Bansemir and Sukhdeo 2001).   
H. polygyrus and N. brasiliensis are 2 very different models of gastrointestinal (GI) 
helminth infection, with H. polygyrus remaining in the GI tract throughout its 
lifecycle, and inducing minimal pathology, compared to the extensively migratory 
nature of N. brasiliensis resulting in long-term architectural and immunological 
disruption in the lung tissue (Marsland et al 2008; Reece et al 2008).  Although the 
immune responses to these parasites have much in common, the nature of local 
immune mechanisms, and those required for clearance of adult worms, are quite 
different.  Both parasites also induce extremely effective memory responses to 
reinfection (Wahid and Behnke 1992; Gause et al 2003; Harvie et al 2013) and as 
such, they are excellent tools in the study of innate and adaptive immune responses 
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Adult worms cultured in  
serum-free RPMI for 3 weeks 
HES concentrated over  
3000MW cut-off  
membrane,  
and sterile filtered 
Faeces removed from colon,  
mixed with charcoal  
and cultured  
in dark on moist  
filter paper.  
L3 infective larvae,  
kept at 4°C 
Worms scraped away from intestine  
and filtered through a layer of muslin  
in HBSS for 2 hours, at 37°C 
Glass test tube 
Plastic tubing 
Plastic funnel 
Muslin acting  
as filter 
Figure 2.  Preparation of HES and H. polygyrus larvae for infections 
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1.2.  Immunomodulation and Coinfection 
It is now widely accepted that certain parasites can modulate the host’s immune 
response to prolong their own survival, thus increasing their chances of reproducing 
and continuing the lifecycle forward (Maizels et al 1993; Maizels and Yazdanbakhsh 
2003; McSorley et al 2013).   This down-regulation of the immune response against 
parasites is often also manifested in a reduced response to ‘bystander antigens’ 
(Greene et al 1983; Terrazas et al 2010a), vaccines (Sabin et al 1996; Cooper et al 
1998), self-antigens in autoimmune diseases (Elliott and Weinstock 2012), 
transplants (Ledingham et al 1996; Liwski et al 2000; Li et al 2011a) and allergens 
(Wilson and Maizels 2004; Danilowicz-Luebert et al 2011; Feary et al 2011).  
Probably most relevant, in endemic areas, is the effect of helminths on the outcome 
of co-infections.   
Malaria is frequently co-endemic with human helminthiases.  Studies in Africa and 
Asia report varied results, with some showing helminth infection correlating with 
higher incidence of malaria (Nacher et al 2002; Degarege et al 2012), and others a 
protective effect of helminths with regard to malaria outcome (Murray et al 1978; 
Nacher et al 2000).  Evidence that helminth infection could negatively alter antibody 
responses to Plasmodium candidate vaccine antigens is also a concern for malaria 
control programmes (Esen et al 2012).  Mouse models illustrate the variability of 
responses based on Plasmodium strain and the type of malarial disease caused 
(Knowles 2011) – helminth co-infection exacerbates disease parameters and parasite 
transmission in ordinary resolving Plasmodium strains such as P. chabaudi and P. 
yoelii (Noland et al 2007), but death is significantly delayed in mice with the 
cerebral form, P. berghei ANKA (Knowles 2011). 
There is a general consensus that helminth infections negatively impact on the 
human immune response against Mycobacterium tuberculosis (Elias et al 2007; 
Resende Co et al 2007; Abate et al 2012), possibly through reduced T cell 
responsiveness and lower Th1 cytokine responses (Resende Co et al 2007).  Due to 
the high number of complicating co-infections in HIV infected people, it is hard to 
determine the specific impact of helminths on them, but several reviews of the 
literature suggest that deworming maybe of benefit in the reduction of viral load 
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(Borkow and Bentwich 2006; Walson and John-Stewart 2007).  Co-infection with 
several helminths at once is common in endemic areas (Hotez et al 2008) and 
outcomes are variable in human studies.  Some suggest that antibodies to one 
helminth can be cross-reactive with another, and therefore be protective against both 
worms (Corrêa-Oliveira et al 1988).  Others, that the response to hookworms can be 
down-modulated by the presence of Schistosoma mansoni (Corrêa-Oliveira et al 
2002). 
There are a number of studies involving co-infection in mouse models, particularly 
with H. polygyrus, which shed some light on the immune responses it engenders.   In 
terms of other helminth infections, the usually short-lived infection of N. brasiliensis 
is prolonged with concurrent H. polygyrus (Colwell and Wescott 1973); conversely, 
pre-infection with H. polygyrus reduces liver pathology associated with S. mansoni 
infection, and correlates with reduced inflammatory cytokine levels and an increase 
in Chi3l3 (Ym1) and TGFB1 (TGF-β) transcripts (Bazzone et al 2008).  Infection 
with protozoan parasites (Trypanosoma congolense and Eimeria falciformis) in the 
first week of H. polygyrus infection leads to a less effective anti-protozoal response, 
increased replication of parasites and increased morbidity (Fakae et al 1994; Rausch 
et al 2010).  In Eimeria infection this corresponds with reduced anti-protozoal Th1 
responses, and a higher Treg activation when early stage H. polygyrus is present, but 
not at a later stage in the lifecycle (Rausch et al 2010).  When Toxoplasma gondii is 
administered at the same time as H. polygyrus there is increased survival of the mice 
and reduced intestinal pathology compared to infections with T. gondii alone (Khan 
et al 2008).  H. polygyrus exacerbates infection with Cryptosporidium parvum with 
inhibition of the necessary Th1 response (Bednarska et al 2008). 
The picture is clearer in malaria and bacterial infections where a protective response 
has been shown to be highly Th1 orientated, and a skew towards Th2 responses by H. 
polygyrus severely compromises protection.  With various strains of Plasmodium, H. 
polygyrus consistently causes higher morbidity and parasitaemia, correlated with 
down-regulated IFN-γ responses and high IL-10 and TGF-β levels (Su et al 2005; 
Noland et al 2008; Tetsutani et al 2009).  The outcome of Citrobacter rodentium 
bacterial infection is compromised with concurrent H. polygyrus infection, with 
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higher bacterial loads and translocation across the intestinal wall leading to severe 
colitis (Weng et al 2007).  Several studies have found Th2-mediated alternative 
activation of macrophages in this setting to contribute to less effective bacterial 
killing and clearance (Weng et al 2007; Su et al 2012).        
The studies outlined above point to roles for the skewing of the immune response to 
a Th2 type response and the induction of regulatory cells and cytokines as the major 
factors involved in immunomodulation by H. polygyrus.  Regulation by helminths of 
the immune responses against them, and the limiting of immunopathology that might 
otherwise compromise the fitness of their hosts, is a cornerstone of the success of 
these parasites (Maizels et al 1993; Hoerauf et al 2005).  Human filarial infections 
gave evidence of helminth induced regulatory mechanisms, firstly by observations of 
high levels of the regulatory cytokines IL-10 and TGF-β in these patients (King et al 
1993; Mahanty et al 1996; Doetze et al 2000). Furthermore, culture of their cells in 
vitro whilst neutralising these cytokines re-established T cell proliferation (King et al 
1993). 
 
2.  ANTI-HELMINTH IMMUNITY 
A key feature of helminth infections in general is the remarkable ability for longevity 
in a single host, which is attributed to their ability to evade and modulate the immune 
system (Maizels and Yazdanbakhsh 2003; Maizels et al 2004; Hoerauf et al 2005; 
Hewitson et al 2009; Ludwig-Portugall and Layland 2012; McSorley and Maizels 
2012; McSorley et al 2013).  As multicellular, often macroscopic, pathogens, the 
immune responses to helminths are complex and multifaceted (Gause et al 2003; 
Anthony et al 2007; Allen and Maizels 2011; Maizels et al 2012; Taylor et al 2012), 
and still have many aspects that are not fully understood.  However, the central 
feature of infections with all helminth parasites is the expression of a T-helper 2 
(Th2) response, which is characterised by an array of specialised molecules and cells, 
both innate and adaptive, and the induction of immunoregulatory mechanisms.   
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2.1  Cytokine responses 
In 1986, the formal demonstration that murine CD4+ T cells could be split into 
subsets according to their cytokine profile led to a new paradigm in immunology, 
which has since been the basis of the understanding of immune responses and 
immunopathologies (Mosmann et al 1986; Liew 2002).  Using antigen-specific T 
cell clones, cells were catagorised in accordance with their cytokine output upon 
stimulation and the antibody response they induced in B cells.  T helper 1 cells (Th1) 
produced IL-2, IFN-γ, granulocyte-macrophage colony-stimulating factor (GM-CSF) 
and IL-3, and promoted antibody class-switching to IgG2a, whilst Th2 cells 
produced IL-3, IL-4 and IL-5, and induced IgE and IgG1 (Mosmann et al 1986; 
Stevens et al 1988).  The differentiation of human T cell subsets was demonstrated 
when Th1 cells were induced in vitro by stimulation with a purified protein 
derivative of M. tuberculosis, and Th2 by the excretory/secretory products of the 
helminth Toxocara canis (Del Prete et al 1991).  Since then it has been clearly shown 
that, in general, type 1 immunity is necessary for protection against bacterial and 
protozoan parasite infections, whereas type 2 is associated with protection against 
helminths, and the development of allergic responses (Jankovic et al 2001; Liew 
2002). 
Studies on intracellular parasite Leishmania major were instrumental to the 
discovery of reciprocal regulation of protective immunity through Th1 and Th2 
cytokines in mice.  Whilst both BALB/c and C57BL/6 mice are susceptible to 
experimental infection with this parasite, C57BL/6 mice resolve infection and 
develop long-lasting immunity, whereas BALB/c mice develop non-healing lesions 
and eventually succumb to infection (Reiner and Locksley 1993).  The ability to 
control infection in C57BL/6 mice was found to be associated with IFN-γ production, 
and the neutralisation of IL-4 in BALB/c rendered them able to control the infection 
and survive (Heinzel et al 1989).  Conversely, it has been demonstrated that mice 
genetically predisposed to making a Th1 response are more susceptible to a variety 
of helminths (Wahid et al 1994; Behnke et al 2003a; Brown et al 2003; Dehlawi and 
Goyal 2003).  These findings formed the key conceptual platform from which to 
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investigate immune parameters associated with resistance to pathogens, and from 
which to design suitable future experiments.   
T cell differentiation occurs in response to several stimuli, including the local 
cytokine milieu, which is itself directed by innate cells and antigen-presenting cells 
(APCs) which first encounter the immune stimulus (Kapsenberg 2003).  The 
cytokines produced by Th subsets also act in an autocrine fashion to further amplify 
those responses and inhibit others (Gajewski and Fitch 1988).  The strength of 
signalling through the TCR, and the antigen dose, have significant effects on the 
mode of differentiation, as does the co-stimulation provided by APCs (Tao et al 
1997; O' Garra et al 2011).  In terms of Th2 differentiation, IL-4 was recognised 
early on to promote Th2 responses (Le Gros et al 1990b; Swain et al 1990), and it 
was subsequently shown to act through the activity of STAT6 (Kaplan et al 1996; 
Takeda et al 1996) to promote induction of the transcription factors c-maf and 
GATA-3 (Ho et al 1996; Zheng and Flavell 1997; Murphy and Reiner 2002).   
The importance of IL-4, and IL-13, which signal through a common receptor chain 
(IL-4Rα), in protective immune responses against many helminths, has been clearly 
demonstrated (Finkelman et al 1997; Finkelman et al 2004).  Although most 
helminth infections provoke the upregulation of a characteristic set of cytokines and 
cells, the mechanisms and exact components of the Th2 response needed for the 
expulsion of adult worms, limiting of egg production, and prevention of damage and 
pathology, differ for each parasite.   
Primary H. polygyrus infection induces Il3, Il4, Il5 and Il9 gene expression in the 
mesenteric lymph nodes (MLN) and Peyer’s patches (PP) (Svetić et al 1993) and 
elicits the release of high concentrations of IL-4, IL-5, IL-9, IL-10 and IL-13 protein 
from MLN, spleen and lamina propria cells cultured with parasite antigens (Finney et 
al 2007; Setiawan et al 2007; Rausch et al 2008).  These same cytokines are also 
produced by MLN cells from N. brasiliensis-infected mice, peaking at day 10 post-
primary infection (Fallon et al 2002).  IL-4 is the most important single cytokine for 
protection against primary and secondary H. polygyrus infection, as measured either 
by expulsion of adult worms or inhibition of their egg production (Urban et al 
1991b).  Treatment of both wild-type BALB/c mice and severe combined immune-
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deficient (SCID) mice with IL-4-complex (to prolong the life of the cytokine in vivo) 
abrogates both H. polygyrus and N. brasiliensis survival, illustrating that IL-4 can 
mediate protection from helminths, independently of the adaptive immune system 
(Urban et al 1995).  However, Il4-/- mice can still expel N. brasiliensis parasites, 
indicating that IL-13 is more important than IL-4 in this model (Urban et al 1998).  
Indeed, treatment of mice with an IL-13-antagonist, was more potent than α-IL-4 
mAb at protecting against N. brasiliensis survival (Urban et al 1998).  However, in 
the absence of IL-13, IL-5 and IL-9, IL-4 can alone induce expulsion of N. 
brasiliensis (Fallon et al 2002), illustrating the compensatory effect of some 
cytokines in the absence of others in the set.   
IL-4 has potent effects on numerous cell types and processes important in anti-
helminth immunity (as described in more detail below) including Th2 cell 
differentiation, alternative activation of macrophages, intestinal smooth muscle 
hypercontractility and B cell class switching.  IL-4 can even compensate for the 
absence of cytokines thought to be more important to mastocytosis (IL-9), 
eosinophilia (IL-5) and goblet cell hyperplasia (IL-9 and IL-13), at least in the setting 
of N. brasiliensis infection (Fallon et al 2002).  Although IL-13 shares many 
functions with IL-4, it does have non-redundant roles, demonstrated in the differing 
responses to T. muris in Il4-/- and Il13-/- mice.  Without IL-4, mice could not make a 
substantial Th2 response, including reduced cytokine and antibody levels compared 
to wild-type mice, and could not expel the parasite, but Il13-/- mice are also 
susceptible to infection, even in the presence of a strong Th2 response (Bancroft et al 
1998).  This illustrates that IL-4 exerts a more critical effect than IL-13 on Th2 cell 
development and expansion, while IL-13 is implicated in downstream effects on 
innate effector mechanisms, such as epithelial cell turnover, involved in expulsion of 
worms in the Trichuris model (Klementowicz et al 2012).      
IL-5 is also highly upregulated in many helminth infections, but compared to the 
vital roles demonstrated for IL-4 and IL-13, this cytokine is not as critical to the 
parasitological outcome in most models.  IL-5 has long been known to promote the 
differentiation, proliferation and chemotaxis of eosinophils (Yamaguchi et al 1988).  
Administration of neutralising antibody to IL-5 (TRFK-5) completely suppresses 
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parasite-induced blood and tissue eosinophilia during  primary infections with N. 
brasiliensis (Coffman et al 1989), H. polygyrus (Urban et al 1991b) and S. mansoni 
(Sher et al 1990) but has no detrimental effect on the ability of mice to expel primary 
infections with these parasites.  IL-5 deficiency also has little effect on the outcome 
of a primary infection with Toxocara canis (Takamoto et al 1997) or Trichinella 
spiralis, however, expulsion of worms after a secondary T. spiralis or N. brasiliensis 
challenge infection is impaired in Il5-/- mice, illustrating the differential effects of 
eosinophils in these settings (Vallance et al 2000; Knott et al 2007).  The same is 
true for Litomosoides sigmodontis, where expulsion of a primary infection is 
unaffected by IL-5 deficiency, but vaccine-induced immunity is compromised (Le 
Goff et al 2000).  
Apart from directly promoting eosinophilia, IL-5 has also been shown to promote 
neutrophilia indirectly.  Administration of α-IL-5 in vivo ablated eosinophils and 
neutrophils, and the formation of inflammatory nodules around L. sigmodontis larvae 
in the thoracic cavity, thus promoting parasite survival (Al-Qaoud et al 2000).  
Neutrophils do not have an IL-5-receptor, but it was found that levels of other 
cytokines known to promote neutrophilia (IL-8, G-CSF, TNF-α) were strongly 
reduced in α-IL-5-treated mice.  IL-5 is also a B cell growth factor (Sanderson et al 
1986), particularly for B cells that produce autoantibodies, and induces class 
switching to IgA (Finkelman et al 1990).   
Very recently, there has been great interest in discovering the earliest initiators of 
Th2 responses.  Focus has been on innate cells as the local, rapid producers of 
cytokines and chemokines that shape the subsequent activation status of other cells 
such as macrophages and DCs, which then in turn help to activate and direct T cell 
and B cell responses.  A cohort of epithelial cell-derived cytokines have been 
demonstrated to induce type-2 innate lymphoid cells (ILC2s), which produce IL-5 
and IL-13 to polarise the response towards Th2, early on in a helminth infection or 
allergic challenge (Paul 2010; Paul and Zhu 2010; Okoye and Wilson 2011).  Other 
innate cell populations, such as basophils, have also been found to secrete high levels 
of IL-4 in the tissue, and act as APCs, after sensing of helminth antigens and 
allergens (Paul and Zhu 2010; Voehringer 2013).  These, and other cell types and 
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mediators involved in responses to helminths, in particular to H. polygyrus and N. 
brasiliensis, are described below. 
 
 
2.2  T cell responses 
As described above, the development of CD4+ T cells into Th2 over Th1 is 
controlled by several different stimuli, and is highly dependent on the signals 
received from the APC involved  (see section 2.3 below).  CD4+ cells are crucial to 
anti-helminth immunity (Gause et al 2003; Allen and Maizels 2011).  Administration 
of α-CD4 during primary infection with H. polygyrus resulted in increased fecundity 
of female worms and a significant drop in IgE production, whereas in secondary 
infection, protective immunity was ablated (Urban et al 1991a).  Inhibition of worm 
expulsion was also seen after α-CD4-treatment of mice infected with T. muris 
(Koyama et al 1995) and Angiostrongylus cantonensis (Aoki et al 1998), and 
blockade of CD4 had a detrimental effect on protective immune responses induced 
by immunisation with irradiated larvae of Brugia pahangi (Bancroft et al 1994).  
However, neither α-CD4 treatment of mice normally resistant to Brugia malayi, nor 
disruption of the gene encoding CD4 in these mice, could render them susceptible, 
indicating that CD4+ cells are not required for protection against these parasites 
(Rajan et al 1994).  In contrast, α-CD8 treatment has little to no effect on the 
outcome of helminth infection (including H. polygyrus) or larval immunisation 
(Urban et al 1991a; Bancroft et al 1994; Koyama et al 1995; Aoki et al 1998).  
Indeed, IFN-γ-producing CD8+ T cells are associated with susceptibility to and 
chronicity of T. muris infections in mice, although depletion of these cells in vivo 
does not have an effect on worm expulsion, a phenomenon thought to come about by 
CD4+ T cell compensation (Humphreys et al 2004).     
Further studies have delineated the co-stimulatory signals required to mount Th2 
responses to H. polygyrus infection.  Blocking signalling through both CD80 (B7-1) 
and CD86 (B7-2), the ligands on APCs that bind T cell CTLA-4 and CD28 for 
costimulation, had a broad effect on Th2 responses, with downregulation of primary 
H. polygyrus-induced Th2 cell expansion, IL-4 secretion, eosinophilia, intestinal 
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mastocytosis and increases in IgG1 and IgE levels (Lu et al 1994; Greenwald et al 
1997).  CD86-/- mice were not defective in H. polygyrus-induced immune responses 
early in infection (day 6) but by day 14 showed inhibited T cell cytokine secretion 
and antibody titres (Greenwald et al 1999), showing that CD86 is not required for the 
initiation of an immune response but is needed for the progression and persistence of 
the T cell response.  Although both CD80 and CD86 normally ligate to T cell CD28, 
CD28-/- mice were found to have no impairment in the early CD4+IL-4+ response, 
indicating an alternative mechanism for Th2 co-stimulation in H. polygyrus infection 
(Gause et al 1997).  In a secondary H. polygyrus infection, blocking signalling 
through CTLA-4 had no effect on protective immunity, suggesting that memory T 
cells do not need CD28-B7 interactions for their activation to effector cells after a 
challenge infection (Gause et al 1996; Ekkens et al 2002). 
Mice deficient in another costimulatory molecule, OX40L, showed a specific defect 
in T cell IL-4 production, and associated IgE production, following H. polygyrus 
infection, which was not accompanied by an effect on Th2 cell expansion, germinal 
centre formation or IgG1 production (Ekkens et al 2003). 
Although much work on the specificity of antibodies and B cell receptors (BCRs) in 
helminth infections has been completed (see section 2.15 below), the specificity of T 
cell receptors (TCRs), and immunodominant T cell epitopes of helminths are still 
largely undetermined, other than a requirement for a broad TCR repertoire for N. 
brasiliensis expulsion (Seidl et al 2011).  
Cells that have γδ TCR chains represent a very different population of T cells to 
conventional αβ T cells, and most do not possess CD4 or CD8 molecules or 
recognise antigen through interation with MHC (Kabelitz et al 2005).  Little research 
has been done on the importance of γδ TCRs in gastrointestinal helminth infection, 
even though they have been shown to have a vital role in intestinal epithelial 
homeostasis and defence, and make up a large proportion of intestinal intraepithelial 
lymphocytes (IELs) (Komano et al 1995; Kabelitz et al 2005; Komori et al 2006).  
γδ T cells can generate both Th1- and Th2-like responses, depending on the antigenic 
stimulus available, and in the peritoneal cavity make IL-4 in response to N. 
brasiliensis infection (Ferrick et al 1995).  A later study showed that IEL γδ T cells 
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are a major source of IL-4, IL-5 and IL-13 in N. brasiliensis infection (Inagaki-Ohara 
et al 2011).  Remarkably, TCR-δ-/- mice are highly susceptible to this parasite with 
the majority of mice dying within 3 weeks of infection.  Th2 responses were 
compromised in these mice, with intestinal mastocytosis, Th2 cytokine production 
from intestinal T cells and goblet cell hyperplasia all reduced and delayed, compared 
to wild-type mice (Inagaki-Ohara et al 2011).  However, caution must be taken 
extrapolating results from mice to humans, as they possess a different repertoire of 
TCRγδ genes and are compartmentalised in different areas of the body in these 
species (Hayday 2000).    
It has more recently become clear that there are several other T cell subsets that 
produce other sets of cytokines and express different transcription factors (Oestreich 
and Weinmann 2012).  Furthermore, it is apparent that T cell subsets may display a 
degree of plasticity with regards to conversion into a different phenotype and 
coexpression of markers (Bluestone et al 2009; Murphy and Stockinger 2010; 
Cannons et al 2013).  One example is the recently described Th9 subset, closely 
related to Th2 cells in being IL-4-dependent but induced by TGF-β to switch to IL-9 
and adopting a Th9 phenotype, distinct from other T cell subsets previously 
described (Veldhoen et al 2008).  However, Th9 cells also make IL-10, illustrating 
the overlap in phenotype between subsets and the difficulty of compartmentalizing 
this complex area of immunology (Stassen et al 2012).  The specific role of IL-9, and 
Th9 cells, in protection against helminths is unresolved.  Levels of IL-9 correlate 
with protection against helminths in mice and humans, along with other Th2 
signature cytokines (Else et al 1993; Wahid et al 1994; Turner et al 2003) and IL-9 
over-expressing mice are more immune to H. polygyrus (Hayes et al 2004) and T. 
spiralis (Faulkner et al 1997).  It has been well characterized in Trichuris muris 
infection, where it has been found to promote mastocytosis, antibody class switching 
to IgE, eosinophilia, intestinal smooth muscle contractility and resulting worm 
expulsion (Faulkner et al 1998; Richard et al 2000; Khan et al 2003).   In N. 
brasiliensis infection however, IL-9-deficiency does not impair the ability of mice to 
expel adult worms (Townsend et al 2000a), even though it has a key role in the 
development of mastocytosis in this model (Fallon et al 2002). 
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T-follicular helper cells (TFH) are now recognized as emerging through a distinct T 
cell differentiation pathway independently of Th subset lineages and are instrumental 
in inducing germinal centre formation and promoting a range of B cell functions 
(King et al 2008; Crotty 2011; Cannons et al 2013).  Bcl6, a transcriptional repressor, 
is the master regulator of these cells in mice and humans, and other key markers 
include CXCR5, programmed cell death protein-1 (PD-1) and inducible T cell 
costimulator (ICOS).  They provide survival signals to germinal centre B cells, 
induce them to proliferate and hypermutate and mature into plasma cells, through 
interactions with surface molecules and secretion of IL-4 and IL-21 (Reinhardt et al 
2009; King et al 2010; Crotty 2011).  IL-21 provides a critical signal for the 
differentiation of B cells into plasma cells, and for protection against secondary 
challenge infection with H. polygyrus (King et al 2010).  IL-21 plays a key role in 
the development of a protective Th2 immune response in helminth infections 
including S. mansoni, N. brasiliensis and H. polygyrus (Pesce et al 2006; Fröhlich et 
al 2007).  TFH are also the major IL-4-producers in B cell follicles of MLN after H. 
polygyrus (King and Mohrs 2009) and N. brasiliensis infections (Reinhardt et al 
2009) and ICOS-/- mice have a defect in IL-4 producing TFH in the MLN 14 days 
after H. polygyrus infection (Redpath et al 2013).  
 
2.3  Dendritic cells 
Dendritic cells (DCs) are the predominant innate APC which prime T cell responses, 
and are required in particular to prime Th2 responses against helminths (Banchereau 
et al 2000; Kapsenberg 2003; MacDonald and Maizels 2008; Paul and Zhu 2010; 
Phythian-Adams et al 2010).  In order to prime a T cell response, the DC presents 
antigen on MHCII to be bound by the TCR (signal 1) and provides costimulation 
through expression of CD40, CD80 and CD86 (signal 2) (Caux et al 1994; 
Banchereau et al 2000; MacDonald et al 2002).  However, whether a Th1 or Th2 
response will result depends on the polarising cytokine environment (signal 3) 
(Kapsenberg 2003) and the strength of peptide binding by the TCR (Constant et al 
1995).  Low-level expression of MHCII, costimulatory molecules or low antigen 
concentration could all result in a weak TCR signal strength, which promotes Th2 
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responses (Constant and Bottomly 1997; Paul 2010).  Weak TCR stimulation induces 
expression of the transcription factor GATA3, and early IL-2 and IL-4 production 
(Yamane et al 2005), with subsequent intracellular signalling events that promote 
Th2 cytokine production.   
The recognition of Th2-inducing stimuli, such as helminth products and allergens, by 
an array of cell-surface pattern-recognition receptors (PRRs), induces DCs to make 
cytokines and chemokines that shape the direction of the immune response 
(Kapsenberg 2003; Perrigoue et al 2008; Everts et al 2010; Krishnaswamy et al 
2013).  As well as the traditional model of DC activation by ligation of PRRs, other 
mechanisms have recently been proposed that do not primarily involve these 
receptors (Pulendran and Artis 2012).  For example, the enzymatic activity of certain 
allergens, and helminth molecules that resemble them (Bielory et al 2013), can 
activate DCs through protease-activated receptors (PARs), although the mechanisms 
involved are unclear (Pulendran and Artis 2012; Ramachandran et al 2012). 
Relatively few specific helminth molecules have been identified that activate DCs 
(Hewitson et al 2009).  The first such molecule was ES-62, a glycoprotein from the 
filarial nematode Acanthocheilonema viteae, which induced IL-4 production from 
bone marrow-derived DCs in culture (Whelan et al 2000).  Omega-1, a glycosylated 
RNase in Schistosoma soluble egg antigen (SEA) is a potent inducer of Th2 
responses through conditioning of DC (Everts et al 2009; Everts et al 2012).  
Furthermore, DCs pulsed with whole ES from N. brasiliensis (NES) can prime Th2 
responses in vivo after transfer to naïve recipients (Balic et al 2004).   
Helminth products have also been widely documented as modulators of DC function, 
and this may be a key way in which these parasites suppress immune responses to 
themselves, and bystander antigens/coinfections, in vivo (Segura et al 2007; 
Carvalho et al 2009; Terrazas et al 2010c; White and Artavanis-Tsakonas 2012).  To 
this end, treatment of bone marrow-derived DCs with H. polygyrus ES (HES) 
impairs activation by the bacterial TLR9 ligand CpG (Segura et al 2007).  Notably, 
treatment with H. polygyrus adult worm homogenate (AWH) did not have the same 
effect.  Furthermore, addition of HES to DCs co-cultured with OT-II OVA-specific 
CD4+ T cells resulted in a significant reduction of both Th1 and Th2 cytokines upon 
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OVA stimulation (Segura et al 2007). These findings suggest that H. polygyrus 
actively secretes a broadly suppressive factor for DCs, rather than selectively 
biassing the T cell response towards Th1 or Th2.  SEA from S. mansoni can also 
suppress cytokine secretion, costimulatory molecule and MHCII expression on LPS-
pulsed DCs (Kane et al 2004).    
A mechanism by which helminth products modulate DCs to suppress immune 
responses is by directing them to specifically promote regulatory T cell responses.  
As examples, ES products from Echinococcus multilocularis (Nono et al 2012), T. 
spiralis (Aranzamendi et al 2012) and Taenia crassiceps (Terrazas et al 2011) all 
induce tolerogenic DCs which secrete IL-10 and induce Foxp3+ Tregs in vitro.  
Furthermore, H. polygyrus has been shown to induce tolerogenic DCs that can block 
colitogenic cytokines IFN-γ and IL-17 in the gut, and upon transfer, protect against 
spontaneous inflammatory bowel disease (IBD) in Rag-/- mice reconstituted with        
Il10-/- T cells (Blum et al 2012).  Surprisingly, this mechanism was Treg-independent 
and did not involve IL-10 or TGF-β.      
In H. polygyrus infection settings, CD11c+ DCs isolated from MLN show reduced 
expression of CD40, CD86 and MHCII, evoking lower Th1 cytokine expression, and 
containing a subset with a CD11clow CD45RBmid phenotype which promoted Foxp3+ 
Treg differentiation via high production of IL-10 (Li et al 2011b; Smith et al 2011).  
The same reduced expression of costimulatory molecules and increased DC IL-10 
production from DCs in the MLN of infected mice was seen in an earlier study in 
which phenotyping of DC subsets relied on CD80 and CD86 expression levels (Balic 
et al 2009).  A CD11c.DTR mouse has been developed that co-expresses CD11c 
with the human diphtheria toxin receptor (DTR), so that upon administration of DTR, 
cells expressing CD11c are selectively depleted (Hochweller et al 2009).  Although 
an incomplete depletion of CD11c+ DCs from tissues is obtained using this system, 
an impaired Th2 cytokine response was observed upon infection with S. mansoni 
(Phythian-Adams et al 2010).  It was observed that a specific subset of non-
plasmacytoid CD11clo DCs is spared DTR-mediated deletion, and these are 
tolerogenic in H. polygyrus infection, inducing Tregs and lower levels of antigen-
specific CD4+ T cell proliferation (Smith et al 2011).  Finally, using mice with a Cre-
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mediated constitutive, albeit incomplete, loss of all DC subsets impaired expulsion of 
N. brasiliensis was demonstrated (Ohnmacht et al 2009).  
 
2.4  Alternatively-activated macrophages and their products 
The alternative activation of macrophages is a characteristic feature of a helminth-
elicited Th2 response and occurs in response to IL-4 and IL-13, in contrast to the 
‘classical’ activation pathway induced by IFNγ in response to bacterial and viral 
infections (Gordon 2003; Gordon and Martinez 2010).  Although the nature of 
macrophage metabolism means that these polarised activation states are reciprocally 
inhibitive of each other, macrophages have been shown to be extremely plastic and 
responsive to changing environmental stimuli, and are not of fixed terminal 
phenotypes (Hesse et al 2001; Mosser and Edwards 2008; Mylonas et al 2009; 
Menzies et al 2010). 
Given that alternatively activated macrophages (AAMΦ) are induced by cytokines 
highly upregulated in helminth infection, many studies have now investigated them 
in the context of a variety of helminth models (Noel et al 2004; Kreider et al 2007; 
Reyes and Terrazas 2007; Jenkins and Allen 2010).  Metabolic activity was one of 
the first tools used to distinguish between macrophages activated by Th2 cytokines - 
M2 or AAMΦ, versus Th1 – classically activated macrophages or M1 (CAMΦ).  IL-
4 and IL-13 induce the enzyme arginase 1 (Arg1) that competes with inducible nitric 
oxide synthase (iNOS) for the common substrate L-arginine (Munder et al 1998; 
Hesse et al 2001).  Metabolism of L-arginine by Arg1 yields urea and ornithine.  
Orthinine is subsequently metabolised further into proline and polyamines, both of 
which are important in fibrosis and wound healing (Witte and Barbul 2003), widely 
proposed to be functions of AAMΦ and their products (Martin and Leibovich 2005; 
Wilson and Wynn 2009; Allen and Wynn 2011).  Notably, in an S. mansoni egg 
injection model, in mice polarised to a Th2 response (IL-1-/IL-12 double-deficient 
mice), lung granuloma size and collagen deposition were greatly increased above 
levels in IL-4/IL-13-deficient Th1 polarised mice, and was associated with 
upregulation of AAMΦ-related genes (see below)(Sandler et al 2003).   
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During the early lung migratory stage of N. brasiliensis larvae, markers of AAMΦ 
are highly upregulated (Nair et al 2005; Reece et al 2006), and chronic or 
dysregulated production of profibrotic molecules by macrophages may result in long-
term tissue damage in the lung of infected mice (Marsland et al 2008; Reece et al 
2008; Laskin et al 2011).  The precise role of AAMΦ in helminth-associated wound 
healing and/or fibrosis has not been well established, but as many helminths are 
tissue-migratory, it may be that these cells play a key role in limiting damage, 
bacterial translocation, and haemorrhage (Allen and Wynn 2011; Gause et al 2013).  
Compelling evidence for this theory came from S. mansoni infection in mice that 
lack the IL-4 receptor specifically in macrophages and neutrophils (LysMCreIL-4Rα-
/flox), and therefore cannot have any AAMΦ (Herbert et al 2004).  All infected mice 
died, and this was associated with increased Th1 responses, liver and intestinal 
histopathology, impaired egg expulsion and sepsis. 
The first analyses of gene expression in AAMΦ were on human IL-4 treated 
monocytes, and consistently showed upregulation of Arg 1, mannose receptor, 
MHCII, IL-4R, IL-1R and FcεRII (Dickensheets and Donnelly 1999; Hart et al 
1999).  A more comprehensive microarray analysis also exposed Ym-1 as one of the 
most higly upregulated genes in IL-4 and IL-13 treated murine macrophages, with 
expression dependent on the transcription factor STAT6 (Welch et al 2002).  A 
further step was to show that macrophages elicited by live helminth (B. malayi) 
infection (called nematode-elicited macrophages or NeMΦ) also had abundant 
expression of Ym1, at over 10% of total mRNA from NeMΦ, as well as Arg 1, and 
another gene, RELM-α (also called FIZZ-1) (Loke et al 2002).  These were all IL-4-
dependent as upregulation did not occur in macrophages taken from IL-4-/- mice.   
Research into the function of these abundantly-expressed molecules in both allergy 
and helminth-associated Th2 inflammation, and whether they have a direct role in 
immunity against parasites is ongoing (Nair et al 2006).  Chronic infection of mice 
with Trypansoma brucei brucei results in a switch to Th2 cytokine production and 
alternative activation of macrophages (Namangala et al 2001), which display 
upregulation of Ym1 and RELM-α gene expression over macrophages from acute 
infection (Raes et al 2002).  The same genes are also upregulated, and their proteins 
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detected, in tissues where parasites migrate and reside, as shown in peritoneal lavage 
(PL) from B. malayi-implanted mice, and tissues of mice infected with L. 
sigmodontis, N. brasiliensis (Nair et al 2005) and T. spiralis (Chang et al 2001).   
More recently, comprehensive gene expression patterns have been analysed in IL-4-
elicited AAMΦ using transcriptomic and proteomic approaches (Zhang et al 2010; 
Thomas et al 2012; Martinez et al 2013).  The results from these analyses confirmed 
that genes already confirmed as markers of alternative activation in mice were highly 
upregulated in IL-4 treated murine macrophages, compared to IFN-γ- or IL-10-
treated cells, along with a wide range of other cytokine-specific genes (Zhang et al 
2010).  Since there are no known homologues of Ym1 or RELM-α in humans, other 
signature markers are still being identified.  Transglutaminase 2 (TG2) was proposed 
as an IL-4-induced gene common to mouse and human (Martinez et al 2013) which 
is highly upregulated, and involved in a range of diverse physiological processes 
including wound healing, fibrosis and apoptosis (Mehta et al 2010), all proposed 
functions for AAMΦ.        
Ym1 (also called chitinase-3-like protein 3) expression is increased in several tissues 
associated with helminth infection and migration, as well as models of airway 
inflammation and fibrosis, and wound healing, leading to speculation that it might be 
a key player in the pro-fibrotic and wound repair functions of AAMΦ (Kawada et al 
2007; Sutherland et al 2009; Daley et al 2010).  Although Ym1 belongs to a family 
of chitinase-like proteins, which retain homology to plant and bacterial chitinases, no 
actual chitinase activity has been detected for native or recombinent Ym1 (Jin et al 
1998; Chang et al 2001; Sutherland et al 2009).  The presence of chitin and chitin 
synthase enzymes in certain lifecycle stages of some helminths, does suggest that if 
Ym1 retains chitin-binding activity, this could be a mechanism by which AAMΦs 
directly damage worms (Foster et al 2005).   However, relevant in wound healing, 
Ym1 has been shown to bind heparin (Chang et al 2001), which is abundantly 
expressed on the extracellular matrix and is involved in cell adhesion and migration 
(Bernfield et al 1999; Tumova et al 2000).  In addition, Ym1 is expressed in many 
situations where allergic inflammation occurs, and although originally identified as 
T-lymphocyte-derived eosinophil chemotactic factor (Owhashi et al 2000), this 
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function is disputed and it is not required for eosinophila (Welch et al 2002).  Ym1 is 
also made by neutrophils (Harbord et al 2002), DCs (Cai et al 2009), mast cells (Lee 
et al 2005) and epithelial cells (Homer et al 2006), and is transiently expressed in 
several hematopoietic tissues during embryonic development (Hung et al 2002) and 
hence may serve multiple physiological roles in vivo.    
RELM-α was originally identified as FIZZ1 (found in inflammatory zone 1) in 
bronchoalveolar lavage fluid (BALF) from inflamed lungs, and intestinal and lung 
epithelial cells (Holcomb et al 2000).  However, it was subsequently named resistin-
like molecule-α (RELM-α), belonging to a family of RELMs that are related to a 
hormone involved in glucose metabolism, made predominantly by fat cells (Steppan 
et al 2001).  RELM-α is also expressed in white adipose tissue, heart and tongue 
(Steppan et al 2001).  RELM-α is highly upregulated during helminth infection, with 
eosinophils as the primary producers in S. mansoni-associated lung and liver 
granulomas (Pesce et al 2009b), and is detected in the BALF and epithelial cells of 
egg-challenged mice (Nair et al 2009).  In B. malayi infection, RELM-α was 
expressed by B cells and DCs in the draining lymph nodes, as well as AAMΦ in the 
PL (Loke et al 2002).  RELM-α gene expression is also upregulated in the small 
intestine of N. brasiliensis and T. spiralis, and the colon of T. muris-infected mice, 
where protein was specifically localised to goblet cells with immunohistochemical 
staining (Wang et al 2005).  Although an exact function for RELM-α has not been 
established, it has been proposed to have an imunoregulatory role, as it has been 
found to bind to macrophages and CD4+ T cells in the lung of S. mansoni egg-
challenged mice, and downregulate their cytokine expression (Nair et al 2009), and 
RELM-α-/- mice (otherwise known as Retnla-/-) display exacerbated granuloma-
associated inflammation (Pesce et al 2009b).  Expulsion of N. brasiliensis was also 
accelerated in these mice, accompanied by stronger Th2 responses, suggesting 
RELM-α is acting to downregulate potentially harmful over-exuberant fibrosis and 
Th2-mediated inflammation (Pesce et al 2009b).   
To assess the importance of macrophages generally on the outcome of helminth 
infection, depletion using clodronate-loaded liposomes, which induce apoptosis of 
cells that ingest them, has provided a useful tool (van Rooijen and Hendrikx 2010).  
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For example, N. brasiliensis infection leads to Th2-dependent accumulation of 
macrophages with the molecular signatures of AAMΦ and high levels of gene 
expression of Arg1, Ym1 and RELM-α in the intestinal tissue (Zhao et al 2008).  
Upon administration of liposomes to N. brasiliensis–infected mice, resident and 
recruited F4/80+ macrophages are successfully depleted, although levels of Ym1 and 
RELM-α transcript are affected only marginally in gut tissue, illustrating that cell 
populations other than macrophages may be important producers of these products 
(Zhao et al 2008).  However, Arg1 levels in the intestine of infected animals did 
decrease with liposome treatment, along with the magnitude of smooth muscle 
hypercontractility in the intestine.  Macrophages were thereby shown to have a direct 
role in worm expulsion, as liposome-treated mice had significantly higher N. 
brasiliensis worm and egg burdens, despite unimpaired IL-4 or IL-13 production in 
the intestinal tissue  (Zhao et al 2008).   
AAMΦ are also a prominent feature of granulomatous inflammation around H. 
polygyrus in the intestinal submucosa (Morimoto et al 2004; Anthony et al 2006), 
especially in granulomas developed following a secondary challenge, which in 
immune-competent mice, results in an effective protective memory response (Patel et 
al 2009).  However, mice treated with liposomes are unable to expel a secondary 
infection, and, as with N. brasiliensis, this is not accompanied by a failure to make a 
robust Th2 response (Anthony et al 2006).  Furthermore, use of an Arg1 inhibitor, S-
(2-boronoethyl)-1-cysteine (BEC) also abrogated protective responses and resulted in 
increased worm burdens (Anthony et al 2006), which correlated with decreased adult 
worm production of cytochrome oxidase, a molecule associated with worm stress 
(Takamiya et al 1996; Mei et al 1997), indicating a possible role for Arg1 in direct 
worm damage. 
Another role for macrophages in helminth infection is the broader recruitment of 
other inflammatory cells to the infection site.  In N. brasiliensis infection, AAMΦ 
were important in the recruitment of eosinophils to the peritoneal cavity, a site for 
significant inflammation in this model, even though the parasite does not migrate 
through it (Voehringer et al 2007b).  Conversely, eosinophils have been shown to 
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sustain AAMΦ, in an IL-4- or IL-13-dependent manner, in adipose tissue, thus 
contributing to metabolic homeostasis (Wu et al 2011). 
The anti-inflammatory effects of AAMΦ are also well documented, with 
macrophages from helminth-infected (B. malayi), animals, and those treated in vitro 
with Th2 cytokines being suppressive to the proliferation of T cells in an IL-4 
dependent manner (Allen et al 1996; Loke et al 2000; Nair et al 2003; Mylonas et al 
2009).  Mechanisms of macrophage-elicited T cell suppression include depletion of 
L-arginine from the environment, as mentioned above (Pesce et al 2009a), 
production of the suppressive cytokines TGF-β and IL-10 (Osborne and Devaney 
1999; Hesse et al 2004; Taylor et al 2006b), and through programmed death ligand 
(PD-L) interactions which have been shown to lead to T cell anergy in S. mansoni 
(Smith et al 2004) and T. crassiceps infections (Terrazas et al 2005).  The 
classification of regulatory macrophages, or M2b cells, came to distinguish cells 
activated via regulatory cytokines, phagocytosis of apoptotic cells and immune 
complexes, rather than through Th2 cytokine stimulation or PRRs (Mosser and 
Edwards 2008). 
Cytokines other than IL-4 and IL-13 have been shown to have a role in activating 
and regulating the effector functions of AAMΦ (Gordon and Martinez 2010).  Il21r-/- 
mice display significantly reduced granulomatous inflammation and liver fibrosis in 
the S. mansoni-egg injection model, which is accompanied by reduced lung 
expression of Ym1, RELM-α, IL-4 and IL-13 (Pesce et al 2006).  Th2 responses and 
expression of markers of AAMΦ were also reduced in these mice after N. 
brasiliensis infection compared to wild-type mice.  In vitro, it was shown that IL-21 
increases expression of IL-4R-α and IL-13R-α1 on macrophages, thus amplifying 
their IL-4 and IL-13-associated upregulation of Arg1 (Pesce et al 2009a).   
A more recently identified mediator of AAMΦ recruitment is IL-33 which is well 
documented as a promoter of ILC2s (see section 2.11 below), and their production of 
type-2 cytokines which alternatively activate macrophages (Mirchandani et al 2012).  
Moreover, IL-33 has been shown to directly amplify the alternative activation of 
alveolar and bone marrow-derived macrophages by IL-4 and IL-13 in vitro 
(Kurowska-Stolarska et al 2009), to direct osteoclast precursors to an AAMΦ 
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phenotype (Zaiss et al 2011) and to polarise macrophages in the spleen and MLN of 
mice with experimental autoimmune encephalitis (EAE) to a protective AAMΦ 
phenotype (Jiang et al 2012).  In N. brasiliensis infection, IL-33 promotes ILC2s, 
which in turn promotes accumulation of eosinophils and AAMΦ in visceral adipose 
tissue (Molofsky et al 2013). 
Given the wide variety of tissue sites, migratory routes and required expulsion 
mechanisms for helminths, macrophages will have different roles in each model 
studied.  However, there is compelling evidence that AAMΦ have the potential for 
important roles in direct worm killing, recruitment of other inflammatory effector 
cells, healing of helminth-associated tissue damage, prevention of over-exuberant 
and damaging responses, and directing the subsequent adaptive and memory 
responses to parasites. 
 
2.5  Classically-activated macrophages 
Although AAMΦ represent the primary activation phenotype of macrophages in 
helminth infection, CAMΦ are present in many helminth-associated inflammatory 
sites, and their actions may contribute significantly to anti-helminth immunity 
(Jenkins and Allen 2010).  Nitric oxide (NO), the main product of L-arginine 
metabolism by iNOS, has been shown to directly harm certain worms, including T. 
crassiceps (Alonso-Trujillo et al 2007) and Echinococcus granulosus (Amri et al 
2007).  NO production is high in species of rodent naturally resistant to infection, 
and administration of a NOS inhibitor markedly increased B. malayi larval burden in 
these animals (Gupta et al 2004).  It was proposed that NO synergises with 
superoxide in the peritoneal cavity of resistant animals, forming peroxynitrite 
radicals, which are highly toxic to Brugia larvae (Thomas et al 1997). 
    
2.6  Mast cells 
Mast cells are resident in peripheral tissues and at boundaries with the environment, 
and so are well placed to mount a quick response to allergens and invading 
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pathogens (Collington et al 2011).  They are most well characterised as effectors of 
allergic responses, releasing histamine, TNF, a range of proteases, leukotrienes and 
prostaglandins during degranulation after the aggregation of FcεR1 by multi-valent 
allergen (Galli and Tsai 2010; Weller et al 2011).  These mediators act to attract and 
activate further inflammatory cells, along with cytokines and chemokines released 
later in the response (Galli and Tsai 2010).  Mast cell proteases particularly, are 
thought to negatively impact on epithelial barrier function, and increase permeability 
and fluid leakage, by altering tight junction proteins (Scudamore et al 1998; Jacob et 
al 2005; Groschwitz et al 2013).  Mast cells have been shown to be potent Th2 
cytokine producers (Nagarkar et al 2012), and in this way contribute to the 
promotion and maintenance of effective innate and adaptive anti-helminth immunity 
(Galli et al 2005; Galli and Tsai 2010; Urb and Sheppard 2012).  
Using mast cell-deficient transgenic mice, the importance of mast cells in responses 
to helminth parasites, is being widely investigated.  With regards to gastrointestinal 
helminths in particular, the roles of mast cells in epithelial barrier function are of 
particular interest.  After administration of α-c-kit antibody, which prevents 
mastocytosis and the secretion of mast cell protease-1 (mMCP-1) in the small 
intestine, mice were unable to expel T. spiralis and this was due to a decrease in 
intestinal permeability (McDermott et al 2003).  Furthermore, a specific deficiency 
in mMCP-1 had the same effect (Knight et al 2000; McDermott et al 2003).  A 
breakdown in the epithelial barrier, and tight junctions, would lead to a major 
disruption of the niche of the parasite and contribute to its expulsion (Artis and 
Grencis 2008). 
Mastocytosis and high levels of mast cell proteases correlate with the expulsion of 
other helminth parasites including H. polygyrus (Behnke et al 1993; Wahid et al 
1994; Ben-Smith et al 2003), N. brasiliensis (Madden et al 1991; Lutzelschwab et al 
1998) and Strongyloides ratti (Wilkes et al 2007).  Most in vivo studies on mast 
cells in helminth infection have involved the mast cell deficient mice KitW/KitW-v, 
which have mutations in the gene that encodes the tyrosine kinase receptor c-kit.  
When these mice were infected with H. polygyrus, worm fecundity, but not adult 
worm number was increased, a phenomenon that was reversed upon reconstitution 
with mast cells (Hashimoto et al 2009b), indicating that mast cells play a minor  
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protective role in this system.  However, a recent study showed that KitW/KitW-v mice, 
and another mast cell-deficient strain KitW-sh, have significantly reduced Th2 
responses and protective immunity to H. polygyrus, failing to limit egg production 
and adult worm numbers compared to C57BL/6 controls (Hepworth et al 2012).  
The reason for the discrepancy is not clear. 
Of note is that c-kit-based deletion of cell types may not only be mast cell-specific, 
as the more recently described ILCs, cells important to the instigation of a Th2 
response, have also been shown to express c-kit (Moro et al 2010; Neill et al 2010; 
Saenz et al 2010b).  Assessing the extent to which these cells are affected in 
KitW/KitW-v and KitW-sh mice will be vital in determining the exact roles of mast cells 
in helminth infection.      
 
2.7  Basophils 
Recently, basophils have been the focus of renewed interest with regards to 
helminth-associated Th2 immunity, as both initiators and effectors of the response 
(Karasuyama et al 2011; Leon-Cabrera and Flisser 2012; Voehringer 2012; van Beek 
et al 2013; Voehringer 2013).  Although constitutively present in blood circulation at 
low levels, their numbers increase dramatically in allergic inflammation and 
helminth infection settings.  Basophilia is conspicuous in a number of experimental 
helminth infections, and basophils have been shown to be major IL-4 producers in 
the lung, liver and intestine of N. brasiliensis-infected mice (Min et al 2004; 
Voehringer et al 2004; Ohnmacht and Voehringer 2009; van Panhuys et al 2011), in 
the draining lymph node after food-pad injection of S. mansoni eggs (Perrigoue et al 
2009) and in the spleen of T. muris-infected mice (Perrigoue et al 2009).  As well as 
cytokine production, basophils act as APCs and in some situations preferentially 
induce Th2 responses over DCs with the same antigen (Yoshimoto et al 2009; Paul 
and Zhu 2010).  The recruitment of basophils to allergic sites is well documented, 
and they have been shown to be important in the development of mast cell- and T 
cell-independent chronic allergic inflammation through the interaction of antigen-
specific IgE and FcεR1 (Mukai et al 2005).    
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The depletion of basophils with the antibody MAR-1 impairs Th2 responses and T. 
muris worm expulsion (Perrigoue et al 2009), although this antibody binds to FcεR1, 
which is also expressed on mast cells, so the effects seen in this study cannot be 
attributed entirely to basophils.  The same is true for αCD200R3, which has been 
used to show that basophils were necessary for the protective effects of an irradiated-
larval vaccine to L. sigmodontis infection (Torrero et al 2013).  Transgenic mice, that 
display constitutive and selective basophil depletion, have since been constructed 
(Ohnmacht et al 2010) and used to illustrate the importance of these cells for 
secondary immunity to challenge infections, rather than to primary infections, with N. 
brasiliensis (Ohnmacht et al 2010; Ohnmacht and Voehringer 2010).  Although Th2 
responses to primary infection were unaffected, a small, but significant, effect of 
basophil depletion on secondary immunity to H. polygyrus has also been shown, 
indicating that basophils contribute to this response, in concert with other 
mechanisms (Herbst et al 2012).   
Studies with helminths, have contributed to the understanding of how basophil 
responses are induced.  IL-3 has been shown to enhance antibody-mediated basophil 
activation and IL-4 production (Le Gros et al 1990a; Lantz et al 2008; Sullivan et al 
2011), and in H. polygyrus infection, IL-3 is secreted by T-cells in an IL-4Rα-
dependent manner (Herbst et al 2012).   Interestingly, class-switched IgG1 and IgE 
antibodies were shown in the same study to promote basophil expansion in response 
to H. polygyrus, independently of IL-4Rα signalling (Herbst et al 2012).  
Furthermore, thymic stromal lymphopoietin (TSLP) (Siracusa et al 2011; Voehringer 
2012) and IL-33 (Smithgall et al 2008; Suzukawa et al 2008; Blom et al 2011) have 
been shown to promote the activation and accumulation of basophils in helminth 
infections in both mice and humans.  Indeed, when TSLP was neutralised with α-
TSLP antibodies, T. muris-associated basophilia was severely reduced, 
independently of IL-3 (Giacomin et al 2012). 
Through production of IL-4, basophils may promote anti-helminth responses by 
instructing T cells to differentiate into Th2 cytokine producers, although they are not 
necessary for this function in N. brasiliensis infection (van Panhuys et al 2011) or 
after injection of S. mansoni eggs (Sullivan et al 2011).  Another study, however, 
showed that the interaction between CD4+ T cells and basophils, via MHCII 
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interactions, promoted Th2 differentiation during T. muris infection (Perrigoue et al 
2009).  Basophils have also been shown to promote the alternative activation of 
macrophages and eosinophilia in response to N. brasiliensis (Ohnmacht and 
Voehringer 2009).  In primary L. sigmodontis infection, basophils are not directly 
anti-parasitic, but do serve to amplify Th2 responses involving IgE production, T cell 
differentiation and eosinophila (Torrero et al 2010).  It has also been shown that a 
failure to induce basophils in juvenile mice compared to adult mice contributes to 
their higher susceptibility to N. brasiliensis (Nel et al 2011).  In addition to 
responding to TSLP, as above, basophils have also been shown to produce this 
cytokine, as well as IL-25 (Schneider et al 2010).  These cytokines have been 
recognized as key players in the initiation of Th2 responses by promoting ILC2s 
(Paul and Zhu 2010; Oliphant et al 2011), an additional route by which cytokine 
production by basophils may mediate a protective Th2 response against helminths. 
Basophils have been shown to have nonredundant roles in some settings, including in 
resistance to tick infestation in some animals, where basophils make up a large 
proportion of the skin cellular infiltrate at the feeding site (Karasuyama et al 2011).  
The secondary immune response to ticks was ablated in mast cell protease 8 
(Mcpt8)-DTR mice that have a selective defect in basophils upon administration of 
diphtheria toxin (Wada et al 2010).  
Although basophils have an undoubted role in the initiation of Th2 responses through 
the production of IL-4, and other cytokines, they are found to be responsible for 
immunity in only a very few helminth infection settings, suggesting that their 
functions are largely redundant and overlapping with other innate immune cell 
subsets.   
 
2.8  Eosinophils 
The association between eosinophils and helminth infection has been known for over 
100 years (Brown 1898), with numerous reports of these cells killing worms in vitro, 
although there is much less evidence for an in vivo role (Klion and Nutman 2004). 
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Eosinophils have been shown to bind directly to H. polygyrus larvae in vitro, which 
significantly reduces their infectivity (Penttila et al 1983; Penttila et al 1984b), 
although no studies have described a role for these cells in the expulsion or killing of 
H. polygyrus.  Eosinophils have been associated with the killing	  of the adult bovine 
parasite Onchocerca ochengi (Nfon et al 2006), and can attach to the cuticular 
surface of N. brasiliensis, releasing larvacidal mediators (Shin et al 2001).  The same 
has been shown to occur with S. mansoni (Kassis et al 1979; McLaren and Ramalho-
Pinto 1979; Olds and Mahmoud 1980).  
Several systems for eosinophil depletion have been developed.  Monoclonal 
antibodies to the eotaxin receptor, CCR3, can deplete eosinophils from the 
circulation, and significantly reduce eosinophilia in the lung and BALF following N. 
brasiliensis infection, although the effect on worm numbers or eggs was not reported 
in this study (Grimaldi et al 1999).  The administration of αIL-5 antibody TRFK-5 
resulted in the significant removal of eosinophils but resulted in no change in 
immunity to N. brasiliensis (Khan et al 1995), H. polygyrus (Urban et al 1991b) or to 
T. spiralis primary or secondary infection (Herndon and Kayes 1992), even though in 
vitro, eosinophils (or their products) were shown to be toxic to T. sprialis larvae 
(Bass and Szejda 1979; Buys et al 1981; Buys et al 1984; Gansmuller et al 1987).  In 
certain settings however, an essential role for eosinophils in immunity has been 
established, as TRFK-5 treatment reduced eosinophilia and abolished the protective 
effects of irradiated larval vaccination to challenge infection with L. sigmodontis 
(Martin et al 2000).  Ablation of eosinophils also led to an increase in worm survival 
in a model of A. cantonensis (Sasaki et al 1993). 
IL-5 transgenic mice, which have constitutively high levels of IL-5 and eosinophils, 
displayed a lower N. brasiliensis intestinal worm burden, and the adoptive transfer of 
eosinophils from these mice to wild-type mice boosted their ability to clear the larvae 
from the lungs, suggesting that eosinophils play a role in anti-larval immunity at an 
early stage in migration (Shin et al 1997).  Moreover, IL-5-/- mice, and mice in which 
the eosinophil-specific site in the GATA-1 promoter is deleted (ΔdblGATA), 
displayed impaired immunity to secondary N. brasiliensis infection, an effect seen on 
the numbers of larvae migrating to the lung, not from the lung to the intestine (Knott 
et al 2007).  These findings together argue that eosinophils are most important in the 
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early-acting larval killing mechanism of tissue-migratory helminths, during the initial 
phases of infection and, particularly, reinfection.	  
Mechanisms of killing by eosinophils are not fully understood, although antibody 
and/or complement-mediated release of toxic granule proteins and reactive oxygen 
species have been proposed to be involved (Klion and Nutman 2004), and recently, 
cell degranulation has been demonstrated in vitro on contact with Ascaris suum 
infective larvae plus immune serum from pigs (Masure et al 2013).  Specific toxic 
molecules made by eosinophils have been identified, such as major basic protein 
(MBP), which has been shown to be required for the eosinophil-dependent killing of 
Strongyloides stercoralis in vivo, although eosinophils are not absolutely required for 
immunity in this model (O'Connell et al 2011).  Release of these toxic molecules can 
also result in tissue destruction and pathology (Klion and Nutman 2004).  
Eosinophils are also a rich source of Th2 cytokines, as demonstrated by studies 
showing diminished Th2 responses in allergy models where eosinophils are ablated 
genetically and chemically (Mattes et al 2002; Walsh et al 2008; Spencer and Weller 
2010), and are programmed early in their ontogeny, along with mast cells and 
basophils, for rapid IL-4 and IL-13 production (Gessner et al 2005).  Furthermore, 
eosinophils are known to secrete Th2 cell-promoting chemokines, such as CCL7 
(monocyte chemoattractant protein-3, MCP-3), CCL11 (eotaxin-1), CCL17 (thymus- 
and activation-regulated chemokine, TARC) and CCL24 (eotaxin-2)(Jacobsen et al 
2008; Walsh et al 2008).  Thus, as well as directly damaging helminths through the 
release of toxic mediators, eosinophils also promote and amplify protective Th2 
responses. 
	  
2.9  Neutrophils 
Neutrophils have been characterised as one of the earliest cell types recruited to sites 
of inflammation (Mollinedo et al 1999), and as producers of a wide variety of 
cytokines, chemokines and anti-microbial products (Cassatella et al 1997).  However, 
neutrophils have not been studied to a great extent in the context of helminth 
infection.  Indeed, neutrophils are the most numerous leukocyte, comprising over 
50% of human blood cells (Makepeace et al 2012).   
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Neutrophils are prominent in the immediate cutaneous inflammatory response to 
invading S. mansoni cercariae (Incani and McLaren 1984), where they phagocytose 
larval ES material (Paveley et al 2009).  As the first responders, neutrophils are 
thought to release chemokines to attract macrophages and DCs to the inflammatory 
site (Nathan 2006).  This may also occur in H. polygyrus infection where they 
accumulate around the larvae as they invade the intestinal submucosa and are 
prominent in the primary, and to a lesser extent, secondary granuloma (Morimoto et 
al 2004; Anthony et al 2006; Patel et al 2009).  They may have a direct detrimental 
effect on H. polygyrus, as pre-incubation of neutrophils with L3 larvae in vitro 
decreases their subsequent infectivity by 40-50%, an effect dependent on serum 
complement (Penttila et al 1983; Penttila et al 1984b).  These researchers also 
showed that transfer of neutrophils enriched from day 4 H. polygyrus-infected mice 
to uninfected mice increased resistance to a secondary challenge infection (Penttila et 
al 1984a), and administration of a neutrophil-specific mAb completely abolished 
immunity to a challenge infection (Pentilla et al 1985).  
Neutrophils have been shown to be protective in the particularly tissue-damaging 
migratory helminth N. brasiliensis, where Gr1+ cell depletion resulted in early 
increased IFN-γ release, systemic bacterial infection and delayed worm expulsion 
(Pesce et al 2008).   
A direct effect of myeloperoxidase from neutrophils was demonstrated in the killing 
of S. stercoralis tissue-migrating larvae, and a requirement for this protein in 
protection after secondary challenge was shown, although immunity was more 
effective when eosinophils or macrophages were also present (Galioto et al 2006; 
O'Connell et al 2011; Bonne-Annee et al 2013).   
 
2.10  Myeloid-derived suppressor cells 
Myeloid-derived suppressor cells (MDSCs) are a heterogenous group of 
macrophage- and neutrophil-like cells which may be relatively immature but are able 
to exert immunosuppressive effects in environments such as tumour sites 
(Gabrilovich and Nagaraj 2009).  Interestingly, MDSCs have been found to expand 
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in a number of helminth parasite infection settings and in response to parasite 
products (Marshall et al 2001; Terrazas et al 2001; Brys et al 2005; Gomez-Garcia et 
al 2005).  
Although MDSCs are commonly defined in mice as CD11b+Gr1+ cells that lack 
expression of markers of mature myeloid cells, two major subsets have been 
characterised: monocytic MDSCs, expressing the cell surface marker Ly6C, and 
granulocytic, expressing Ly6G (Peranzoni et al 2010; Youn and Gabrilovich 2010).  
Both of these markers are bound by the α-Gr1 antibody RB6-8C5 used commonly in 
flow cytometry for identifying neutrophils, cells which are very hard to distinguish 
from granulocytic MDSCs without evaluating their suppressive potential (Fleming et 
al 1993; Brandau et al 2013; Lee et al 2013).  However, studies have also been 
published that identify immunosuppressive populations of neutrophils (Arnardottir et 
al 2012; Pillay et al 2012), and some researchers have proposed that neutrophils and 
granulocytic MDSCs may be within the same heterogeneous family of cells, sharing 
similar morphological and functional traits (Pillay et al 2013).  Furthermore, 
monocytic MDSCs are characterized in a similar way to inflammatory monocytes in 
their expression of Ly6C (Sunderkotter et al 2004). 
The two subsets differ in the mechanisms used to suppress immune responses.  
Granulocytic MDSCs release reactive oxygen species (ROS), including peroxinitrite, 
which can cause post-translational modifications to TCRs, rendering CD8+ T cells 
unresponsive to antigen (Nagaraj et al 2007; Gabrilovich and Nagaraj 2009; Youn 
and Gabrilovich 2010).  Monocytic MDSCs use the two enzymes iNOS and Arg1, 
which metabolise the substrate L-arginine into NO, and urea and L-orthinine 
respectively (Gabrilovich and Nagaraj 2009).  The catabolism of L-arginine depletes 
it from the microenvironment, which suppresses T cell responses through pathways 
such as the downregulation of CD3 and CD8 expression, and NO evokes multiple 
intracellular effects including suppression of IL-2 receptor signaling pathways in T 
cells, and the induction of apoptosis (Ochoa et al 2001; Bronte et al 2003; Bronte 
and Zanovello 2005; Choi et al 2009).  These mechanisms can contribute to a 
worsened outcome in cancer (Nagaraj et al 2007; Raber et al 2012), protozoal 
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parasite infections (Munder et al 2009; Cuervo et al 2011) and viral infections (Chen 
et al 2011).   
In the context of helminths, few studies have shown a role of for MDSCs.  Recently, 
one study highlighted the context-dependent induction of the different MDSC 
subsets, in that monocytic MDSCs were able to suppress anti-tumour responses 
whereas only the granulocytic subset was able to enhance clearance of N. brasiliensis 
(Saleem et al 2012).  Both mechanisms were reliant on mast cells, and the 
upregulation of a Th2 response protective against helminths, but which exacerbated 
metastasis.  It has been shown that diversion of the local immune response in a Th2 
direction can alternatively activate monocytes and MDSCs (Yang et al 2013a), 
which leads to subverted tumour immunity (Sinha et al 2007) but improved 
resolution of inflammation and tissue damage (Egawa et al 2013; Saiwai et al 2013), 
both properties that would be beneficial in helminth infections.  Indeed these 
suppressive cells are induced and alternatively activated in the peritoneal cavity of 
mice infected with T. crassiceps (Brys et al 2005).    
 
2.11  Innate lymphoid cells, IL-25, IL-33 and TSLP 
Recently, a number of studies have identified a population of lineage-negative cells 
that produce type 2 cytokines (particularly IL-5 and IL-13) in response to the 
cytokines IL-25, IL-33 and TSLP (Barlow and McKenzie 2011; Oliphant et al 2011; 
Spits and Cupedo 2012).  Although several publications originally described and 
named these cells in slightly different ways (Moro et al 2010; Neill et al 2010; Price 
et al 2010; Saenz et al 2010b), a uniform nomenclature of type-2 innate lymphoid 
cells (ILC2s) has been proposed (Spits et al 2013). 
ILC2s require the expression of the transcription factor GATA3 (Hoyler et al 2012) 
and retinoic acid-related orphan receptor-α (Halim et al 2012; Wong et al 2012), 
express a number of cell surface markers (including c-kit, ICOS, ST2 and SCA1) and 
are involved in the initiation of both mouse and human Th2 responses in allergy and 
helminth infection (Mjösberg et al 2012; Walker et al 2013).  Indeed, studies with 
helminth infection models were instrumental in the discovery of this crucial cell 
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population.  It was already clear that protective Th2 cytokines could be made from 
innate cells in N. brasiliensis infection, as Rag-/- mice that lack an adaptive immune 
system, could still expel the worm, but not if these mice were also deficient in IL-4 
or IL-13 (Voehringer et al 2006).  It was subsequently found that lineage negative 
innate cells were the source of IL-5 and IL-13 before the T cell response had been 
initiated in N. brasiliensis infection, and that they were dependent on IL-25 (Fallon 
2006).  Il25-/- and Il17br-/- mice (that lack the common receptor for IL-25 and IL-33) 
are both unable to expel N. brasiliensis to the same extent as wild-type mice, 
corresponding with impaired Th2 responses (Fallon 2006; Neill et al 2010), and 
adoptive transfer of ILC2s can reverse this phenotype (Neill et al 2010), illustrating 
the key role of these cells in the development of a protective Th2 response.  To date, 
the role of ILC2s in the immune response against H. polygyrus has not been 
characterised. 
IL-25, IL-33 and TSLP are predominantly epithelial cell-derived, and are released 
upon damage, allergen exposure and helminth infection (Saenz et al 2008; Paul and 
Zhu 2010).  IL-25, a member of the IL-17 family, is also made by other cell types, 
including mast cells (Ikeda et al 2003), basophils and eosinophils (Wang et al 2007), 
macrophages (Kang et al 2005) and T cells (Fort et al 2001; Owyang et al 2006a).  
As well as inducing ILC2s (see above), IL-25 also contributes to the activation of 
Th2 cells (Angkasekwinai et al 2007; Wang et al 2007) and limits chronic mucosal 
inflammation (Owyang et al 2006a).  IL-25-deficient mice display reduced immunity 
to T. muris and exogenous IL-25 administration boosted immunity in the genetically 
susceptible mouse strain AKR (Owyang et al 2006a).  The same mice had impaired 
Th2, intestinal smooth muscle and epithelial cell responses, and could not expel N. 
brasiliensis parasites (Zhao et al 2010).  Mice in which the signalling molecule Act1, 
which acts downstream of IL-17 and IL-25 receptor ligation, can be selectively 
targeted in certain cells, showed that IL-25 signalling in epithelial cells, and not 
macrophages or T cells, was needed for ILC2 induction, and subsequent Th2 
mediated N. brasiliensis expulsion (Kang et al 2012).  As the release of IL-25 and 
IL-33 from epithelial cells was also compromised in these mice, it was proposed that 
there is a positive feedback loop mediated by IL-25, an observation also noted in 
mice infected with H. polygyrus (Hepworth et al 2012).  Although no studies have 
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directly addressed the role for ILC2s in H. polygyrus infection, it is interesting to 
note that upon administration of rIL-25 to wild-type C57BL/6 mice, expulsion of H. 
polygyrus adults and limitation of egg production from worms was boosted 
significantly (Hepworth et al 2012). 
IL-33, a member of the IL-1 family, has wide-ranging effects on a number of innate 
cells, in mice and humans, including promoting the alternative activation of 
macrophages (Kurowska-Stolarska et al 2009), activating mast cells (Allakhverdi et 
al 2007) and basophils (Smithgall et al 2008; Suzukawa et al 2008) and inducing 
ILC2s (see above).  IL-33 production is induced by both T. muris (Humphreys et al 
2008) and Strongyloides venezuelensis (Yasuda et al 2012), while Il-33-/- mice fail to 
expel both primary and secondary infections with N. brasiliensis (Hung et al 2013), a 
defect accompanied by a lack of IL-13-producing ILC2s and subsequent reduced 
innate and adaptive Th2 responses.  Moreover, administration of rIL-33 early in T. 
muris infection confers resistance to normally susceptible AKR mice, mediated by an 
increased Th2 response to the worms (Owyang et al 2006b).  IL-33 signals through 
the T1/ST2 receptor, and mice deficient in this make a suboptimal response to 
injected S. mansoni eggs, resulting in smaller granulomas due to reduced eosinophil 
infiltration, and a greatly reduced Th2 response (Townsend et al 2000b).  However, 
T1/ST2-/- mice responded normally to N. brasiliensis infection (Hoshino et al 1999).   
Trefoil factor 2 (TFF2) is a molecule involved in epithelial cell repair, which induces 
IL-33 production by epithelial cells in response to damage caused by N. brasiliensis 
(Wills-Karp et al 2012).  Tff2-/- mice did not display elevated epithelial IL-33 levels 
in response to N. brasiliensis, compared to wild type mice, and had reduced Th2 
responses and delayed worm expulsion (Wills-Karp et al 2012).  The role of TFF2 in 
other helminth infections has yet to be established, although it is highly upregulated 
in the abomasal mucosa of sheep bred to be resistant to the helminth Haemonchus 
contortus shortly after a challenge infection (Nagaraj et al 2012).   
Thymic stromal lymphopoietin (TSLP) is a key mediator of Th2-inflammation, and 
has been well characterized in models of skin and airway allergy (Al-Shami et al 
2005; Jessup et al 2008; Siracusa et al 2011).  In humans, TSLP expression in the 
bronchial mucosa correlates with severe asthma and chronic obstructive pulmonary 
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disease (Ying et al 2008), and polymorphisms in the TSLP promoter are associated 
increased risk of severe asthma (Harada et al 2011).  It is thought to maintain both 
CD4+ T cell, B cell and DC homeostasis, activate DCs to promote the survival of 
self-reactive T cells for selection as Tregs (Ziegler and Liu 2006; Ziegler and Artis 
2010), and instruct DCs to skew T cells to a Type 2 phenotype (Soumelis et al 2002; 
Zaph et al 2007).  Tslpr-/- or Tpte2-/- mice, which cannot signal through the receptor 
for TSLP, are unable to mount normal Th2 responses to inhaled antigen (Al-Shami et 
al 2005), and when infected with T. muris are skewed towards a Th1 response 
making them more susceptible to the worm (Zaph et al 2007; Massacand et al 2009; 
Taylor et al 2009a).  Indeed, even in steady-state conditions, DCs isolated from these 
mice have elevated expression of IL-12/23p40 over DCs from wild-type mice (Zaph 
et al 2007). However, Tslpr-/- mice did make strong Th2 responses to N. brasiliensis 
and H. polygyrus, which were both expelled at the same rate as in wild-type mice  
(Massacand et al 2009).  The explanation for the difference in necessity for TSLPR 
signalling in these helminth models was illustrated by the ability of excretory-
secretory (ES) products from H. polygyrus and N. brasiliensis to mimic the role of 
TSLP, in downregulating the Th1 response from DCs, thus allowing protective Th2 
response to develop.  ES products from T. muris were unable to do this (Massacand 
et al 2009).   
TSLP promotes basophilia as part of Th2-mediated inflammation (Siracusa et al 
2011) and in experimental T. spiralis infection, it was shown that the early basophil 
response is critically dependent on TSLP, and this was necessary for a robust and 
protective Th2 response (Giacomin et al 2012).  A deficiency in TSLPR signalling 
led to decreased eosinophilia and smaller granuloma size in a primary S. mansoni 
egg injection model, and less fibrosis early in infection with the parasite, that was 
accompanied by less pro-fibrotic IL-13-producing T cells in the liver (Ramalingam 
et al 2009).  However, as infection progressed to chronicity, the levels of Th1 and 
Th2 cytokines produced were comparable between wild-type and transgenic mice. 
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2.12  Intestinal smooth muscle and epithelial cells 
Among the range of IL-4, IL-5 and IL-13-mediated mechanisms shown to be 
important in the killing and expulsion of adult parasites from the gut is enhanced 
smooth muscle contractility in the small intestine, as shown in several helminth 
models including T. spiralis (Vallance et al 1997; Vallance et al 1999), S. mansoni 
(Marillier et al 2010) and N. brasiliensis (Zhao et al 2008).  Although Th2- and 
Stat6-dependent smooth muscle contractility in the intestine is also enhanced after H. 
polygyrus infection (Zhao et al 2003; Au Yeung et al 2005; Shea-Donohue et al 
2010), whether this is necessary for the elimination of parasites in this model is yet to 
be uncovered. 
As well as acting on smooth muscle, Th2 cytokines can have effects on epithelial cell 
function and structure of the intestinal tissue itself, altering the intestinal 
environment such that it becomes hostile to helminth worms.  H. polygyrus induces 
epithelial changes including increased permeability and chloride ion secretion in 
response to stimulation, and decreased glucose absorption (Shea-Donohue et al 
2001), functions which are in part IL-4 and Stat6-dependent (Madden et al 2004).  
As H. polygyrus attaches to villi protruding into the lumen of the gut (Bansemir and 
Sukhdeo 1994), increased efflux and changes to epithelial cell absorption could 
interfere with their ability to attach and feed.  Similar alterations are also observed in 
N. brasiliensis and T. spiralis infections (Madden et al 2004; Morimoto et al 2009).  
Using both T. muris and T. spiralis antigen preparations on in vitro epithelial cell 
lines, it has further been shown that intestinal epithelial cells (IELs) can be directly 
activated to engage NF-κB signalling pathways and induce expression of cytokines 
including IL-1β and IL-8, and molecules such as MHCII (Li et al 1998; Artis and 
Grencis 2008).  Furthermore, the importance of epithelial cells in directing the 
correct immune response to helminths was demonstrated using T. muris infection in 
mice lacking IKK-β (a subunit of a molecule responsible for NF-κB activation), 
specifically in IELs (Zaph et al 2007). Infected mice failed to make a robust parasite-
specific CD4+ T cell response and are unable to eradicate the infection.  Recently it 
has become clear that cytokines made by epithelial cells, such as IL-25, IL-33 and 
TSLP, are vital in inducing ILC2s which in turn direct and mediate Th2 responses to 
both helminths, and allergens (see section 2.11 above)(Saenz et al 2008).    
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2.13  Goblet cells and their products 
Within the intestinal epithelial layer are specialised goblet cells that secrete innate 
defence proteins as well as large quantities of mucins, the key components of mucus, 
which forms a thick protective layer over the gut epithelium (Specian and Oliver 
1991).  Indeed, the mucus layer has been shown to be a key mechanism by which 
adult N. brasiliensis are trapped and excluded from infected rats (Miller et al 1981).  
Goblet cell hyperplasia is a dominant feature of the local response to intestinal 
helminths (Khan and Collins 2004), and is dependent on signalling induced by Th2 
cytokines – mice lacking Stat6 had reduced numbers of goblet cells upon infection 
with T. spiralis, and had impaired expulsion of the worms from the gut (Khan et al 
2001).  During H. polygyrus infection, T- and B cell-deficient mice (SCID or nude 
mice) display compromised goblet cell hyperplasia and impaired worm expulsion 
(Hashimoto et al 2009a).   
Individual components of intestinal mucus have also been investigated, such as 
mucins, which are biochemically altered by host immune mechanisms upon N. 
brasiliensis infection (Ishikawa et al 1993; Tsubokawa et al 2012).  Expression of 
the secretory and the membrane-bound intestinal mucins, Muc-2 and Muc-3, is 
upregulated after H. polygyrus, N. brasiliensis, T. muris and T. spiralis infections, 
although whether they have a direct role in anti-worm immunity has yet to be 
established (Shekels et al 2001; Datta et al 2005; Kawai et al 2007; Hashimoto et al 
2009a; Inagaki-Ohara et al 2011).  However, Muc2-deficient mice displayed delayed 
expulsion of T. muris (Hasnain et al 2010).  Muc5ac, a mucin not normally 
associated with the intestine, is highly upregulated in the cecum of T. muris-resistant 
BALB/c mice, and Muc5ac-deficiency rendered mice highly susceptible to this 
parasite, N. brasiliensis and T. spiralis, phenotypes that were not accompanied by 
reduced Th2 responses, or reduced expression of other key goblet cell mediators (see 
below) (Hasnain et al 2010; Hasnain et al 2011).  Reduced ATP levels in worms 
exposed ex vivo to Muc5ac suggested that it might be having a direct effect on worm 
viability, but the exact mechanism by which this may be occurring has yet to be 
elucidated.     
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RELM-β (FIZZ-2) is a goblet cell-specific effector molecule, made in response to 
IL-4 and IL-13, in both humans and mice (He et al 2003; Artis et al 2004).  It is 
important for normal intestinal epithelial barrier function and regulation of 
susceptibility to inflammation (Hogan et al 2006).  Expression of RELM-β mRNA is 
very significantly induced in the gut upon infection with N. brasiliensis, T. spiralis 
and T. muris, to levels much higher than mucin and other effector molecule genes, 
and peak expression coincides with the height of Th2 cytokine production and worm 
expulsion (Artis et al 2004; Kawai et al 2007).  RELM-β binds directly to structures 
on the integument of T. muris and S. stercoralis in vitro, impairing chemotaxis (Artis 
et al 2004), while in H. polygyrus, it impairs feeding, reducing both ATP and protein 
content of adult worms (Herbert et al 2009).  Pre-treatment of H. polygyrus larvae 
with RELM-β, inhibits both fecundity and survival of adult worms in the mouse, and 
Relmb-/- mice cannot expel H. polygyrus or N. brasiliensis as quickly as wild-type 
C57BL/6 mice (Herbert et al 2009). 
Goblet cells also secrete small peptide mediators from the TFF family, which serve 
critical functions in maintaining mucosal barrier function and integrity (Podolsky 
1997; Buda et al 2012).  Upon injury, TFF family members are released quickly to 
mediate rapid repair of epithelial cell layers, which may occur, at least with TFF2, 
via signalling through CXCR4, the proposed receptor (Dubeykovskaya et al 2009).  
High TFF2 expression is seen in allergic lungs of mice and humans, and in Th2-
mediated inflammation after N. brasiliensis migration through the lung tissue (Wills-
Karp et al 2012).  Tff2-/- mice have delayed expulsion of adult N. brasiliensis worms 
and impaired control of egg production, and these correlate with lower early Th2 
cytokine levels and IL-33 production, which is important for anti-N. brasiliensis 
immunity (Wills-Karp et al 2012).  TFF2 was also found to be highly upregulated in 
the gut of sheep resistant to H. contortus. when compared to susceptible hosts 
(Nagaraj et al 2012). 
Gene expression profiling of intestinal tissue after N. brasiliensis (Voehringer et al 
2007a), T. spiralis (Pemberton et al 2004b) and T. muris infection (Datta et al 2005) 
in mice, and T circumcincta (Athanasiadou et al 2008) and H. contortus (Rowe et al 
2009) in sheep, identified intelectin genes to be highly upregulated in immune 
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subjects over more susceptible hosts.  Notably, intelectin-2 was found to be highly 
upregulated in the Paneth and goblet cells of the small intestine of resistant BALB/c 
mice after infection with T. spiralis, and the gene for this lectin is completely absent 
from the genome of the more susceptible C57BL/10 mouse strain (Pemberton et al 
2004a).    Intelectins are a family of lectins that can bind galactose residues on 
bacterial cell walls (Tsuji et al 2001; Tsuji et al 2007) and so could contribute to 
anti-helminth immunity by biochemically altering other mucus glycoproteins, or bind 
directly to parasite structures to prevent feeding or migration, in the way of RELM-β 
(Nair et al 2006).  A further molecular component is angiogenin-4 (Ang4), a 
bacterially-induced anti-microbial peptide, made by Paneth cells in the small 
intestine, and goblet cells in the large intestine (Hooper et al 2003; Forman et al 
2012).  Expression of Ang4 appears in the colon earlier in mice resistant to T. muris 
than more susceptible strains, and is dependent on IL-13 (D'Elia et al 2009b; Forman 
et al 2012).  The relevance of this mediator in other helminth models has not been 
characterised.  
 
2.14  Type-2 granulomas 
H. polygyrus provokes the formation of characteristic, macroscopic Th2-mediated 
inflammatory granulomas on the gut wall (Anthony et al 2007; Patel et al 2009).  In 
both primary and secondary responses, a rapid accumulation of cells infiltrates the 
space around larvae invading the intestinal muscularis layer, at around day 4 post-
infection (slightly later in primary infection), beginning with Gr1+ CD11b+ cells 
adjacent to the larvae (Morimoto et al 2004).  A band of IL-4-expressing CD4+ T 
cells then accumulate, and F4/80+ macrophages, bearing IL-4Rα and CD206 
(mannose receptor), indicative of alternative activation, are a predominant feature of 
the lamina propria and granuloma architecture (Anthony et al 2006).  Some 
eosinophils and DCs also accumulate but not to the same extent as macrophages.  
Caution must be taken however, as our studies have shown that granuloma numbers 
vary between strains of mice in response to H. polygyrus, and whether the 
composition of the granuloma is also different has yet to be established (K. Filbey, in 
review, 2013).  Also, most studies on granuloma composition have been undertaken 
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in secondary, challenge infection settings, and the importance of the primary 
granuloma is still to be uncovered.     
In the latter stages of infection, cell necrosis and collagen deposition in the 
granuloma is observed (Cywińska et al 2004; Anthony et al 2006), illustrating the 
Arg-1 dependent proline production of AAMΦ that contributes to collagen (Wynn 
2004; Allen and Wynn 2011).  Clodronate-mediated depletion of macrophages, and 
administration of an arginase inhibitor, both abrogated secondary immunity to H. 
polygyrus, illustrating the key role for AAMΦ in this model (Anthony et al 2006).  
Type-2 granulomas are also formed in the lung, intestine and bladder around tissue-
invading eggs of Schistosoma parasites, which are mainly comprised of CD4+ T cells, 
macrophages and eosinophils, and have a collagen-rich fibrotic structure (Pearce and 
MacDonald 2002).  They provide a protective function in the trapping of eggs to 
prevent further migration and tissue damage, but the fibrotic plaques formed after 
granuloma resolution can be damaging to organ function and sometimes lethal 
(Pearce and MacDonald 2002). 
 
2.15  Antibodies and B cells 
As described above, protection against helminths is dependent on a strong Th2 
response, which exerts itself in a variety of ways.  The typical antibody isotypes 
associated with a type-2 response are IgG1 and IgE, which are induced primarily by 
IL-4 (Finkelman et al 1990).  B cells, as well as producing antibodies as part of the 
humoral response, can present antigen, produce cytokines and express toll-like 
receptors and co-stimulatory molecules that promote, amplify and regulate the T cell 
response (Harris et al 2000; Gray et al 2007; Lund 2008; Alugupalli and Abraham 
2009).  Subsets of B cells have been described, similar to T cells, in the array of 
cytokines they produce, and which arm of the immune response they amplify and 
interact with (Harris et al 2000).  Thus Be-2 cells produce IL-2, IL-4, IL-6 and IL-13 
when stimulated with a Th2 stimulus, thereby further promoting protective Th2 
responses, and Bregs (see below) can make IL-10 and TGF-β to regulate potentially 
damaging immune responses (Lund 2008; Lund and Randall 2010).   
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The importance of effector B cells in anti-helminth immunity, through mechanisms 
other than antibody production, has been specifically investigated (Harris and Gause 
2011).  Although a primary infection with H. polygyrus in B cell-deficient mice 
(JHD, JH-/- or µMT) results in similar worm and egg counts to wild-type mice, 
secondary immunity is dependent on the presence of B cells (McCoy et al 2008; 
Wojciechowski et al 2009; Liu et al 2010b).  By constructing mixed-bone marrow 
chimaeras, it was found that lethally-irradiated mice reconstituted with bone marrow 
containing B cells unable to make antibody could still make a robust memory Th2 
response to H. polygyrus, indicating an antibody-independent mechanism was 
involved (Wojciechowski et al 2009).  In addition, reconstitution with bone marrow 
from MHCII-/-, so that all B cells present were MHCII-deficient, resulted in highly 
susceptible mice compared to mice reconstituted with wild-type bone marrow 
(Wojciechowski et al 2009).  The same was also true for mice reconstituted with 
bone marrow from Il4rα-/- mice, showing that B cells primed through this receptor 
(Be-2 cells) are needed for protection.    The in vitro, and in vivo production of IL-4 
by B cells is also dependent on their expression of IL-4Rα and the presence of IL-4 
itself (Harris et al 2005).  Thus Be-2 cells regulate the Th2 memory response to H. 
polygyrus in an antibody-independent way. 
Most investigators have focused on the specific role of antibody in mediating 
protection against H. polygyrus, for example studying mice with targeted 
deficiencies within the B cell compartment.  Using selective isotype knockout mice 
given a secondary H. polygyrus infection, it was found that IgG1 is the major class-
switched isotype leading to protection (McCoy et al 2008).  Indeed, it has been long 
known that the humoral response against H. polygyrus is dominated by IgG1, and 
that serum fractions with highest parasite-specific IgG1 activity afford greater 
protection when transferred to an infected animal (Pritchard et al 1983).  Transfer of 
secondary immune serum from a wild-type donor to another wild-type, or a B-cell 
deficient mouse, can significantly reduce the number of adult worms left in the 
intestine after a challenge infection (Harris et al 2006; McCoy et al 2008; Liu et al 
2010b).  However, the transfer of serum from secondary infection in mice that could 
not make H. polygyrus-specific antibodies did not confer protection.  Furthermore, 
AID-/- (also known as Aicda) mice, that cannot undergo somatic hypermutation or 
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class switching, are not protected against secondary infection, indicating that 
parasite-specific, class-switched antibody is necessary for a protective memory 
response to this parasite (McCoy et al 2008; Wojciechowski et al 2009).  In the 
strains studies these protective specificities only arise after multiple infections.   A 
further feature is that primary H. polygyrus infection elicits a very large increase in 
non-specific serum IgG1 levels (hypergammaglobulinemia) (Prowse et al 1978; 
Chapman et al 1979; Pritchard et al 1983; McCoy et al 2008), but transfer of this 
serum is not protective against subsequent infection (Williams and Behnke 1983; 
McCoy et al 2008). 
A similar role for B cells is seen in S. stercoralis infection, with µMT mice protected 
against a primary but not a secondary infection (Herbert et al 2002).  µMT mice are 
also susceptible to T. muris, corresponding with a defective Th2 response.  This 
phenotype, as in H. polygyrus, can be reversed by transfer of parasite-specific IgG1 
from resistant mice (Blackwell and Else 2001), as can the susceptility of µMT mice 
to B. malayi (Gray and Lawrence 2002).  However, both primary and secondary 
immunity to N. brasiliensis are uncompromised by a lack of B cells, and a robust 
Th2 response is made in the MLN in both settings (Liu et al 2010b).   
Varying antibody isotype requirements are also seen in different helminth models.  
IgE is often cited as an important helminth-induced antibody isotype, being induced 
by IL-4 (Finkelman et al 1990).  However, although there is a large increase in levels 
of IgE during many model helminth infections, few have displayed a requirement for 
IgE in protection (Zakroff et al 1989; Watanabe et al 2005; Erb 2007).   For example, 
although H. polygyrus infection induces large increases in IgE levels (Katona et al 
1991) IgE-/- mice have no defect in expelling this parasite (McCoy et al 2008).  
However, IgE is important in both S. mansoni and T. spiralis infections, during 
which, IgE-deficient mice have elevated larval and adult worm numbers compared to 
wild-type mice (King et al 1997; Gurish et al 2004).  The primary mechanism of 
IgE-mediated immunity is activation of innate cells through ligation of the FcεR, and 
so its importance in parasite models is likely to reflect the requirement for mast cell, 
basophil and eosinophils in their expulsion (Raghavan and Bjorkman 1996; 
Watanabe et al 2005). 
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IgA is the primary antibody isotype involved in mucosal immunity (Macpherson et 
al 2008; Strugnell and Wijburg 2010).  Although most Th2 associated cytokines are 
involved to some degree in induction of class-switching to IgA, TGF-β is the main 
cytokine known to be involved – mice deficient in the TGF-β receptor (TGFβRII) are 
almost completely deficient in IgA (Cazac and Roes 2000).  Germ-free mice also 
have a profound deficiency in mucosal IgA production (Macpherson et al 2000) and 
it takes commensal colonisation of the neonatal intestine to induce localised IgA-
secreting plasma cells (Macpherson et al 2008).  Most IgA in the gut is made by 
plasma cells in the PP, which is then exported through the epithelial layer, having 
polymerised and bound to the pIgR (Brandtzaeg and Johansen 2005; Strugnell and 
Wijburg 2010).  Faster increases and higher levels of intestinal and serum IgA 
correlate with greater resistance of different mouse strains to primary H. polygyrus 
infection (Molinari et al 1978; Ben-Smith et al 1999).  IgA-/- mice display a small, 
but significant reduction in protective immunity after secondary infection with H. 
polygyrus, and IgA-deficiency in dogs does not prevent the expulsion of S. 
stercoralis (Mansfield and Schad 1992), illustrating that in some helminth models 
this isotype is not required for protection.  
Differences in the requirement for B cells and antibodies in models of helminth 
infection illustrate the varying cellular and molecular mechanisms needed for 
protection, as described above.  How antibodies contribute to worm killing or 
expulsion is not fully established.  Antibodies have been shown to directly bind to a 
number of helminth larvae in vitro (Mitchell et al 1979) (Robinson et al 1997; 
McVay et al 1998), and larvae have also displayed antibody-dependent growth 
stunting (Ey 1988; Liu et al 2010b).  Furthermore, serum from dogs treated with 
Ancylostoma-secreted protein (ASP) was able to inhibit migration of hookworm 
larvae in vitro to a greater extent than naïve serum (Bethony et al 2005), indicating 
that antigen-specific antibodies can bind to secreted products which contribute to 
worm migration and feeding.  The production of monoclonal antibodies to parasite 
products, and more global BCR repertoire sequencing techniques, could represent a 
more directed approach to finding protective specificities and possible vaccine 
candidates.   
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2.16  Immunoregulatory cells and cytokines 
Tregs are essential during an immune response in protection against immune 
mediated pathology whilst still allowing the response to act strongly enough to clear 
the pathogen (Belkaid and Tarbell 2009), and without them (in the Foxp3 mutant 
‘scurfy’ mouse, and in humans with IPEX syndrome), autoimmune diseases lead to 
an early death (Lahl et al 2007; van der Vliet and Nieuwenhuis 2007).  Foxp3 is used 
as the key marker of natural Tregs (which emerge from the thymus to limit self-
reactive T cells in the periphery) and is also expressed by some induced Tregs - 
CD4+ T cells that gain suppressive function upon antigen stimulation alongside 
exposure to IL-10, TGF-β and retinoic acid (Mucida et al 2007; Curotto de Lafaille 
and Lafaille 2009).  In the absence of Foxp3, Tregs acquire effector T cell functions 
(Williams and Rudensky 2007) and the forced expression of Foxp3 confers 
suppressor function to CD4+ CD25+ T cells (Fontenot et al 2003), illustrating the 
importance of this transcription factor in Treg function.   
Tregs are now recognised as a major cell subset induced by worms, and while first 
isolated and cloned in the context of human filarial helminth infection (Doetze et al 
2000; Satoguina et al 2002), have since been found to be a major cell subset induced 
by worms in mouse models of filarial (McSorley et al 2008; Taylor et al 2009b), 
trematode (Taylor et al 2006a; Turner et al 2011) and cestode (Mejri et al 2011; 
Hernandez et al 2013) helminths.  In H. polygyrus infection, they are induced early 
in infection in the MLN and spleen, with numbers peaking at day 28-post-primary 
infection (Finney et al 2007; Rausch et al 2008). Activation markers, such as CD103, 
CTLA-4 and ICOS, have been shown to be upregulated on Tregs following helminth 
infection and play key roles in their function (Finney et al 2007; Redpath et al 2013).  
Depletion of Tregs using various methods, can lead to the clearance of parasites, 
indicating their beneficial status to the survival of helminths in vivo (Taylor et al 
2005; D'Elia et al 2009a). 
H. polygyrus infection also induces CD8+ Tregs in the lamina propria of the small 
intestine, which can inhibit T cell proliferation in vitro in an IL-10 and TGF-β 
independent manner (Metwali et al 2006; Setiawan et al 2007). 
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Regulatory B cells (Bregs) have also been described, that produce IL-10 and TGF-β, 
and can dampen potentially harmful immune responses (Mizoguchi and Bhan 2006; 
Lund and Randall 2010).   These cells have been shown to mediate the protection 
from anaphylaxis given by S. mansoni infection (Mangan et al 2004), and those 
induced by H. polygyrus infection can be transferred to protect against allergic 
airway inflammation and EAE in recipient mice (Wilson et al 2010).  IL-10-
producing B cells have also been found in multiple sclerosis patients naturally 
infected with helminths, and these cells can downregulate proliferative responses of 
T cells in vitro (Correale et al 2008). 
IL-10 and TGF-β have long been known to be key mediators of regulation during 
parasitic infections (Sher et al 1992; Allen and Maizels 2011).  IL-10 is made by a 
wide variety of cells and acts to inhibit both innate and adaptive immune responses, 
often being found essential in the prevention of immunopathology associated with 
infections (Couper et al 2008).  IL-10 is released from PBMCs of healthy and 
Schistosoma haematobium infected people upon stimulation with worm homogenate 
and SEA, and antigen-specific IFN-γ production is enhanced when anti-IL-10 is 
added to the culture (King et al 1996).  In mouse models, IL-10 has been shown to 
be crucial in preventing S. mansoni induced liver pathology, by downregulating 
inflammatory Th1 cytokine responses (Wynn et al 1998), and in expulsion of T. 
muris (Schopf et al 2002).  IL-10 deficient mice displayed significantly higher 
morbidity and mortality, when infected with T. muris, than wild-type C57BL/6 and 
IL-4 deficient mice, and this was dependent on the presence of IL-12, suggesting that 
without the regulation of IL-10, the Th1 response is detrimental to the host (Schopf 
et al 2002).  A similar outcome was observed after T. spiralis infection in Il10-/- mice 
(Helmby and Grencis 2003).  
Evidence from a range of sources suggests that the role of IL-10 in H. polygyrus 
infection is less critical to control pathology than in other models (Maizels et al 
2011).  Although H. polygyrus infected animals display high levels of antigen-
specific IL-10 production, and transfer of total MLNC from infected to uninfected 
animals conferred protection from allergic airway inflammation, MLNC from IL-10-
deficient animals had the same effect, indicating that IL-10 is not the primary 
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immunomodulator in this system (Wilson et al 2005).  IL-10 deficient mice develop 
spontaneous severe colitis, which is ameliorated by infection with H. polygyrus and 
accompanied by a reduction in intestinal IL-12 and IFN-γ responses (Elliott et al 
2004).  Furthermore, the protection against type-1 diabetes in NOD mice by H. 
polygyrus is IL-10 independent (Liu et al 2009), except in a Th2-deficient 
environment, such as in NOD IL4-/- mice or with blockade of IL-10 alongside IL-4 
with neutralising antibodies (Mishra et al 2013). 
In terms of innate immunity, IL-10 downregulates IgE-dependent stimulation of 
basophils in chronic infections with L. sigmodontis and S. mansoni (Larson et al 
2012b), and infiltration of basophils into the peritoneal cavity of B. malayi-infected 
mice (Simons et al 2010).  Chronic helminth infection is also associated with 
decreased basophil responsiveness in humans (Larson et al 2012a).   
TGF-β controls immune responses through regulation of activation, survival and 
chemotaxis of numerous innate and adaptive cells, and is important in the prevention 
of immunopathology and in wound healing (Li et al 2006).  Levels of plasma TGF-β 
are high throughout infection with H. polygyrus, and are significantly reduced upon 
anti-helminthic drug treatment (Su et al 2005).  Anti-TGF-β administration 
prevented adult worm expulsion in BALB/c mice at 6 weeks post infection, when 
this strain has usually cleared the majority of worms from the intestine (Doligalska et 
al 2006) and application of the TGF-β signalling inhibitor SB413526 in infected 
mice prolongs infection (Grainger et al 2010).  Although TGF-β-/- mice are not viable, 
a genetic construct in which T cells express a dominant-negative form of the TGF-β 
receptor (TGF-βRIIdn) allows survival of mice into adulthood (Gorelik and Flavell 
2000).  These mice eventually develop spontaneous inflammatory bowel disease, 
which infection with H. polygyrus cannot cure (Ince et al 2009), indicating an 
essential role for this cytokine in immunomodulation by the parasite.  TGF-βRIIdn 
mice are also fully susceptible to H. polygyrus infection (Ince et al 2009; Reynolds 
and Maizels 2012), with significantly lower CD103 expression on regulatory T cells 
and an increase in levels of IFN- γ released from CD4+ and CD8+ T cells (Reynolds 
and Maizels 2012).  TGF-βRIIdn mice have reduced survival of natural regulatory T 
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cells (nTregs), and exogenous TGF-β is a potent inducer of Foxp3 expression and 
suppressive function in CD4+ T cells (induced Tregs) (Li and Flavell 2008).  
It is clear that ES products from helminths are also potent inducers of Tregs and 
regulatory cytokines (Hewitson et al 2009), in some cases mimicking the pathways 
of IL-10 and TGF-β  described above.  Thus, naïve CD4+ splenocytes upregulate 
Foxp3 expression upon incubation with HES, in a manner dependent on the TGF-β 
signalling pathway (Grainger et al 2010), whilst ES products from Schistosoma 
cercariae are able to induce host IL-10 production in the same way (Jenkins et al 
2005).   
 
2.17  The host microbiome 
In recent years, the importance of the host microbiome has been demonstrated in the 
development of a fully functional immune system, in modulation of the immune 
response to pathogens and in development of autoimmune diseases such as IBD 
(Garrett et al 2010; Sekirov et al 2010; Hooper et al 2012).  Findings from the 
Human Microbiome Project show an abundance and diversity of bacteria in several 
different habitats in the human body, which vary dramatically between individuals 
(Consortium 2012).  In the gut in particular, the composition of the microbiome 
changes along the length of the gut, which is the most highly colonised site in the 
body, due its high surface area and availability of nutrients (Sekirov et al 2010).  
Bacterial concentration increases from small to large intestine, and different 
populations of bacteria inhabit the deeper, mucus-rich layers compared to the layers 
proximal to the lumen, indicating that a range of microbiome-induced effects will be 
seen in different areas of the intestinal tissue (Swidsinski et al 2007; Larsson et al 
2012). 
In the study of the microbiome mouse models, such as germ-free or specific 
pathogen-free mice, to investigate the importance and impact of bacterial populations 
on the development, homeostasis and health of the immune system have proved 
invaluable (Yi and Li 2012).  For example, the presence of discrete populations of 
bacteria along the gut, polarise naïve T cells towards particular subset fates, which 
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could have an impact on the local immune response and therefore the response to 
parasites colonising that specific area of the intestine (Ivanov et al 2009; Atarashi et 
al 2011; Atarashi et al 2013).   
Relatively few investigators have directly studied the interaction of the gut 
microbiome and gastrointestinal helminths (Berrilli et al 2012).  Early reports 
indicated that H. polygyrus could not infect germ-free mice as well as conventionally 
colonised animals, suggesting that bacteria may promote helminth infection (Wescott 
1968; Weinstein et al 1969; Chang and Wescott 1972).  However, H. polygyrus 
infection has been shown to shift the composition of intestinal bacteria from that in 
naïve mice (Walk et al 2010; Reynolds et al 2013), although it remains to be seen 
whether this shift acts to promote longevity of parasite infection, and if so, if HES 
contains an element that promotes specific bacteria, or any changes that reflect a 
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3.  HELMINTH EXCRETORY-SECRETORY PRODUCTS 
Secretions of larval helminths were first investigated with regards to developmental 
(egg hatching, larval exsheathment, sheath or cyst formation) or invasive (lytic and 
enzymatic) functions (Stirewalt 1963).  The term “excretory-secretory” (ES) has 
been used for many years to describe all products which are released from living 
helminths, including those actively shed from the parasite surface and those released 
from specialised internal organs (Lightowlers and Rickard 1988).  Radio-labelled 
molecules from the surface of worms (eg. S. mansoni (Kusel et al 1975) and T. 
spiralis (Philipp et al 1980)), molecules associated with the gut of worms (eg. gut 
associated circulating anodic proteoglycan from S. mansoni (Nash and Deelder 
1985)) and those found in discrete organs of the worm (eg.  acetylcholinesterase 
from excretory glands of N. brasilensis (Ogilvie et al 1973) and Stephanurus 
dentatus (Rhoads 1981)) have been identified in ES material from in vitro culture 
and were found to be highly immunogenic.   
Antibodies and complement, and therefore cells, can bind to the parasite surface and 
carry out effector functions – antibodies specific to larval lifecycle stages of both T. 
spiralis and N. brasiliensis were isolated from infected rats and found to facilitate the 
binding of peritoneal exudate cells to the larval surface (Mackenzie et al 1978), and 
sera taken from elephantiasis patients was found to promote adhesion of peripheral 
blood cells to Wuchereria bancrofti microfilariae in vitro (Subrahmanyam et al 
1978).  Both IgG and complement protein C3, in the serum of infected cats, were 
found to be involved in the adherence of eosinophils and neutrophils to B. pahangi 
microfilariae in vitro (Johnson et al 1981).   
 
3.1  Identification of secreted products 
The first attempts at identification of these immune system targets were with surface 
radiolabeling of T. spiralis using 125I-labelled iodine, which revealed a lifecycle stage 
and sex-specific profile of expression of protein antigens on the larval surface 
(Philipp et al 1980; Adams et al 1988).  In addition, some surface antigen 
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preparations were found to be protective against challenge infection (Grencis et al 
1986), demonstrating the immunological significance of these molecules. 
Early characterisation of ES products, rather than purely surface molecules, included 
radiolabelling and separation of antigens on SDS-PAGE gels, and immunoblotting, 
to assess their molecular weight and immunogenicity (Maizels et al 1984; Parkhouse 
et al 1985; Kennedy and Qureshi 1986).  Fractionation and immunoprecipitation 
allowed further biochemical and functional analysis (Zimmerman and Clark 1986; 
Adams et al 1987).  Screening of parasite cDNA libraries with immune sera allowed 
the identification of immunogenic genes, as with Onchocerca volvulus (Bradley et al 
1991), S. haematobium (Renganathan et al 1993) and Brugia species (Selkirk et al 
1987), which could then be characterized biochemically to assess their function, and 
searched against other published genes.   
A wider approach was later taken with the sequencing of random clones from cDNA 
libraries to generate Expressed Sequence Tags (ESTs), which massively increased 
the information available, and new genes described (Blaxter et al 1999; Parkinson et 
al 2003).  Analysis of ESTs from N. brasiliensis showed that a significant proportion 
of cDNAs possess predicted signal sequences and can therefore presumably code for 
secreted proteins in particular (Harcus et al 2004).  In addition, a large number of 
sequences with the signal peptide were novel, in that they had little homology to 
other known helminth sequences (Harcus et al 2004).  Similar projects have been 
undertaken for other helminth parasites including B. malayi (Blaxter et al 1996) and 
S. mansoni (Franco et al 1995).  Others went further and identified ES proteins from 
39 different species of parasitic nematodes (human, animal and plant parasites) using 
ESTs (Nagaraj et al 2008) and a Helminth Secretome Database (HSD) based on 
ESTs has been set up online (Garg and Ranganathan 2012).  
Bioinformatic approaches to identifying helminth ES proteins have been very fruitful, 
however, using predicted signal sequences to define secreted products, may 
underestimate and miss key components (Hewitson et al 2009).  Some studies have 
shown that a proportion of ES proteins (Cass et al 2007; Bennuru et al 2009) and 
specific molecules known to be in ES material, for instance, Macrophage Migration 
Inhibitory Factor (MIF) (Swope et al 1998), do not possess signal sequences.  
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Therefore, proteomics approaches have been adopted to establish a more realistic 
picture of what ES material contains. 
Proteomic analyses of ES (secretomes) from a number of helminths have been 
published, often comparing life-cycle stages, and highlighting major protein families 
with multiple variants (Hewitson et al 2009).  Several secretomes of B. malayi have 
been analysed and matched against the published genome (Ghedin et al 2007; 
Hewitson et al 2008; Moreno and Geary 2008; Bennuru et al 2009).  These studies 
used a combination of SDS-PAGE electrophoresis and microcapillary reversed-phase 
liquid chromatography-tandem mass spectrometry (LC-MS/MS) to compare 
lifecycle stages, and male and female adults.  The majority of proteins found at each 
stage in the lifecycle are specific to that stage (Bennuru et al 2009), as are proteins in 
males versus females (Moreno and Geary 2008).  In addition, a large subset of 
proteins is seen to be enriched in ES, compared to whole worm extract, including 
many known immunomodulators (Hewitson et al 2008).  Notably, one of the most 
abundant proteins found to be secreted by adult worms was triosephosphate 
isomerase (TPI), an enzyme involved in glycolysis.  Variants of this enzyme have 
been found in other helminth parasites (Jiménez et al 2003), and have also been used 
as DNA-vaccine candidates against Schistosoma species (Zhu et al 2004; Da'dara et 
al 2008).  
 
3.2  H. polygyrus ES (HES) 
ES from H. polygyrus (HES) has been studied for many years, and, although 
methodology and the technology involved has improved, many intriguing effects of 
HES were discovered several decades ago (Maizels et al 2011).  A study comparing 
the immunoprecipitation of antigens by immune serum, found that only one common 
immunogenic antigen (at 60,000 MW) was recognised in both worm cuticle and ES 
preparations by secondary serum (Adams et al 1987).  A similarly sized antigen (of 
66,000 MW) was found be specifically enriched in male ES over female ES, shown 
with radiolabelling and on silver-stained gels, and was immunoprecipitated with 
immune serum (Adams et al 1988).  The same 60,000 MW antigen was found to be a 
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major glycoprotein of ES and the cuticle, and was successfully used to reduce the 
fecundity of H. polygyrus adults in an infection upon vaccination (Monroy et al 
1989d). 
Identification of enzymatic activity started to build a picture of the complex nature of 
HES, with proteases (Monroy et al 1989b), acetylcholinesterase (Lawrence and 
Pritchard 1993), and acid phosphatase (Martínez-Grueiro 2002) all described in both 
invasive tissue larval stages and adults.  Others found direct evidence for 
immunomodulatory activity of HES - when fractionated by size, low molecular 
weight antigens were found to be suppressive of mitogen-stimulated lymphocyte 
proliferation (Monroy et al 1989c) and several immunomodulators were found to 
inhibit antibody production by splenocytes to KLH in vitro (Pritchard et al 1994; 
Telford et al 1998).  HES has also been found to inhibit activation of DCs by TLR 
stimuli, leading to limited cytokine production and maturation marker expression 
(Segura et al 2007), and to downregulate IL-12p40 production from cultured DCs in 
response to LPS stimulation, independently of TLR signaling (Massacand et al 2009). 
Proteomic analysis of HES from worms raised in resistant or susceptible mouse 
strains demonstrated the plasticity of the secretome of H. polygyrus – proteins 
overproduced in worms from the susceptible strain (C57BL/10) compared to those 
from SWR mice (fast responders) were notably globins, calreticulin and 
phosphatidylethanolamine-binding protein (Morgan et al 2006).   Recombinant H. 
polygyrus calreticulin has since been found to be highly immunogenic and skews 
responses from CD4+ T cells to Th2 in vitro (Rzepecka et al 2009).  Two 
independent groups have undertaken extensive analysis of proteins in HES and more 
than 300 have been catalogued (Hewitson et al 2011b; Moreno et al 2011).  These 
studies have highlighted several dominant families represented in HES including the 
enzymes mentioned above (proteases and acetylcholinesterases), other enzymes 
including apyrase and lysozyme, globins and vitellogenins (Hewitson et al 2011b; 
Moreno et al 2011).   
The largest protein family represented in HES, and the most abundant, is the 
glycoprotein Venom Allergen-Like (VAL) family, with 25 variants (Hewitson et al 
2011b), which are closely related to families found in ES from other helminths such 
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as the ASP family from Ancylostoma caninum (Mulvenna et al 2009).  All belong to 
the sperm-coating protein (SCP)-like extracellular protein family (Cantacessi and 
Gasser 2012).  There is no known function for VALs, but their expression is wide-
spread among mammalian- and plant-parasitic nematodes (Gao et al 2001; Chalmers 
et al 2008).   VALs are secreted across life cycle stages in S. mansoni, with some 
groups preferentially expressed only by invading or migrating cercariae, and some 
only by mature adults (Farias et al 2012).  ASPs are expressed in different parts of 
the helminth structure, both on the cuticle and in the gut and secretory glands (Zhan 
et al 2003). There is immunomodulatory activity reported for some specific SCP 
family members including induction of neutrophil and monocyte migration (Bower 
et al 2008) and inhibition of platelet aggregation and adhesion (Del Valle et al 2003).  
We found VALs to be highly immunogenic, with dominant antibody responses being 
raised against VAL glycans during H. polygyrus infection (Hewitson et al 2011a).   
Potential immunomodulatory proteins found in HES include MIF, cysteine protease 
inhibitors (CPI), C-type lectins and a variety of proteases (Hewitson et al 2011b; 
Moreno et al 2011).   Homologues of MIF have been found in a number of helminth 
parasites (of which many have been demonstrated to possess its enzymatic 
tautomerase activity) including B. malayi and other filarial worms (Pastrana et al 
1998; Falcone et al 2001; Prieto-Lafuente et al 2009), S. ratti (Younis et al 2011), T. 
circumsincta (Nisbet et al 2010), Anisakis simplex (Park et al 2009) and T. spiralis 
(Tan et al 2001), and indeed in protozoan (Jang et al 2011; Zhang et al 2011; Sun et 
al 2012) and ecto parasites (Wasala et al 2012).  MIF has a range of diverse 
functions in the mammalian immune system (as discussed in chapter 3), and the 
homologues cloned from various parasites display a similar variety of functions. B. 
malayi MIF homologues have been shown to inhibit the random migration of human 
monocytes (Pastrana et al 1998; Tan et al 2001), and to contribute to the alternative 
activation of macrophages in a Th2 environment (Prieto-Lafuente et al 2009).  It has 
also been shown to induce the release of pro-inflammatory cytokines from 
monocytes, including endogenous host MIF (Zang et al 2002) and to act as a 
chemoattractant for macrophages and eosinophils (Falcone et al 2001). 
	   72	  
A CPI from H. polygyrus has recently been cloned and found to have 
immunomodulatory effects on developing DCs from bone marrow in vitro – 
costimulatory molecule expression and cytokine production are reduced and the 
ability to prime T cells is also hampered (Sun et al 2012).  The C-type lectins 
released by H. polygyrus and N. brasilensis share sequence homology to mammalian 
immune receptors (the macrophage mannose receptor CD206 and the low affinity 
FcεR CD23), which may point to a diversionary role in the immune response 
towards these parasites (Harcus et al 2009).   HES includes a wide array of proteases 
and the proteolytic activity of these are highest in early L3 larval stages suggesting a 
role for tissue migration and invasion (Lawrence and Pritchard 1993).  These could 
potentially also serve to degrade host immune molecules that would otherwise signal 
and promote effector functions against the larvae. 
 
3.3  Vaccination and helminth therapy 
Knowledge of the immunomodulators secreted by parasitic helminths could be of 
great benefit in designing new interventions to clear existing and prevent further 
infections.  The neutralisation of molecules that would otherwise divert immune 
responses away from the worm could unleash the full capacity of the immune system 
to eliminate parasites.  Indeed, vaccination with recombinant proteins from parasitic 
helminths is already proving promising in animal models (Tendler et al 1995; Hotez 
et al 2003; Da'dara et al 2008; Pearson et al 2010; Babayan et al 2012).  Most 
recently, a large field trial was undertaken on a human hookworm vaccine using the 
Necator americanus homologue of Ancylostoma Secreted Protein-2 (Na-ASP-2) 
(Schneider et al 2011).    
The protective qualities of the presence of helminths on a range of 
immunopathological diseases (McKay 2006) has lead to a huge interest in using live 
worm infection, or isolated molecules from worms, as preventative and curative 
agents (Harnett and Harnett 2010; Osada and Kanazawa 2010).  The data from 
models of disease in rodents are certainly promising.  The tapeworm Hymenolepis 
diminuta is more effective at reducing symptoms of chemically-induced colitis in 
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mice, than dexamethasone (Melon et al 2010), and S. mansoni has been shown to 
reduce arthritis severity in a mouse model (Osada et al 2009).  Whether attenuated 
parasites or parasite products will be effective as a live infection is unclear (Osada 
and Kanazawa 2010).  However, it has been shown that the suppression of allergic 
airway inflammation by H. polygyrus in mice (Wilson et al 2005), can be replicated 
with HES alone (McSorley et al 2012).   H. polygyrus has also been shown to bring 
about remission in mice with EAE through a switch in the cytokine profile of serum 
and cerebral spinal fluid (Donskow-Åysoniewska et al 2012), to block colitis through 
induction of tolerogenic DCs (Hang et al 2010; Blum et al 2012) and to reduce 
insulitis and type-1 diabetes (Liu et al 2009; Mishra et al 2013).   
Both Trichuris suis and N. americanus have now been licensed for human trials and 
have been tested with varying degrees of success in patients with multiple sclerosis, 
IBD, celiac disease and allergic rhinitis (Khan and Fallon 2013).  For example, T. 
suis ova given orally, six times over a twelve week period, were found to be safe and 
effective at improving the health of ulcerative colitis sufferers (Summers et al 2005).   
A small cohort of MS patients in Argentina who also became infected with various 
helminth species showed greatly reduced disease severity scores, fewer nervous 
system lesions and less IFN-γ and IL-12 producing PBMCs than uninfected MS 
sufferers (Correale and Farez 2011).  Importantly, these improvements were 
completely reversed after anti-parasite treatment was administered (Correale and 
Farez 2011).  Improvement of symptoms of human ulcerative colitis and idiopathic 
chronic diarrhoea in macaques has also been shown with concurrent Trichuris 
trichuria infection (Broadhurst et al 2010; Broadhurst et al 2012).  
ES-62, a glycoprotein from the filarial worm A. viteae, has been shown to have a 
wide range of anti-inflammatory effects (Harnett et al 2010) including reduction of 
arthritis progression, both when administered before and after disease onset in mice 
(McInnes et al 2003).  Other defined parasite-derived immunomodulators that have 
been documented in disease therapy include PAS-1 from A. suum which had a 
suppressive effect on allergic airway inflammation, and AvCystatin, a CPI from A. 
viteae, which reduced airway allergy to grass pollen extract (Danilowicz-Luebert et 
al 2012). 
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Further experimentation into the safety and effectiveness of both helminth and 
helminth-derived product therapy, and finding the precise cellular and molecular 
mechanisms behind the effects they have, are necessary before long-term treatment 
programs can be put in place (Tilp et al 2013). There are obvious concerns with 
using live worm infections to treat human diseases, but the effectiveness of 
attenuated worms, or helminth products, may be limited due to the fact that live 
worms can regulate their production of important molecules and fine-tune the 
localised immune environment in which they live in a manner that non-living 
molecules applied systemically may not be able to reproduce (Osada and Kanazawa 
2010). 
 
4.  THESIS OBJECTIVES 
Although there is a broad literature on anti-helminth immunity, studies with H. 
polygyrus in particular have often focussed on secondary infection settings, 
especially with regards to the roles of B cells and antibodies.  Primary responses are 
important in the development of effective memory responses to subsequent infection 
and in the characterization of helminth antigens first recognized by the immune 
system.  Therefore, a number of transgenic mice strains were given primary 
infections with H. polygyrus to measure the impact of defects in the B cell and 
antibody immune compartments on the ability to expel the worm and control parasite 
egg producation.  Parasite-specific primary antibody responses were then mapped to 
components of HES with the aim of determining the nature of immunodominant 
antigens secreted by the parasite and to test the protective qualities of specific 
antibodies.   
Secondly, a wide-ranging study of the immune responses to primary H. polygyrus 
infection in four mouse strains, with varying resistance to the parasite, was 
undertaken.  Although adaptive immune responses are well characterised for this 
parasite, the role of macroscopic granulomas on the small intestine have not been 
evaluated, and innate componants of the response have been less widely studied.   
Therefore, levels of T cell-derived cytokines, T regulatory cell and antibody 
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responses were assessed, along with innate cell populations including macrophages, 
which are the dominant cell type in intestinal granulomas, and the newly described 
innate lymphoid cells, which have not previously been documented in H. polygyrus 
infection, with the aim of finding key immune parameters that correlate with an 
ability to expel the worm.  
The cytokine MIF is a pleiotropic and widely expressed mediator that has not been 
studied in depth with regards to helminth infection and Th2 responses, although there 
is evidence that it can amplify innate type-2 responses in some settings, including the 
alternative activation of macrophages and the recruitment of eosinophils.  As these 
are dominant cell types in the type-2 innate response to helminths, MIF was 
investigated in detail with relation to immunity to H. polygyrus and N. brasiliensis – 
parasites that have not previously been investigated with regards to this immune 
mediator.  Primarily using infections in MIF-/- mice, the importance of MIF in key 
aspects of the immune response to, and the subsequent clearance of, both parasites, 
was uncovered.  Specifically, innate lymphoid cells, which have not previously been 
linked to MIF, were investigated, along with the myeloid cell compartment, 
eosinophils and adaptive T and B cell responses, with the aim of assessing the role of 
MIF in primary immunity to both helminth parasites.     
The immunomodulatory properties of helminths are widely documented although 
specific molecular mediators from H. polygyrus have not been fully characterised.  
HES has previously been shown to have TGF-β activity and this was further 
dissected by fractionation of proteins by size and charge.  Finally, the TGF-β activity 
in isolated fractions was then investigated using a proteomic-based approach to 
create a shortlist of candidates for further investigation, with the hope that future 
recombinant versions of these candidates could be protective in disease models.  
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Materials and Methods 
 
Mice, parasites and products 
CBA, C57BL/6, BALB/c, and SJL mice, IL-4Rα–/– (BALB/c), IFN-γ–/– (C57BL/6), 
MIF–/– (BALB/c), MD4 (BALB/c), µMT (C57BL/6), CD40–/– (C57BL/6), and 
CD154–/– (C57BL/6) mice were bred in-house and housed in individually ventilated 
cages (IVCs) according to UK Home Office guidelines.   
Infections employed 200 L3 larvae of H. polygyrus in 200 µl water by oral gavage, 
or 250 N. brasiliensis L3 larvae sub-cutaneously in 100 µl water. Parasite lifecycles 
were maintained as previously described in F1 mice or Sprague-Dawley rats 
(Camberis et al 2003).  HES and NES were collected every 2-3 days from adult H. 
polygyrus and N. brasiliensis cultured in parasite media for up to 21 days, 
centrifuged at 12,000 rpm for 10 mins to remove eggs, and concentrated over a 3000 
MW cut-off membrane in an Amicon Ultra Centrifugal Filter unit (Millipore).  After 
approximately 1 L of media had been concentrated to 5 ml, the membrane was 
washed with 50 ml PBS and again concentrated to 5 ml, which was sterile-filtered 
through a syringe-tip 0.2 µm filter (Millipore) and frozen at -80°C.  HEX was 
prepared by homogenizing adult H. polygyrus worms in ice-cold PBS, centrifuging 
at 13,000 rpm for 10 mins, sterile-filtering through a syringe-tip 0.2 µm filter and 
samples were frozen at -80°C. 
Granuloma and adult worm counts were conducted after small intestines were 
removed and sliced longitudinally.  3-4 faecal pellets were weighed and dissolved in 
2 ml dH20.  2 ml of saturated salt solution (400 g NaCl in 1L dH20) was added and 
eggs enumerated using a McMaster egg counting chamber.  Egg counts are 
represented as eggs/g faecal material. 
For secondary infections, mice were cleared of worms after 28 days infection with H. 
polygyrus with pyrantel embonate Strongid-P paste, given in 2 doses of 2.5 mg 
dissolved in 200 µl dH20 given a day apart by oral gavage.  After 2 weeks, mice were 
re-infected with 200 L3 larvae. 
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Media 
cRPMI - RPMI 1640 medium (Gibco) containing 10% FCS, 100 U/ml penicillin, 100 
µg/ml Streptomycin and 2 mM L-glutamine (all Sigma). 
Parasite media – RPMI with 100 U/ml penicillin, 100 µg/ml Streptomycin, 2 mM L-
glutamine and 1% sterile glucose (Sigma).  For H. polygyrus only, 1 µg/ml of 
gentamycin (Sigma) is also added. 
Lung media – Hanks Balanced Salt Solution (HBSS)(Sigma) with 100 U/ml 
penicillin, 1.8 mM CaCl2 and 1 mM MgCl2 (all Sigma). 
Lung digest media – lung media (above) with 4 U/ml Liberase TL (Roche) and 160 
U/ml DNase I (Sigma). 
FACS buffer – 1x PBS containing 0.5% bovine serum albumin (BSA) (Sigma), and 
0.05% sodium azide (Sigma). 
ELISA carbonate buffer – 45 ml of 1M NaHCO3 and 18 ml of NaCO 3 (both Sigma) 
made up 1 L with dH20, pH 9.6. 
Hybridoma media – RPMI with 20% Fetalclone 1 FCS (Hyclone), 100 U/ml 
penicillin, 100 µg/ml Streptomycin, 2 mM L-glutamine, 5 ml OPI media supplement 
(1 mM oxaloacetate, 0.45 mM pyruvate, 0.2 U/ml insulin)(Sigma) and 10 ml HAT 
media supplement (100 µM hypoxanthine, 0.4 µM aminopterin, 16 µM 
thymidine)(Sigma).   
D10/D2.5 media – DMEM (Sigma) with 10% FCS (D10) or 2.5% FCS (D2.5), 100 
U/ml penicillin, 100 µg/ml Streptomycin and 2 mM L-glutamine. 
Immobiline strip rehydration buffer – 7M urea, 2M thiurea, 4% CHAPs, 65 mM 
DTE, 0.8% IPG buffer pH 4-8 and bromophenol blue (trace), in dH2O. 
Immobiline strip equilibration buffer – 1 M Tris-HCl pH 6.8, 6M Urea, 60 ml 
glycerol, 2% SDS, bromophenol blue (trace) made up to 200 ml dH2O. 
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Cell isolation and culture  
Mesenteric lymph node (MLN) cell suspensions were prepared directly by passage 
through 70 µm nylon filters (BD) and placed in cRPMI.  Peritoneal exudate cells 
were collected by washing the peritoneal cavity with 2 x 5 ml RPMI using a 23 
gauge needle.   Red blood cells were removed by adding 3 ml red blood cell (RBC) 
lysis buffer (Sigma) for 4 minutes, and washing with cRPMI.  
Bronchoalveolar lavage (BAL) cells were harvested by washing lungs in 3 x 1 ml of 
0.5% BSA in PBS.  Samples were centrifuged at 12,000 rpm for 5 mins, with the 
first wash being centrifuged separately to collect fluid for ELISAs, whilst all cells 
were combined for further FACS analysis.   Cells were digested from one lobe of the 
lung by disrupting by hand in 0.5 ml “lung media”, on ice. 0.5 ml “lung digest media” 
was added and incubated for 25 mins in a shaking 37°C incubator.  100 µl 0.5M 
EDTA was added to stop the digestion, and total volume made up to 5 ml with 
cRPMI.  Cells were pushed through a 70 µm strainer and RBC lysed as described. 
Cells were then either stained for flow cytometry, or restimulated in cRPMI with 1 
µg/ml HES or NES, 2 µg/ml αCD3 or medium alone for 72 hrs at 37°C, and cytokine 
production measured by ELISA. 
 
MACS separation and FoxP3 induction 
Splenocytes, having been treated with RBC lysis buffer as above, were magnetically 
labelled with CD4 (L3T4) microbeads (Miltenyi Biotec) as per the manufacturer’s 
instructions.  CD4+ cells were separated using a MACS separator.  5x105 CD4+ cells 
were cultured for 72 hours, in 24-well plates, with 0.2 µg/ml αCD3, 1 µg/ml αCD28, 
20 ng/ml IL-2, and either cRPMI, or varying dilutions of HES or TGF-β.  Following 
incubation, cells were FACS stained for FoxP3, CD103, CD4, and CD25 as 
described.   
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Staining and flow cytometry 
Cells were stained in 96-well round-bottomed plates. Prior to FACS antibody 
staining of cells, cells were washed in PBS and stained with LIVE/DEAD 
(Invitrogen) at a 1/1000 dilution in 100 µl PBS for 20 min at 4°C.  Then, Fc 
receptors were blocked in 50 µl of FACS buffer containing 100 µg/ml of naïve rat 
IgG (Sigma) for 20 min at 4°C.  Samples were then washed in 200 µl of FACS 
buffer and surface stained for 20 min in 20 µl of FACS buffer containing a 
combination of the following antibodies:  
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Marker Colour Clone no. Manufacturer Catalogue no. 
INNATE LYMPHOID CELL STAINS 
CD3* FITC 17A2 Biolegend 100204 
CD8α* FITC 53-6.7 Biolegend 100706 
CD11b* FITC M1/70 Biolegend 101206 
CD11c* FITC N418 Biolegend 117306 
CD19* FITC 6D5 Biolegend 115506 
Gr1* FITC RB6-8C5 Biolegend 108406 
F4/80* FITC BM8 Biolegend 123108 
MHCII* FITC M5/114.15.2 Biolegend 107606 
CD49b* FITC DX5 eBioscience 11-5971.85 
CD4* APC/Cy7 RM4-5 Biolegend 100526 
* = lineage markers for negatively gating ILCs 
ICOS PerCP e710 15F9 eBioscience 46-9940-82 
IL-5 PE TRFK5 eBioscience 12-7052-82 
IL-13 eF660 eBio13A eBioscience 50-7133-82 
MYELOID CELL STAINS 
F4/80 PerCP-Cy5.5 BM8 Biolegend 123128 
CD11b Pacific Blue M1/70 Biolegend 101224 
CD11c APC N418 Biolegend 117310 
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SiglecF PE E50-2440 BD  552126 
Ly6C FITC HK1.4 Biolegend 128006 
Ly6G APC/Cy7 1A8 Biolegend 127624 
CD115 APC AFS98 eBioscience 17-1152-82 
Relm-α 226033 (R&D) and rabbit IgG AF647 labelling reagent kit (Invitrogen) 
Ym1 biotinylated goat α-mouse Chitinase 3-like 3 (R&D) and Streptavidin-PeCy7 (Biolegend) 
LYMPHOCYTE  STAINS 
CD4 A700 RM4-5 Biolegend 100536 
CD8 PerCP 53-6.7 Biolegend 100732 
FoxP3 APC FJK-16s eBiosecience 17-5773-82 
GATA-3 PeCy7 L50-823 BD Pharmingen 560405 
CD103 Biotin/Streptavidin PerCP M290 BD Pharmingen 557649 
CD25 PE PC61.5 eBioscience 12-0251-82 
IL-4 PE 11B11 Biolegend 504104 
IL-10 Pacific Blue JES5-16E3 Biolegend 505020 
IFN-γ PeCy7 XMG-1.2 BD Bioscience 557649 
 
To measure intracellular cytokines, cells were first stimulated for 4 hrs at 37°C in the 
presence of PMA (50 ng/ml), Ionomycin (1 µg/ml), and Brefeldin A (10 µg/ml) (all 
from Sigma). Following surface staining, cells were permeabilised for 30 min at 4°C 
in Cytofix/Cytoperm solution (BD), and then washed twice in 200 µl of Perm/Wash 
(BD). Cells were stained for intracellular cytokine expression in the same manner as 
for surface markers but substituting perm/wash for FACS buffer.   
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For Foxp3, GATA-3, RELM-α and Ym-1, samples were stained for surface markers 
after which cells were permeabilised for 12 hrs at 4°C in Fix/Perm solution 
(eBioscience Foxp3 staining set), and then washed twice in 200 µl of Perm/Wash 
(eBioscience Foxp3 staining set). Cells were stained in the same manner as for 
surface markers but substituting Perm/Wash for FACS buffer.  
After staining cells were washed twice in 200 µl of FACS buffer before acquisition 
on the LSR II or Canto flow cytometer (BD Bioscience), and subsequently analysed 
using FlowJo (Tree Star). 
 
Cytokine ELISAs 
Cytokine levels were detected in culture supernatants by ELISA using monoclonal 
capture and biotinylated detection antibody pairs as follows, used at concentrations 
optimised previously:  
 





IL-4 11B11  
(made in-
house) 
2 µg/ml 8 ng/ml BVD6-24G2 1 µg/ml BD 
Pharmingen 
IL-10 JES5-2A5 4 µg/ml 10 ng/ml SXC-1 2 µg/ml BD 
Pharmingen 
IL-13 eBio13A 4 µg/ml 10 ng/ml eBio1316H 0.5 µg/ml eBioscience 
IFN-γ R46A2  
(made in-
house) 
2 µg/ml 50 ng/ml 
 
 
XMG1.2 1 µg/ml BD 
Pharmingen 
 
96-well ELISA plates (Nunc) were coated overnight at 4°C with capture antibody at 
the concentrations indicated above in 50 µl carbonate buffer.  Plates were washed in 
Tris-buffered saline with 0.1% Tween 20 (Sigma) (TBSt) and blocked for 2 hr with 
200 µl TBST with 10% FCS, at 37°C.  Recombinant standards were prepared at the 
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stated concentrations in the same media as the samples, and added in doubling 
dilutions, in duplicate, including blank wells of media alone.  Both samples and 
standards were added in 50 µl, and plates were incubated overnight at  4°C.  Plates 
were washed in TBSt and detection antibody added, in TBST with 5% FCS, at the 
stated concentration, for 1 hr at 37°C.  After washing in TBSt, streptavidin-alkaline 
phosphatase (Sigma) was added to wells in 50 µl TBST with 5% FCS at a 1/12500 
dilution, for 45 mins at 37°C.  Plates were washed in TBSt and distilled water, and 
50 µl per well of p-nitrophenyl phosphate (pNPP, 1 mg/ml, Sigma) substrate was 
added, and plates incubated at room temperature in the dark.  OD was measured at 
405 nm on a Precision microplate reader (Molecular Devices) as the assay developed.  
Softmax Pro software was used to calculate the standard curve and concentrations of 
cytokines in samples were automatically calculated from this. 
 
Gut and lung homogenate  
Approx. 1 cm small intestine or 1 lobe of the lung were homogenised in 500 µl 1x 
lysis buffer (Cell Signalling Technology Inc) plus 5 µl phenylmethanesulfonyl 
fluoride solution (PMSF) (Sigma) using a TissueLyser (Qiagen).  Samples were 
centrifuged at 12,000 rpm for 10 mins to remove debris and supernatants added to 
ELISAs, at a 1:10 dilution, to measure RELM-α, Ym1, IL-25 or IL-33 with antibody 
pairs described.  Levels were normalised to protein content measured using a 
Bradford assay. 
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Protein Capture antibody Top 
standard 
Detection antibody Manufacturer  
RELM- α polyclonal rabbit anti-
mouse RELM- α 




Ym1 rat anti-mouse Chitinase 
3-like 3 
20 ng/ml biotinylated goat anti-
mouse Chitinase 3-like 3 
R&D 
Duoset DY2446 










Whole blood was clotted overnight at 4°C and then spun for 20 mins at 13,000 rpm 
to remove RBC.  After blocking at 37°C with 10% BSA in carbonate buffer, serum 
was subsequently added in serial dilutions to ELISA plates coated with either 1 
µg/ml HES, goat α-mouse Ig (Southern Biotech) at 1 µg/ml or anti-IgE (clone R35-
72, BD Biosciences) at 1.5 µg/ml, in carbonate buffer.  Antibody binding was 
detected using HRP-conjugated goat anti-mouse IgG1, IgG2a, IgA or IgE (Southern 
Biotech) and ABTS Peroxidase Substrate (KPL), and read at 405 nm.  For HES-
specific IgE ELISAs only, IgG was depleted from serum by incubating with Protein 
G agarose FastFlow beads (Millipore) overnight at 4°C, with rotation.  
 
In vivo treatments  
Clodronate liposome treatment was conducted as described elsewhere (Anthony et al 
2006; Jenkins et al 2011), administering 200 µl clodronate i.v. on days 0, 1, 3 and 6 
of infection, with peripheral blood sampling at day 7.  Control mice received PBS. 
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For anti-CD8 treatment mice were injected with 200 µg anti-CD8a clone YTS169 i.p. 
on days -1, 0, 2, 5, 7, 9, 12, 14, 16, 19, 21, 25 and 27, before experimental harvest at 
day 28. Control mice received rat IgG (Sigma) (protocol designed and carried out by 
Dr James Hewitson). 
 
400 ng of recombinant IL-25 (R&D) in 200 µl PBS, or PBS alone, was administered 
i.p. on days 0, 1 and 2, and MLN harvested on day 3 for analysis of ILC induction 
(Neill et al 2010). 
 
200 ng of recombinant IL-33 (R&D) in 50 µl PBS, or PBS alone, was given i.n. 
whilst mice were briefly sedated after inhalation with isofluorane, on days 0, 1 and 2.  
BAL and lung tissue for digestion were harvested on day 3 (adapted from (Bartemes 
et al 2012)). 
 
10 µg of Alternaria alternatus antigen (Greer) in 50 µl PBS, or PBS alone, was 
administered i.n. whilst mice were briefly sedated after inhalation with isofluorane.  
Mice were sacrificed 1 hr or 48 hrs later for BAL and lung tissue harvest (adapted 
from (Bartemes et al 2012)).  
 
50 ng of recombinant MIF (R&D) in 50 µl PBS, or PBS alone, was administered i.p. 
every other day, during either H. polygyrus or N. brasiliensis infection (adapted from 
(Park et al 2009)). 
  
1 mg of MIF inhibitor, 4-IPP (Tocris Bioscience)(Winner et al 2008), in 50 µl 
DMSO, or DMSO alone, was administered i.p. every other day, during either H. 
polygyrus or N. brasiliensis infection (adapted from (Yaddanapudi et al 2013)).   
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Immunohistochemistry 
Transverse sections were made from 2 cm of paraffin-embedded small intestine, at a 
thickness of 4 µm using a cryostat.  Sections were directly stained with hemotoxylin 
and eosin or toluidine blue stain (for mast cells), or processed for immunostaining 
with α-Ym1 or α-MIF antibodies.  Briefly, sections were deparaffinised by 
immersing slides in Histoclear (Brunel Microscopes Ltd) for 5 mins, and then 
hydrated through 100%, 95% and 70% ethanol successively.  Antigen retrieval was 
carried out by immersing slides in citrate buffer (20 mM citric acid + 0.05% Tween 
20 at pH6) warmed to 95°C for 20 mins.  Slides were washed twice in 1x PBS, 
sections ringed with a wax pen and 200 µl block (1x PBS + 1% BSA, 2% normal 
rabbit serum, 0.1% Triton X-100 and 0.05% Tween 20) added for 30 mins at room 
temperature. 
Rat α-mouse Ym1 (R&D) or rat IgG control (Sigma) was added at 25 µg/ml in block 
buffer, or rabbit α-MIF (Invitrogen) at 1:2000 dilution in block buffer, and left 
overnight at 4°C.  Slides were immersed in 3% H2O2 for 10 mins at room 
temperature, and washed in PBS.  Rabbit α-rat IgG (for Ym1) or goat α-rabbit (for 
MIF) conjugated to biotin (Vector Laboratories) at 5 µg/ml in PBS was added for 1 
hour at room temperature, in the dark.  Following 2 washes in PBS, several drops of 
ABC Vectastain (Vector Laboratories) were added and slides left for 30 mins at 
room temperature, in the dark.  Slides were washed twice in PBS and DAB 
peroxidase solution (Vector Laboratories) was added for 5 mins (until a brown stain 
had developed).   
With water washes in between, the following were added successively to 
counterstain the sections: Harris hemotoxylin solution (Sigma), acid alcohol (75% 
ethanol + 1% HCl) and Scott’s Tap Water Substitute (ddH2O + 42 mM NaHCO3 and 
167 mM MgSO4).  Slides were dehydrated through 75%, 95% and 100% ethanol and 
then Histoclear added for 5 mins.  Coverslips were added with DPX mountant 
(Sigma) and slides were left to dry overnight, in the dark.  Pictures were taken using 
a Leica DFC290 compound microscope and Leica Application Suite software. 
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RNA extraction and quantitative PCR 
Approx. 0.5 cm of the uppermost part of the duodenum was placed into 1 ml of 
TRIzol (Invitrogen), and extracted according to the manufacturer’s protocol.  Briefly, 
tissue was first disrupted using a TissueLyser (Qiagen), then 200 µl chloroform was 
added and samples were centrifuged at 12,000 g for 15 min at 4°C. The upper 
aqueous layer was recovered and added to 500 µl of isopropanol, mixed, and stood at 
room temperature for 10 min. The sample was then centrifuged again at 12,000 g for 
10 min at 4°C. Pelleted RNA was washed once in 70% ethanol, and allowed to air 
dry before being dissolved in 50 µl of DEPC-treated water; 15 µl RNA was treated 
with DNAse (DNAFree kit, Ambion), concentrations were determined using a 
Nanodrop 1000 (Thermo Scientific), and samples reverse-transcribed using 1-2 µg of 
RNA with M-MLV reverse transcriptase (Promega).  A PCR block (Peltier Thermal 
Cycler, MJ Research) was used for the transcription reaction at 37°C for 60 min. 
Gene transcript levels were measured by real-time PCR on a Roche Lightcycler 480 
II, in 10 µl total volume made up of 4 µl cDNA, 5 µl SYBR Green (Roche), 0.3 µl of 
each primer (10 µM), and 0.4 µl DEPC treated water (Ambion) using standard 
conditions for 60 cycles. Target gene expression levels were normalised against the 
housekeeping gene GAPDH. 
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Gels, blots and immunoprecipitations 
For 2-dimensional separation of HES or HEX, 5-10 µg was mixed with 125 µl 
rehydration buffer with DTE and IPG buffer added (50 mg DTE (Sigma) and 8 µl 
IPG buffer pH 3-10 (GE Healthcare, in 1 ml rehydration buffer).  Once introduced to 
a 7 cm ceramic coffin, a 7 cm  Immobiline DryStrip pH 3-10 (GE Healthcare) was 
added and strip oil layered on top, before running on an IPGphor machine 19 hours 
(20°C 14 hrs, 500V 30 mins, 1000V 30 mins, 8000V 4 hrs).  Strips were first 
equilibrated in 20 mg DTE (Sigma) in 2 ml equilibration buffer,  for 15 mins on a 
rocking platform, followed by 80 mg iodocetamide (Sigma) in the same way.  Strips 
were then run on an IPG well NuPAGE 4-12% BisTris Zoom gel (Life 
Technologies) for 2 hrs at 100V, with 2 µl SeeBluePlus Standard ladder (Invitrogen), 
in 1x MES buffer (Life Technologies).  1 ml of 1x MES buffer (Life Technologies) 
with 0.5% agarose and bromophenol blue (trace) was added on top of the strip before 
running.   
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For 1-dimensional gels of fractions, 5 µl of each neat fraction was run down a well of 
a 15-well NuPAGE 4-12% BisTris gel (Life Technologies), in 1x MES buffer, at 
100V for 1-2 hrs. 
Silver staining was undertaken by fixing gels (40% ethanol, 10% acetic acid, 50% 
H2O) for 30 mins, sensitising (30% ethanol, 0.01M sodium thiosulphate and 0.8M 
sodium acetate in H2O) for 30 mins, washing x3 in ultra pure water, staining (15mM 
silver nitrate in H2O with 0.02% formaldehyde) for 20 mins, washing x3 in ultra pure 
water, developing (0.25M sodium carbonate in H2O with 0.05% formaldehyde) for 
~5 mins until proteins are visible, and terminated (20mM EDTA in H2O) for 5 mins. 
Proteins on gels were transferred to 0.45 µm nitrocellulose membranes (BioRad) 
using 1x NuPAGE transfer buffer (Life Technologies) in a XCell II Blot Module (as 
per manufacturer’s instructions), for 1 hr at 30V.  Blots were then washed in 1x TBSt 
and blocked with 5% milk powder in TBSt for 1 hr at room temperature.  Serum was 
added at 1/1000 dilution in 5% milk solution overnight at 4°C, before polyclonal 
rabbit α-mouse Igs conjugated to HRP (DAKO) at 1/2000, or HRP-conjugated αIgM 
(1/1000), or αIgG1 (1/2000) (both Southern Biotech), in 5% milk solution added for 
1 hour at room temperature.  After washing in TBSt, ChemiGlow West 
chemiluminescence substrate (ProteinSimple) was added for 20 mins and blots read 
in a light cabinet (Alpha Inotech).  Picture of ladders were taken with white light and 
overlaid onto the chemiluminescence blot pictures. 
For immunoprecipitation of HES with polysera from 4 strains of mice, HES was 
labeled with biotin (∼40 µg biotin reagent/100 µg HES) using EZ-link Sulfo-NHS 
Biotinylation kit (Pierce) for 2 h on ice and then dialyzed overnight into PBS. 
Biotinylated HES was then precleared with protein G-agarose beads (16-266; 
Millipore) in the presence of MOPC 31C IgG1 isotype control for 30 min at room 
temperature. Unbound HES (2 mg) was then incubated with 5 ml SJL, BALB/c, 
C57BL/6 or CBA polyclonal serum from day 28 primary infection with H. polygyrus 
in non-denaturing immunoprecipitation (IP) buffer (20 mM Tris [pH 8], 150 mM 
NaCl, 1 mM EDTA, 10% glycerol, and 1% Triton X-100) for 2 h, and then with 
protein G-agarose beads overnight at 4°C with rotation. Beads were then washed for 
5 min in IP buffer, and bound proteins were eluted with 0.1 M glycine (pH 2.7). 
	   90	  
Eluted proteins were buffer exchanged into PBS (with MicroBio-Spin 6 
chromatography columns; Bio-Rad), run on one-dimensional and two-dimensional 
gels and Western blotted as described above, and then probed with 1/2000 
streptavidin-horseradish peroxidase (Sigma-Aldrich) before developing to allow 
visualization of biotinylated proteins.  Immunoprecipitation protocol was designed 
and carried out by Dr James Hewitson. 
 
Monoclonal antibody production 
Spleen and MLN cells from d28 H. polygyrus-infected C57BL/6 mice, red blood 
cells lysed as described previously, and mixed in a 1:1 ratio (~30x106 of each) with 
SP2 cells, which had been previously grown up from frozen stocks in cRPMI.  Cells 
were spun at 15,000 rpm for 5 mins, and the pellet resuspended.  To fuse cells, 1 ml 
polyethylene glycol was gradually added drop-wise whilst rotating the tube, followed 
by 1 ml cRPMI in the same way, and the tube made up to 20 ml with cRPMI.  After 
centrifugation at 15,000 rpm for 5 mins, cells were resuspended in 20 ml hybridoma 
media, transferred to a T75 flask, media added to 200 ml and cells plated in 96-well 
flat-bottomed plates at 150 µl/well.   100 µl extra hybridoma media was added after 5 
days of culture, and wells screened for HES reactivity at day 10 by ELISA - plates 
coated with 1 µg/ml HES and detected with pan-Ig HRP-conjugated detection 
antibody (DAKO) at 1:1000.  Several positive wells from each plate were transferred 
to fresh plates and limiting dilutions were done across and down the plate in 
hybridoma media.  Cells were incubated for 10 days and the process repeated twice 
more to gain monoclonal populations of HES-reactive antibodies.  Cells were grown 
for 10 days in T75 flasks in hybridoma media containing HT supplement in place of 
HAT, and then adapted to cRPMI for antibody production in Vectra Cell Bioreactors 
(Bio-Vectra). 
Antibody isotypes were determined by ELISA as described above, and purified using 
an AKTAPrime system and HiTrap protein G HP or HiTrap IgM purification 
columns (GE Healthcare), as per the manufacturer’s instructions.   
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HES fractionation 
500 µg HES was directly injected onto an AKTAExplorer system and separated by 
size using a gel filtration Superdex 200 10/30 GL 24 ml column or charge using an 
anion exchange MonoQ 5/50 GL 1 ml column (all GE Healthcare).  For separation 
by size, all fractionation was done in PBS, and the coloumn was previously 
calibrated with a Gel Filtration HMW Calibration Kit (GE Healthcare) as per the 
manufacturer’s instructions.  For anion exchange, HES was first dialysed into start 
buffer (20 mM Tris-HCl, pH8) with peaks fractionated over a 2-step gradient – 0 - 
0.4 M NaCl over 40 ml and 0.4 – 1 M NaCl over 5 ml, by adding elution buffer (20 
mM Tris-HCl + 1M NaCl, pH8).  All fractionations were eluted in 1 ml fractions into 
96-well large-volume plates, using an automated fraction collector.  AKTA methods, 
runs and analysis were designed and controlled using Unicorn software (GE 
Healthcare). 
For analysis of VAL protein content of HES fractions, ELISA plates were coated 
overnight with 50 µl carbonate buffer containing 0.5 µl of a single fraction per well.  
Following blocking with 2% BSA in carbonate buffer as described above, plates 
were probed with α-VAL mAbs or polylonal rat antibodies raised to VAL-1, 2, 3 or 4 
(VAL-1 = 4-M15, VAL-2 = 4-S4, VAL-3 = rat pAb, VAL-4 = 2-11), at 5 µg/ml in 
50 µl blocking solution for 2 hours at 37°C.  Secondary IgG1 conjugated to HRP was 
added at 1/400 for 1 hour and deteced with ABTS substrate as above.        
 
TGF-β assay 
MFB-F11 cells were grown from frozen stocks in 30 ml D10 medium supplemented 
with 15 µg/ml Hygromycin B (Invitrogen), for 3 days.  Confluent cells were 
detached from the flask with trypsin, and resuspended in D2.5 medium.  4x104 cells 
were seeded in 100 µl, in 96-well round-bottomed plates.  50 µl of 1:1 HES fraction 
and PBS, 10 µg/ml HES, serial diluions of recombinant VAL proteins 1-4 
(previously made by Yvonne Harcus), or recombinant human TGF-β1 (R&D) in 
doubling dilutions, starting at 4 ng/ml for use as a standard curve, were added and 
incubated for 24 hours at 37°C.  10 µl of culture medium was removed onto an 
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ELISA plate and alkaline phosphatase activity detected using a SEAP Reporter 
Assay Kit (Invivogen) as per the manufacturers instructions.  Plates were read on at 
405 nm on an ELISA reader. 
 
Mass spectrometry 
~466,000 Roche 454 sequence reads from cDNA of H. polygyrus adult and larval 
stages, and eggs, were assembled into ~20,000 gene products (Harcus et al, 
unpublished).  This database, and the NCBI BLAST search tool, were used to match 
peptides obtained by mass spectrometry (MS) of whole HES, individual HES spots 
picked from 2-D gels, and TGF-β-positive HES fractions, prepared as described 
above.  MS was undertaken by Adam Dowle at the Technology Facility, Department 
of Biology, University of York, as described previously (Hewitson et al 2008; 
Hewitson et al 2011a; Hewitson et al 2011b).  Briefly, MALDI mass spectra were 
obtained and the strongest 10 peaks selected for tandem mass spectrometry 
fragmentation (MS/MS).  MS/MS data were searched against the H. polygyrus 
database using the Mascot program.  Peptide matches with expect values <0.05 at a 
Mowse significance threshold of p <0.05 were considered significant. 
 
Software and statistics 
All statistical analyses were performed using Prism 5 (Graphpad Software Inc.). For 
comparisons of two groups Student’s t test was used. When three or more groups 
were analysed then a one-way ANOVA was used with a Tukey’s multiple 
comparison test. * = p<0.05, ** = p<0.01, *** = p<0.001. 
MacVector 11.1.2 was used to analyse sequences from MS results.  SignalP online 
software was used to predict potential signal sequences, and NCBI BLASTX was 
used to identify potential protein identities and conserved domains. 
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Chapter 1 
B cell and antibody responses in H. polygyrus infection 
 
Introduction 
The role of B cells, and antibodies in particular, in protective immunity to helminth 
infections, remains to be fully established.  However, in the case of H. polygyrus 
infection in mice, some conclusive data have been published to show that a 
protective response to secondary challenge with H. polygyrus is dependent on B cells, 
as µMT and JHD mice (that lack B cells) cannot clear the parasites following 
challenge after an initial primary infection and anti-helminthic treatment regime 
(McCoy et al 2008; Wojciechowski et al 2009; Liu et al 2010b).  The cellular 
composition of type-2 intestinal granulomas is comparable in B cell-deficient mice 
and wild-type mice (Liu et al 2010b), suggesting that B cells and antibodies do not 
play a major role in the formation of granulomas.  Moreover, although B and T cell 
interactions are an important element in an immune response, more than one study 
found that the defective response to H. polygyrus in B cell deficient mice was not 
due to an impairment of Th2 activation, development or differentiation, and that a 
pronounced local Th2 response in the intestinal granulomas, and in CD4+ T cells in 
the MLN, occurred with or without B cells, in both primary and secondary infection 
(McCoy et al 2008; Liu et al 2010b).  This indicates that B cells are having a role 
apart from promoting a Th2 response that is vital to worm expulsion in secondary H. 
polygyrus infection.  However, another study found that B cells are necessary for an 
effective Th2 response in both primary and memory responses (Wojciechowski et al 
2009). These studies use different B cell deficient settings, genetic backgrounds and 
methodology to assess Th2 cytokine production, which may explain this difference 
in findings. 
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Although B cell deficient mice do not make an antibody response, more finely-
targeted transgenic mice can be used to elucidate the role of antibody in infection.  
µs mice have secretory IgM deficient B cells and combining this genotype with AID 
(activation-induced deaminase) deficiency renders mice unable to undergo affinity 
maturation or secrete antibody of any isotype.  The double-deficient mice were not 
protected from secondary challenge with H. polygyrus, whereas µs mice, that could 
make parasite-specific class-switched IgG1 and IgE, were able to clear the secondary 
infection (Wojciechowski et al 2009).  This finding was corroborated in another 
study showing that mice that could make class-switched antibody, but that was 
specific to an irrelevant viral protein, could not control a secondary H. polygyrus 
infection (McCoy et al 2008).  Using mice deficient in individual antibody isotypes, 
it was also found that IgE had no role in protection against H. polygyrus, and IgA 
had a minor role, with IgG as the major isotype leading to protection (McCoy et al 
2008).  IgG1 is the most abundant antibody subclass in serum from H. polygyrus-
infected mice, with levels increasing around 10-fold upon primary infection 
(Williams and Behnke 1983; Pritchard et al 1984) and increasing further still 
throughout repeated trickle infections – a phenomenon termed 
hypergammaglobulineamia (Chapman et al 1979; Pritchard et al 1983; Williams and 
Behnke 1983).  However, protective antibody specificities are only found in serum 
from mice having been infected with H. polygyrus several times, as transfer of naïve 
or primary serum into C57BL/6 mice does not protect, whereas secondary serum 
transfer reduces luminal worm numbers by at least two-thirds (Dobson 1982; 
Williams and Behnke 1983; Pritchard et al 1984; McCoy et al 2008).  This 
presumably reflects a higher ratio of parasite-specific to nonspecific antibodies in 
serum from repeated infections. Indeed, the protective effects of serum transfer are 
seen to be most effective from fractions of serum containing highest parasite-specific 
IgG1 levels (Pritchard et al 1983).    
 
The exact role of antibodies in clearance of an H.polygyrus infection is, as yet, 
unclear.  They may act to neutralize antigens in parasite secretions, and prevent them 
from modulating the immune response.  It has been shown that antibodies form 
immune complexes with HES antigens, clearing them from circulation – higher 
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levels of HES are found in µMT serum compared with wild-type serum (Herbst et al 
2012).  In this way, antibodies would be working independently of the cellular 
compartment.  However, they may also be acting in concert with immune cells to kill 
tissue-dwelling stages of the parasite.  The granulomatous inflammation around L4 
larvae in the submucosa is rich in IgG1 and IgE antibodies and numbers of L4 stage 
larvae are equal in both primary and secondary infections (McCoy et al 2008).  It is 
not until adult parasites have emerged into the lumen, that a protective effect is seen 
in secondary infection, in C57BL/6 mice (McCoy et al 2008), suggesting that 
mechanisms are acting against the tissue dwelling larval stages rather than adults.  
The migration of hookworm larvae has been shown to be stalled in mice vaccinated 
with immune serum (Ghosh and Hotez 1999), leading to the speculation that 
antibodies may be binding to, and preventing the function of, chemosensory 
structures or molecules involved in larval migration. 
 
A summary of H. polygyrus infection experiments in B cell- and antibody-deficient 
mouse models is presented in Table 1:  
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Early studies using HES demonstrated antibody recognition of specific dominant 
immunogenic antigens (Adams et al 1987; Adams et al 1988; Monroy et al 1989a).  
Indeed, antibodies that recognize components of HES are protective in in vivo 
infection, stunting larval growth (Ey 1988) and preventing adult H. polygyrus 
establishment (Pritchard et al 1983).  It has been long known that the humoral 
response is dominated by parasite-specific IgG1 and that serum fractions with higher 
parasite-specific IgG1 activity afford greater protection when transferred to an 
infected animal (Pritchard et al 1983).  Whole serum itself is protective, and transfer 
from a wild-type donor to a B cell deficient mouse can significantly reduce the 
number of adult worms left in the intestine after a challenge infection (Liu et al 
2010b). 
 
More recently, the composition of HES has been systematically analysed and shown 
to be a complex molecular mixture, with 374 proteins identified by LC-MS/MS 
(Hewitson et al 2011b).  Predominantly expressed protein families include proteases, 
acetylcholinesterases, apyrases and lysozymes (Hewitson et al 2011b; Moreno et al 
2011).  However, the most abundant family is VALs, of which 25 members were 
found in HES (Hewitson et al 2011b).  They are highly divergent, and found in a 
range of other parasitic helminth ES preparations including those of Haemonchus 
(Yatsuda et al 2003), Ancylostoma (named Ancylostoma-secreted protein, or ASP) 
(Hawdon et al 1996), Brugia (Hewitson et al 2008) and Teladorsagia (Craig et al 
2006).  However, no known function for VALs has been attributed.  
 
As described, most studies on the role of antibody in H. polygyrus have focused on 
secondary infections and on the parasitological outcome.  Here, the impact of a 
number of B cell and antibody deficiencies on the outcome of primary infection were 
investigated and the immunodominant antigens contained in HES were identified and 
used to further characterize the antibody responses to infection with H. polygyrus.   
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Results    
1.1 µMT mice are fully susceptible to H. polygyrus infection and fail to form 
granulomas around invading larvae 
Mice that lack B cells and antibodies completely, on both BALB/c and C57BL/6 
genetic backgrounds, have been shown to be unable to expel secondary challenge 
infections with H. polygyrus (McCoy et al 2008; Wojciechowski et al 2009; Liu et al 
2010b).  µMT mice have a disrupted gene encoding the membrane form of the µ-
chain constant region, thus in homozygous mice, B cells can not develop to perform 
effector functions and produce antibodies (Kitamura et al 1991).  In primary 
infection, at day 14 post-infection with H. polygyrus, there was no difference in the 
number of parasites in the lumen of the small intestine between µMT mice and 
C57BL/6 wild-type mice (Fig 1.1 A).  By day 28 there was a trend for greater 
numbers of worms in the B cell-deficient mice (Fig 1.1 B, data collected by Dr Katie 
Smith).  Furthermore, a striking finding was that µMT mice could not form intestinal 
granulomas, and at day 14 post-infection had nearly none compared to the numbers 
present in C57BL/6 mice (Fig 1.1 C).   
In these initial experiments, egg production was not measured, although this may be 
a more sensitive measure of immunological differences.  In other studies with H. 
polygyrus in B cell-deficient mice this parameter has yielded interesting results.  In 
primary infection in JHD mice, worm and egg counts are only slightly higher than in 
wild-type BALB/c at day 14, which is before most parasites are cleared in this 
genetic background (Liu et al 2010b).  The same study also showed that immunity to 
challenge infection failed to expel adult worms in JHD mice, although egg counts 
were greatly decreased, prompting the authors to suggest that anti-fecundity effects 
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1.2 MD4 mice are unable to produce parasite-specific antibodies, and are 
fully susceptible to H. polygyrus infection 
MD4 mice are BCR-transgenic and make a monoclonal repertoire of antibodies that 
only recognize an irrelevant foreign protein. 	  A transgenic construct containing 
rearranged heavy and light chain genes encoding high-affinity anti-hen egg lysozyme 
antibodies was made, and in the presence of this rearranged genomic insert, 
endogenous rearrangement is suppressed and the mice can only express anti-HEL 
immunoglobulins (Goodnow et al 1988).  Previous studies, including some 
experiments utilizing MD4 mice, have shown that protective immunity following 
secondary infection with H. polygyrus is dependent on parasite-specific antibodies 
(McCoy et al 2008; Wojciechowski et al 2009).  While worm burdens (Fig 1.2 A) 
and egg counts (Fig 1.2 B) in MD4 mice, 28 days following primary H. polygyrus 
infection, were higher than in BALB/c wild-type mice, the differences did not reach 
statistical significance.  However, there was clearly no difference in the number of 
granulomas found on the wall of the small intestine (Fig 1.2 C), indicating that 
parasite-specific antibodies are not involved in the formation of these type-2 
inflammatory foci found uniquely in H. polygyrus infection (Patel et al 2009).   
To measure parasite-specific serum antibodies, an ELISA was used with the adult 
excretory-secretory (HES) antigens as detailed below.  This assay, detecting all 
antibodies that bound to HES, confirmed that only BALB/c mice produced HES-
specific antibody following 28 days of H. polygyrus infection (Fig 1.2 D).  Only 
antibodies of an IgD or IgM isotype can be made by MD4 mice, due to insertion of 
the genetic construct replacing the γ1 constant region on the heavy chain gene 
(Goodnow et al 1988).  Total serum IgM was therefore also measured after H. 
polygyrus infection, and levels were found to be similar between BALB/c and MD4 
mice (Fig 1.2 E).  This reinforces the studies that show parasite-specific IgG1 is only 
protective in secondary, and subsequent infections. Although parasite numbers were 
slightly higher in MD4 mice, which cannot make H. polygyrus-specific IgG1, in 
primary infection, the defect in immunity was not as profound as in secondary 
infection (Wojciechowski et al 2009).  
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1.3 CD40-/- and CD154-/- show no difference in worm burden after primary 
infection to wild-type C57BL/6  
Finally, the effect of CD40 and CD154 (CD40L) deficiency on the response of mice 
to a primary infection of H. polygyrus was investigated.  The interaction of these co-
stimulatory molecules, along with numerous other signals, induces B cell clonal 
expansion, antibody synthesis and isotype switching (Bishop and Hostager 2003; 
Subauste 2009).  Human defects in either molecule result in serious 
immunodeficiencies, in which antibodies do not class-switch and therefore patients 
are left susceptible to opportunistic infections (Allen et al 1993; Durandy and 
Kracker 2012).  Disruption of CD40 and CD40L interactions with antibodies, during 
primary H. polygyrus infection in mice, resulted in lower total IgG1 in the serum and 
reduced blood eosinophilia (Lu et al 1996).  However, treatment did not inhibit 
increases in transcripts of Th2 cytokines in the MLN or PP following infection, or 
IL-4 production from cultured MLN lymphocytes in vitro (Lu et al 1996).  
Conversely, in Schistosoma mansoni-infected mice, CD40-CD154 interactions have 
been found crucial to the instigation of a protective Th2 response and the resulting 
worm killing (Subauste 2009). 
By day 28 post-infection with primary H. polygyrus, neither CD40-/- nor CD154-/- 
showed a difference in susceptibility to the parasite, compared to C57BL/6 wild-type 
mice (Fig 1.3 A).  This was also reflected in the faecal egg count from this time point 
(Fig 1.3 B).  Both CD40-/- and CD154-/- genotypes were confirmed to have defects in 
class-switching, as the levels of HES-specific IgG1 in the serum of these mice were 
non-existent at both days 14 and 28 after infection, compared to C57BL/6 which 
display 5-50-fold increases in IgG1 titre over time (Fig 1.3 C).  They could however 
make HES-specific IgM, although to only 10-20% of the levels of C57BL/6 mice 
(Fig 1.3 D).  At day 14 all three groups of mice made detectable levels of HES-
specific IgM, with a decrease by d28 in C57BL/6, presumably reflecting the class 
switch to IgG1 and other isotypes of antibody (Fig 1.3 D).  In contrast to a published 
study using antibodies to block signalling through CD40 and CD154 in which type-2 
cytokine responses to H. polygyrus are undiminished (Lu et al 1996), it was found 
here that a genetic deficiency in these molecules compromises the Th2 response 
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following infection.  Thus, levels of IL-4 and IL-13 from MLN cells polyclonally 
stimulated with α-CD3 were significantly lower in CD40-/- and CD154-/- mice than in 
the wild-type C57BL/6 controls (Fig 1.3 E). 
 
 
1.4 Primary antibody responses are predominantly directed at secreted, 
rather than somatic, parasite antigens 
To investigate the specificity of antibody responses in H. polygyrus infection, 2 
antigenic preparations were characterized by staining 2-dimensional SDS gels with 
silver nitrate, showing the distinct profile of proteins found in HES compared to 
soluble worm extract (HEX) (Fig 1.4 A, B).  This was confirmed by proteomic 
analysis by LC-MS/MS, which showed of the 374 proteins identified in HES, only 
28% could be found in HEX, demonstrating that HES represents a selective subset of 
the complete proteome of the adult worm (Hewitson et al 2011b).    
Polyclonal antibodies in serum were first investigated, using pooled sera from 
C57BL/6 mice, infected for 28 days with H. polygyrus. These antibodies bound to a 
very restricted set of antigens in HES, shown on a 2D Western blot (Fig 1.4 C), 
previously identified as VAL-1, 2 and 5 by proteomics (Hewitson et al 2011b).  In 
contrast, very few HEX antigens were bound by antibodies (Fig 1.4 D, F).  For this 
reason, further studies tested only HES as it contains the most immunodominant 
antigens which are not well represented in HEX. 
Mice with primary infections extending to 100 days did not expand the repertoire of 
proteins bound by antibodies, but did increase intensity of binding, indicating a 
higher titre of HES-specific antibody later in the infection (Fig 1.4 E).  At this time 
point C57BL/6 mice (which are classed as slow responders to H. polygyrus 
infection) retain low numbers of adult parasites in the lumen of the small intestine 
(data not shown).         
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1.5 Generation of monoclonal antibodies to HES antigens 
A panel of monoclonal antibodies (mAbs) was made to analyse the antigen 
specificity of the antibody response to primary H. polygyrus infection further.  
Splenocytes and MLNCs from d28-infected C57BL/6 mice were fused to Sp2 
hybridoma cells, and screened for HES reactivity by ELISA (see Fig 1.5 A).  
Positive wells were picked at each screen and serially diluted by limiting dilutions to 
select monoclonal populations.  Even at day 28 post-infection, a large proportion of 
antibodies to HES were of an IgM isotype, especially among monoclonals derived 
from splenic B cells (Fig 1.5 B), while MLN-derived mAbs were all IgG1 class-
switched antibodies (Fig 1.5 C).  A summary of all mAbs that were successfully 
expanded and analysed is presented in Table 1.2. 
 
1.6 The immunodominant antigens in HES are VAL glycoproteins 
The majority of IgM HES mAbs bound to proteins previously identified as VAL-1, 2 
and 5 (Hewitson et al 2011b), in Western blot profiles very similar to that of 
polyclonal primary serum (Fig 1.6 A-C).  Although this indicates binding to a 
common immunodominant epitope on VAL-1, 2 and 5, the sequence homology of 
these three proteins is low (approx. 15% identity) (Hewitson et al 2011a).  Further 
biochemical analysis (carried out by Dr James Hewitson and published in (Hewitson 
et al 2011a)) showed that the immunodominant common epitope recognized by the 
majority of IgM mAbs was an O-linked glycan.    
Remarkably, most IgG1 mAbs failed to bind to HES on Western blots, despite their 
strong reactivity to HES by ELISA.  This was an indication that they recognized 
heat-labile conformational epitopes that are sensitive to denaturation during the 
Western blot protocol.  Therefore antibodies were used to probe biotin-labelled non-
denatured HES by immunoprecipitation with protein G beads, prior to 2-D 
electrophoresis and staining with streptavidin-peroxidase.  By this technique, the 
majority of IgG1 mAbs were shown to bind to VAL-1 (Fig 1.6 D, E), while two 
additional IgG1 mAbs were shown to bind to proteins at the positions of VAL-2 and 
VAL-4 (Fig 1.6 F, G).   
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ID Source Isotype 
Heat Stable/Labile 
Epitope 
     VAL-1, 2 & 5 common 
















































































VAL-2 4-S4* Spleen IgG1 Labile 
VAL-4 2-11* Spleen IgG1 Labile 
* = Western blot is represented in Fig 1.6. 
  
 
	   104	  
 








































































1.1 - µMT mice are fully susceptible to H. 
polygyrus infection and fail to form 
granulomas around invading larvae
Adult worm counts from the small intestine of 
d14 (A) and d28 (B) H.polygyrus-infected 
C57BL/6 or μMT mice (d28 experiment was 
carried out by Dr Katie Smith).   Granuloma 
counts on the small intestine of C57BL/6 and 
μMT mice, 14 days after infection with H. 
polygyrus (C).  Data represents one 
experiment per time point.  **=p<0.01.  
	   105	  
  




























































































































1.2 - MD4 mice are unable to produce parasite-specific antibodies, and are fully susceptible to 
H. polygyrus infection
Adult worm counts (A) and faecal egg counts (B) from the small intestines of d28 H.polygyrus-infected 
BALB/c or MD4 mice.  Granuloma counts on the small intestine of BALB/c and MD4 mice, 28 days after 
infection with H. polygyrus (C).  Binding of serum antibodies to HES on an ELISA plate measured at OD 
280, with serum from d28 infected BALB/c (closed circles) or MD4 (open circles) mice (D).  Total 
amounts (μg/ml) of IgM antibodies in the serum of individual BALB/c and MD4 mice (E&F).  Data 
represent one experiment.  *=p<0.05, ***=p<0.001.
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Chaper 1 - Bcells - figs.pzf: Fig 1.3 - CD40/154 - Saturday, 17 August 2013
















































































1.3 - CD40-/- and CD154-/- show no difference in worm burden after primary infection to wild-
type C57BL/6 
Adult worm counts (A) and faecal egg counts (B) from the small intestine of d28 H.polygyrus-
infected C57BL/6, CD40-/- and CD154-/- mice.  Titres of HES-specific IgG1 (C) and IgM (D) in serum 
from naïve, d14 and d28-infected mice.  Levels of IL-4 (E) and IL-13 (F) released from d28-infected 
mouse MLN cells stimulated with media, HES and α-CD3 for 3 days in vitro.  Results are 
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Chaper 1 - Bcells - figs.pzf: Fig 1.4 - HES and HEX blots - Saturday, 17 August 2013
1.4 - Primary antibody responses are predominantly directed at secreted, rather than 
somatic, parasite antigens
10μg of HES (A) or HEX (B) were run in the first dimension along an isoelectric focusing strip, and 
then down a conventional SDS-PAGE gel.  Subsequent silver staining revealed protein content.  
Molecular mass markers (kDa) are shown on the left hand side of each gel.  The major VAL 
components are indicated having previously been identified with LC-MS/MS (Hewitson et al. 2011).  
Western blots of 2D gels of HES and HEX with serum from d28 infected (C&D) or d100 infected 
(E&F) C57BL/6 mice.  Blots were detected using a polyvalent anti-Ig conjugate.  Molecular mass 
markers (kDa) are shown on the left hand side of each blot.  Serum is pooled from 5 mice per time 
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1.5 - Generation of monoclonal antibodies to HES antigens
Schematic showing the workflow for generation of monoclonal antibodies to HES 
components (A).  Dot plots showing the frequency of IgM and IgG1 monoclonal antibodies 
generated to HES components from either spleen or MLN cells from d28 H. polygyrus-
infected C57BL/6 mice (B&C).  Each dot represents a single positive well from a 96-well 
plate screen.    
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Discussion 
B cells are a key cell type in the development and successful mediation of a Th2 
response against helminths.  As well as the production of antibodies, both parasite-
specific and nonspecific, that can act directly against the parasite, and augment 
cellular immunity themselves, B cells can have antibody-independent effects, such as 
antigen presentation and cytokine production (Harris and Gause 2011). Although 
several studies in B cell and antibody deficient mice have highlighted the importance 
of B cells and antibodies in secondary challenge infection with H. polygyrus 
infection, primary infection has not been studied to the same extent.  Use of primary 
infection gives a picture of how the immune system initially recognizes the presence 
of the worm, and also prevents the complication of the use of anti-helminthic drugs, 
which may release internal antigens from the worm that natural infection would not 
normally expose.   
 
MD4 mice can not make HES-specific antibodies, although this had only a small 
effect on primary day 28 worm burden and egg production, reinforcing the findings 
from others (McCoy et al 2008) that the parasite-specific antibodies raised in wild-
type mice are either of low affinity, target molecules that are not essential to parasite 
survival, or at a too low a level to have a detrimental effect.  B cell-deficient µMT 
mice, and those which have defects in either CD40 or CD154 (and therefore class-
switching and T cell-dependent antibody production), have slight, but not significant, 
defects in the ability to clear worms and curb egg production in a primary infection, 
by day 28.  This phenotype has been noted in other B cell deficient mice on both a 
C57BL/6 and BALB/c background (Wojciechowski et al 2009; Liu et al 2010b).  It 
is unclear why differences in Th2 cytokines and antibodies do not translate to a 
greater difference in worm burden in CD40-/- and CD154-/- mice.  C57BL/6 are 
known as slow responders in H. polygyrus infection and, compared to other strains 
such as BALB/c, still have high numbers of worms at day 28 in a primary infection.  
Therefore, an even later time point might reveal differences in ability to expel the 
worm in the knock-out mice, and the use of gene knock-outs on a BALB/c 
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background may be more appropriate, as any difference in ability to clear adult 
parasites will be amplified in these mice. 
 
µMT mice did not form granulomas in response to H. polygyrus infection.  Although 
B cells are not a key cell type in granulomas formed around H. polygyrus (Patel et al 
2009), the presence of antibodies bound to the surface of both the larvae and the 
inflammatory cells forming the granuloma may act to activate cells and complement 
cascades to induce further cell infiltration and cytokine production (Harris and Gause 
2011).  In no study with H. polygyrus in B cell or antibody deficient mice, have 
granuloma numbers been quantified.  One study did extract RNA from granulomas 
isolated from the gut wall, and found there to be no difference in the Th2 cytokine 
transcript in granuloma cells between JHD and BALB/c wild-type mice (Liu et al 
2010b). 
 
The importance of HES as a key factor at the interface between parasite and host 
immune system is demonstrated by its ability to trigger strong antibody responses in 
comparison to HEX.  Previous studies have identified the most immunodominant 
antigens in HES to be in the range of 50-70 kDa (Monroy et al 1989d; Pleass and 
Bianco 1996; Ben-Smith et al 1999) – the experiments presented here identify these 
antigens as members of the VAL family, to which mAbs raised from infected mice 
also bind.  We found subsets of mAbs that recognize either a common carbohydrate 
epitope on VALs, or the heat-labile polypeptide structure of individual VALs, 
broadly split by antibody isotype.  Why some epitopes are more immunodominant 
than others may rely on several factors.  It is interesting to consider that the majority 
of IgM mAbs we made recognized a common epitope across several different VAL 
molecules and were shown to bind the adult worm cuticular surface (Hewitson et al 
2011a).  Therefore these specificities of antibodies may simply represent an 
evolutionarily derived first-line of defence, before more defined, class switched 
antibodies can be made to target individual molecules released by the worm. 
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Antibodies may act in several ways.  Although primary infection serum has not been 
found to be protective in terms of worm number reduction (Pritchard et al 1984; 
McCoy et al 2008), the reduction in fecundity that was documented (McCoy et al 
2008) would act in the wild, to minimise further infection of the host population.  
Neutralisation of parasite-derived molecules by antibodies may act to limit larval 
growth and development (Ey 1988), or direct molecular and cellular immunity 
against the adult worm surface.  It has previously been shown that IgG1 antibodies 
are the most dominant, and protective when transferred (Pritchard et al 1983), and 
we found the majority of class-switched antibodies to be of this isotype.  Indeed, 
evidence for the protective effects of IgG1 antibodies is presented in studies with 
different strains of mice that respond to H. polygyrus to varying degrees – ‘fast-
responder’ strains (SJL and SWR) have a quicker and stronger antibody response, 
and recognize a greater range of antigens, than ‘slow-responders’ (CBA and 
C57BL/10) (Ben-Smith et al 1999). 
 
The mAbs raised to HES were tested for their ability to limit parasite numbers and 
egg production, but none conferred protection (Hewitson et al 2011a).  This is in 
contrast to vaccination with whole HES, which results in a complete reduction in 
worm and egg numbers compared to PBS controls (Hewitson et al 2011a).  Single 
mAbs were used in the transfer experiments, and it may be that combinations of 
specificities are needed for immunity.  Another question may be the availability of 
the antibodies to the worm.  IgG1 antibodies have been found in the intestinal lumen 
following H. polygyrus infection (Ben-Smith et al 1999), but it is unclear whether 
IgM antibodies could actually gain access to the worm in the intestine, from the 
circulation.  There is also a possibility that the parasite may make proteins with 
conserved epitopes that are in fact a decoy, directing antibody responses to harmless 
antigens, and away from those that may be crucial to the survival of the worm 
(Maizels et al 1993). 
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The identification of immunodominant molecules in HES could give insight into 
how H. polygyrus can manipulate the host response, and if components of HES could 
be used therapeutically in the future.  
 
Key Findings  
• In accordance with published literature, the ability of mice to expel adult 
worms by day 28 in a primary H. polygyrus infection is unaffected by lack of 
B cells, specific antibodies or ability to class switch, although using mice on 
a more resistant background may yield more significant differences between 
wild-type and deficient mice. 
• Surprisingly, µMT mice cannot form intestinal granulomas around tissue-
invading larvae, a characteristic feature of H. polygyrus infection.  However, 
this does not impede expulsion of the parasite.  This is an unexpected, and 
unreported finding, and could be investigated further. 
• The primary antibody response to H. polygyrus infection is restricted to a 
very small subset of the proteins in HES and is primarily IgM and IgG 
dominated.     
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Chapter 2 
Immune mechanisms involved in immunity to primary 
infection with H. polygyrus 
 
Introduction 
Studies in both mouse and human populations strongly indicate that immunity to 
gastrointestinal nematode parasites requires a strong Th2 responsiveness profile 
(Turner et al 2003; Finkelman et al 2004; Jackson et al 2004) with the canonical type 
2 cytokines IL-4 and IL-13 critical in mobilising a range of innate effector 
mechanisms that disable and expel gut helminths (Else et al 1994; Finkelman et al 
1997; Hayes et al 2004; Anthony et al 2007; Maizels et al 2012).  Interestingly, 
human populations show a spectrum of responses to helminth infection, varying from 
effective resistance through hyporesponsiveness and tolerance, to hyperreactivity and 
pathogenesis (Maizels and Yazdanbakhsh 2003).  Allelic variation at key loci 
controlling type 2 cytokines and their signals (such as IL-13 and STAT6) is an 
important genetic factor influencing the outcome of helminth infection in humans 
(Peisong et al 2004; Kouriba et al 2005), and likewise, different strains of mice can 
display contrasting patterns of susceptibility or resistance to helminth parasites.  
Hence, mouse models can provide new insights not only into immunological 
mechanisms of protection, but also the genetic basis for variation in the efficacy of 
those mechanisms. 
 
The rat parasite N. brasiliensis is rapidly expelled by Th2-dependent mechanisms in 
all immunocompetent strains of mice (Urban et al 1998).  A more balanced picture is 
seen with the cecal-dwelling Trichuris muris, in which Th2-dependent immunity is 
directly antagonised by the degree of Th1 responsiveness (Hayes et al 2004).  Thus, 
blocking IFN-γ responses enables a susceptible mouse to clear infection (Else et al 
1994) while exogenous IL-12 prolongs infection in a genotypically resistant animal 
(Bancroft et al 1997).  A further layer of complexity is observed with H. polygyrus, 
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which generates a significant regulatory T cell population that inhibits Th2 immunity 
(Wilson et al 2005; Finney et al 2007; Setiawan et al 2007; Rausch et al 2008; 
Grainger et al 2010).  Recent data implicate similar regulatory effects in human 
intestinal helminth infections (Turner et al 2008; Figueiredo et al 2010) suggesting 
that H. polygyrus may offer a valuable system to model such interactions. 
 
 
A further feature of the H. polygyrus model of immunity is that inbred strains differ 
markedly in their ability to expel primary infections (Prowse et al 1979; Enriquez et 
al 1988; Wahid et al 1989; Wahid and Behnke 1993b; Prowse and Mitchell 2005; 
Behnke et al 2009)(see Table 2.1).  Resistant mouse strains such as SJL show faster 
and stronger antibody and Th2-type responses (Wahid and Behnke 1993b; Lawrence 
and Pritchard 1994), but as yet few details are available which compare T cell 
subsets or innate immune components between strains with differing capacity to 
reject primary infection. In addition, while resistance in previously immunized mice 
is associated with formation of granulomas around encysted larvae (Anthony et al 




With the aim of further characterising important aspects of immunity to H. polygyrus, 
the strength of both innate and adaptive immune responses were correlated with 
ability to expel the worm by four widely used mouse strains, SJL, BALB/c, C57BL/6 
and CBA.  These responses included T-cell cytokines, T regulatory cells, antibodies, 
innate lymphoid cells and alternatively-activated macrophages.  In addition, the 
granuloma was investigated more fully with regards to frequency, cellular 
composition and role in immunity, as this has not been fully investigated in a 
primary setting.  
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Table 2.1 – ‘Responsiveness’ of inbred mouse strains to H. polygyrus 
‘Responsiveness’ Strain Immune mechanisms investigated 
Slow  






Primary response stimulates significantly lower cell 
numbers in the MLN than other strain (Parker and 
Inchley 1990; Lawrence and Pritchard 1994), very few 
mast cells in the gut (Lawrence and Pritchard 1994), 
low levels of mMCP in serum and intestinal lavage 
(Behnke et al 2003b; Ben-Smith et al 2003), and low 
eosinophilia (Zhong and Dobson 1996). 
Have no, or very weak, protective response to re-
challenge (Behnke et al 1983; Behnke and Robinson 
1985; Behnke et al 2003b). 




C57BL/10 mice show less rapid and lower 
eosinophilia levels in circulation, after both primary H. 
polygyrus infection or injection of parasite antigens, 
than NIH mice (Wakelin and Donachie 1983). 
Fast (6-8 weeks) DBA/2 
BALB/c 
NIH 
NIH mice produced a higher peak of lymphocytosis, 
neutrophilia and monocytosis in the circulation than 
C57BL/10 mice after primary infection (Ali et al 
1985).  NIH, BALB/c and DBA/2 mice have more 
effective protection after multiple infections than 
C57BL/6, C57BL/10 and CBA (Behnke and Robinson 
1985; Enriquez et al 1988).   NIH and BALB/c mice 
have more intense IgG1 responses than C57BL/10, 
with higher titres noted after infection with a larger 
inoculum of larvae (Wahid and Behnke 1993a).  
BALB/c have higher numbers of B and T cells in the 
MLN throughout infection, than CBA mice (Lawrence 
and Pritchard 1994). 
Rapid (4-6 weeks) SJL 
SWR 
SJL and SWR have quicker and stronger antibody 
responses than other strains, involving stronger 
recognition of a larger number of antigens on a 
Western blot of HES (Ben-Smith et al 1999) and adult 
worm homogenate (Lawrence and Pritchard 1994), and 
higher titres of parasite specific antibody of different 
isotypes in serum (Lawrence and Pritchard 1994; Ben-
Smith et al 1999; Ben-Smith et al 2003). 
Infected SWR MLN cells produced higher levels of 
IL-3, IL-4 and IL-9 after ConA stimulation than NIH 
and CBA (Wahid et al 1994). 
Both strains show early peaks of serum TNF, mMCP-
1, intestinal mast cells and goblet cells, which precede 
the expulsion of the worms (Behnke et al 2003b; Ben-
Smith et al 2003). 
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Results 
2.1 Variation in susceptibility to primary infection with H. polygyrus manifests 
first with early differences in fecundity and granuloma formation, and 
subsequent loss of adult worms 
Inbred mouse strains are known to vary significantly in their susceptibility to H. 
polygyrus (Prowse et al 1979; Behnke et al 2009) and in comparing 4 mouse strains 
three critical features of differential immunity were noted. First, luminal adult worms 
were present in all groups at day 14, soon after emergence (Fig. 2.1 A), and only 
subsequently did genetically determined differences in expulsion become apparent. 
Thus, by day 28 resistant strains had expelled most of the adult parasites, with 
BALB/c and SJL mice carrying the lowest numbers while C57BL/6 and CBA 
retained high numbers (Fig. 2.1 B). 
 
Secondly, at the earlier time point of day 14, parasite egg production was much 
lower in relatively resistant SJL mice than in the fully susceptible CBA and C57BL/6 
strains (Fig. 2.1 C). As the total number of adult worms in the gut lumen was similar 
in all groups at this time point (Fig. 2.1 A), this phase of immunity represents a 
reduction in worm fitness as reflected by their fecundity. By day 28, egg production 
more closely mirrored adult worm loads with CBA and C57BL/6 mice excreting the 
most, and BALB/c and SJL the fewest (Fig. 2.1 D). 
 
Thirdly, the more resistant strains showed more extensive development of 
macroscopic granulomas in the intestinal wall (Fig. 2.1 E-G), which although 
numerous in the more resistant genotypes are sparse in the fully susceptible mice 
(Fig. 2.1 H). The abundance of granulomas shows, in this day 14 comparison, an 
inverse relationship with worm fecundity (Fig. 2.1 I) suggesting that they may impair 
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2.2 The most susceptible strains make a weak Th2 response to H. polygyrus, 
which is counterbalanced by release of IFN-γ by T cells 
Cellular immune responses were first assessed at day 7 post-infection using both 
polyclonal and antigen-specific assays. In vitro stimulation of draining MLN cells 
with H. polygyrus ES material (HES) and anti-CD3 antibody for 72 hours elicited 
high levels of IL-4, IL-13 and IL-10 from SJL and BALB/c, measured by ELISA 
(Fig. 2.2 A-C).  In the same assays, susceptible C57BL/6 and CBA mice mounted 
weaker Th2 responses, while expressing higher levels of IFN-γ (Fig. 2.2 D).  Direct 
intracellular cytokine staining for IFN-γ also showed significantly higher levels in 
both CD4+ (Fig 2.2 E) and CD8+ T cells (Fig 2.2 F) from the most susceptible strains.  
CBA mice in particular made extremely poor T cell IL-4 responses compared to the 
other 3 strains measured in this way (Fig 2.2 G).  
 
These results concur with previous findings showing that a strong Th2 response is 
correlative with resistance to H. polygyrus (Wahid et al 1994).  It has been shown in 
several publications that regulatory T cells induced by H. polygyrus are responsible 
for downregulation of IFN-γ, which can often prevent immune pathology (Bazzone 
et al 2008; Ince et al 2009; Tetsutani et al 2009).  A predisposition of C57BL/6 and 
CBA mice to overexpress IFN-γ (Fig 2.2 D-F), and produce low levels of regulatory 
cytokines such as IL-10 (Fig 2.2 C) would fit with findings that susceptibility to H. 
polygyrus correlates with higher levels of Th1 cytokines after removal of regulatory 
systems (Reynolds and Maizels 2012).  CBA mice in particular displayed very poor 
Th2 responses to HES and to polyclonal stimulation with αCD3, which were 
significantly lower than in SJL and BALB/c mice (Fig 2.2 A-B), which may be due 
to the over-exuberant production of IFN-γ.  
 
 
2.3 Qualitative differences of CD4+ FoxP3+ regulatory T cells in SJL mice 
after H. polygyrus infection 
H. polygyrus has previously been reported to expand the numbers of Foxp3+ 
regulatory T cells in C57BL/6 and BALB/c mice (Finney et al 2007; Rausch et al 
2008) and in particular to stimulate a significant rise in CD103 expression within the 
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Foxp3+ T reg compartment (Finney et al 2007). The induction of CD103 is 
considered an activation marker for Tregs (Huehn et al 2004) and is strongly TGF-β 
dependent in H. polygyrus-infected mice (Reynolds and Maizels 2012). Furthermore, 
interfering with TGF-β signalling in chronically infected mice has been shown to 
increase worm expulsion (Grainger et al 2010), although depletion of Tregs in 
Foxp3-diphtheria toxin receptor mice did not alter the worm burden at day 14 
(Rausch et al 2009).  
 
Since the most susceptible strains of mice had higher levels of IFN-γ in response to 
H. polygyrus, and this has been linked to a lack of regulation in this system, 
regulatory T cell responses were assessed at day 7 post-infection in the 4 strains of 
mice.  Perhaps surprisingly, the strain which exhibited the clearest increment in the 
percentage of MLN Foxp3+CD4+ Tregs, as measured by flow cytometry, was the 
most resistant SJL (Fig. 2.3 A).  However, when this subset was further analysed for 
expression of CD103, it was notable that the SJL mouse showed much lower levels 
in the steady-state uninfected lymph nodes (as independently reported elsewhere 
(Tucker et al 2011)), and did not upregulate CD103 on infection in the same manner 
as BALB/c mice (Fig. 2.3 B). Similarly, fewer SJL Tregs upregulated GATA3 in 
response to infection (Fig. 2.3 C), which may be important, as GATA3 has been 
found to be required for functional Treg suppression in the gut (Wohlfert et al 2011). 
These data argue that although there is no correlation between susceptibility and the 
overall numbers of Foxp3+ Tregs, a qualitative distinction may exist in the 
suppressive capacity of these cells in the most resistant SJL genotype. 
 
Because CD103 induction is associated with TGF-β stimulation, and the known 
importance of TGF-β in de novo conversion of peripheral T cells to a regulatory 
phenotype, the ability of SJL and C57BL/6 T cells to convert from Foxp3– to Foxp3+ 
T cells upon incubation with mammalian TGF-β, or with HES which contains a 
functional mimic of TGF-β (Grainger et al 2010), was measured. Both C57BL/6 and 
SJL T cells were able to upregulate Foxp3 expression, although the proportional 
increase was less marked in cells from the resistant SJL strain (Fig 2.3 D).  
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2.4 SJL mice have stronger and more wide-ranging antibody responses, 
although display a defect in IgE production, in response to H. polygyrus 
infection 
Parasite-specific IgG1 antibodies are known to be protective against H. polygyrus 
infection (Pritchard et al 1983; Williams and Behnke 1983; McCoy et al 2008; 
Wojciechowski et al 2009; Liu et al 2010b), and their titre correlates with genetic 
resistance to this parasite (Ben-Smith et al 1999). As most serum antibodies are 
directed against antigens in the secreted HES products (Hewitson et al 2011a), anti-
HES antibody levels were assayed.  The resistant SJL mice were found to have 10-
fold higher IgG1 titres than other strains (Fig 2.4 A), with a broader repertoire of 
total antibody:antigen recognition (Fig 2.4 B). Surprisingly, specific IgE production 
was significantly higher in the most susceptible strain, CBA (Fig 2.4 C) and 
relatively low, as previously noted (Ben-Smith et al 2003), in resistant SJL mice. No 
difference in anti-HES IgA titers was observed between strains (Fig 2.4 D).  H. 
polygyrus infection also stimulates hyper-IgG and -IgE serum levels reflecting 
polyclonal antibody stimulation (Chapman et al 1979; Pritchard et al 1983; Urban et 
al 1991a). While total serum IgG1 levels rose more than ten-fold in infected mice of 
all strains (Fig 2.4 E), increased total IgE was only seen in the more susceptible 
genotypes, with SJL mice recording almost no increment in serum IgE 
concentrations (Fig 2.4 F). Overall, these data reinforce the conclusion that IgG1, 
rather than IgE or IgA, is the critical isotype required for immunity to H. polygyrus 
(McCoy et al 2008). 
 
 
2.5 Levels of innate cytokines and innate lymphoid cells correlate with more 
resistance phenotypes in H. polygyrus infection 
ILC2s have been identified as key instigators of Th2 responses, releasing IL-5 and 
IL-13 in response to the epithelial-derived cytokines IL-25, IL-33 and TSLP (Saenz 
et al 2008; Saenz et al 2010a; Oliphant et al 2011; Spits and Cupedo 2012).  Their 
importance in regulation of commensal bacteria, balancing of inflammation and 
wound repair, and responses to infections in the gut (Sonnenberg and Artis 2012; 
Tait Wojno and Artis 2012), and in particular, in mediating protective responses to 
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intestinal helminths such as N. brasiliensis (Neill et al 2010) and T. muris (Saenz et 
al 2010b), has been demonstrated. 
 
ILC responses were therefore evaluated, and it was found that IL-5+ and IL-13+ 
lineage-negative cells (negative staining for CD3, CD4, CD8α, CD19, CD11b, 
CD11c, F4/80, Gr1, DX5, MHCII) were induced in the MLN at day 7 post-infection 
with H. polygyrus, with higher levels of cells expressing cytokines in the most 
resistant strains (Fig 2.5 A, B).  When expressed as a proportion of total MLN cells, 
0.1-0.2% MLN cells from SJL mice were IL-5 producing ILCs (Fig 2.5 A), which 
was significantly higher than in BALB/c and C57BL/6 mice.  Staining for IL-13 in 
ILCs was more variable (Fig 2.5 B, D).   
 
The total numbers of eosinophils (CD11b+ SiglecF+) in the PL at day 7 post-infection 
correlate with the levels of IL-5+ ILCs, which have been shown to promote 
eosinophils in other helminth models (Yasuda et al 2012; Molofsky et al 2013).   
  
 
2.6 Expression of markers of alternatively activated macrophages correlates 
with resistance to H. polygyrus 
Many helminth infections drive a specialized functional program in macrophages 
termed alternative activation, associated with expression of distinct gene products 
including Arg1, Chitinase-3-like protein 3 (also known as Ym-1), and RELM-α 
(otherwise FIZZ-1) (Kreider et al 2007).  Total numbers of macrophages (CD11b+ 
F4/80+) in the PL, the site adjacent to parasite-induced intestinal inflammation, were 
highest in the most resistant SJL and BALB/c mice (Fig 2.6 A).  Markers of 
alternative activation were strikingly elevated among these expanded peritoneal 
macrophage populations in the SJL and BALB/c strains, in which 15-25% expressed 
RELM-α and Ym1 within 7 days of infection (Fig. 2.6 B). These gene products were 
also upregulated in intestinal tissue, as found for RELM-α and Ym1 protein by 
ELISA (Fig. 2.6 C, D) and RELM-α by RT-PCR (Fig. 2.6 E). Similarly Arg1 mRNA 
levels were most upregulated from naïve levels in the SJL strain (Fig. 2.6 F).  
Upregulation of RELM-β expression, which has been reported to exert a direct anti-
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parasite effect on H. polygyrus (Herbert et al 2009), was also maximal in infected 
SJL mice, although in this case CBA naïve and infected samples had very high levels 
of mRNA for this protein (Fig. 2.6 G).  
 
 
2.7 Primary resistance to H. polygyrus infection is associated with granuloma 
formation and intestinal expression of Ym1  
A notable feature of H. polygyrus infection in the more resistant animals is the 
development of numerous macroscopic granulomas in the gut wall by day 14 (Fig. 
2.1E, H). Similar granuloma-like structures have been reported following secondary 
challenge of susceptible mice that have been cleared of primary infection by curative 
drug treatment (Liu et al 2004; Anthony et al 2006; Anthony et al 2007), as well as 
in resistant mice within the course of primary infection itself (Prowse et al 1979); 
these granulomas have been reported to be macrophage-rich with a significant influx 
of neutrophilic granulocytes (Morimoto et al 2004). Histological analysis of the 
duodenal wall showed that at day 14 post-infection, some granulomas in SJL mice 
still contained parasites although the great majority had emerged into the lumen (Fig. 
2.7A). At this time point, all parasites in the other strains were found in the lumen. 
 
To assess the level of alternative activation in situ, sections of gut wall (containing 
granulomas in the appropriate strains) were probed with antibody to the Chi3L3 
(Ym1) protein product. As also illustrated in Fig. 2.7 B, SJL mice showed high levels 
of Ym1 protein both in and around the granuloma, often associated with large 
mononuclear cells (Fig. 2.7 D arrows). No significant staining was observed in the 
two more susceptible strains, or in gut tissues taken from uninfected mice of any 
genotype (data not shown). 
 
 
2.8 Immunity to H. polygyrus is completely dependent on IL-4Rα-mediated 
signalling but is not significantly influenced by CD8 T cells and IFN-γ 
It is well established that resistance to gastrointestinal nematodes requires IL4R-
mediated signalling in both hematopoietic and non-hematopoietic cells (Urban et al 
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1998; Urban et al 2001). To test whether granuloma development was similarly 
dependent, BALB/c and congenic IL-4Rα-deficient mice were infected. Very clearly, 
no granulomas developed in the IL-4Rα-/- animals (Fig 2.8 A) and, as expected, IL-
4Rα-deficient mice were highly susceptible to infection with increased fecundity per 
worm (Fig 2.8 B); they also failed to expel adult parasites by day 28 (Fig 2.8 C).   
In the susceptible backgrounds, it was assessed whether high levels of IFN-γ 
expression within the CD4+ and CD8+ T cell subsets were responsible for their 
failure to expel H. polygyrus, as depletion of this cytokine from T. muris-infected 
mice is sufficient to confer resistance in normally susceptible animals (Else et al 
1994). First, CD8+ T cells were depleted from C57BL/6 mice with monoclonal 
antibody YTS169; this resulted in modest reductions in egg counts, which did not 
attain statistical significance, while adult worm numbers were unchanged at day 28 
(Fig 2.8 D, E). 
 
Secondly, IFN-γ-deficient mice on the C57BL/6 background were infected with H. 
polygyrus: this genotype shows reduced worm loads at 28 days post-infection 
(Reynolds and Maizels 2012), but at the earlier time point of 14 days, no difference 
was observed in adult worm numbers (Fig 2.8 F). Unlike other experiments 
(Reynolds and Maizels 2012), egg production at day 14 was also unaltered (Fig 2.8 
G), indicating that the effect of IFN-γ-deficiency is not profound in the C57BL/6 
setting. Hence, IFN-γ contributes to susceptibility but in contrast to the T. muris 
system, does not fully account for failure of resistance in the susceptible mice. 
 
 
2.9 Clodronate depletion of macrophages in BALB/c and SJL mice 
significantly compromises granuloma formation and immunity during H. 
polygyrus infection 
As macrophages have been shown to be a major cell type in local inflammatory 
responses to H. polygyrus (Figs 6 and 7, and (Anthony et al 2007)), clodronate 
liposome administration was used to deplete phagocytic immune cells in vivo. 
Intravenous administration of liposomes containing the chemical clodronate, leads to 
internalization by, and specific toxicity to, macrophages and circulating monocytes  
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which subsequently undergo apoptosis (van Rooijen and Hendrikx 2010).    
 
In BALB/c mice, clodronate treatment significantly impaired immunity as shown by 
increased adult worm (Fig. 2.9 A) and egg (Fig. 2.9 B) numbers at day 28.  At this 
later time point, few granulomas were present in clodronate-treated mice (Fig. 2.9 C). 
Similarly, clodronate-treated SJL mice formed a reduced number of intestinal 
granulomas (Fig. 2.9 D), but continued to repress egg production (Fig 2.9 E), while 
adult worm expulsion was only slightly delayed (Fig. 2.9 F). Hence the strength of 
the contribution of clodronate-sensitive phagocytes to protection against helminth 
infection depends on the genetic background of the host.  Clodronate treatment was 
shown to reduce expression of CD115 on the surface of CD11b+ cells in the blood, 
and the proportion of CD11b+ cells by ~60-70% (Fig 2.9 G, H).  Therefore, 
clodronate treatment does not completely deplete macrophages and monocytes from 
the circulation.  Given the significant effects of the treatment however, it is clear that 
these cells contribute directly to the composition of the granuloma and to anti-
parasite immunity.   
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Figure  2.1 - Variation in susceptibility to primary infection with H. polygyrus manifests first with early 
differences in parasite fecundity and granuloma formation, and subsequent loss of adult worms.
  
Age-matched female SJL, BALB/c, C57BL/6 and CBA mice were infected with 200 H. polygyrus L3 larvae by 
gavage.  Data presented are pooled from two independent experiments.  Bars indicate mean and standard 
error of the mean. 
Luminal adult parasites (A, B) and faecal egg counts (C, D) were enumerated at days 14 and 28 post-infection.  
Representative images of d14 intestinal granulomas in different mouse strains were taken at x0.75 (E) and 
x1.25 (F) magnifications, and from a d14 infected BALB/c mouse, hemotoxylin and eosin stained (G).  Image 
taken at x4 magnification. 
The number of granulomas in the small intestine were enumerated at day 14 of infection (H) and the negative 
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Figure 2.2 - The most susceptible strains make a 
weak Th2 response to H. polygyrus which is 
counterbalanced by release of IFN-! from T cells
At 7 days post-infection with H. polygyrus, MLN cells 
from 4 strains of mice were restimulated with media, 
HES or αCD3 for 72 hours after which IL-4 (A), IL-13 
(B), IL-10 (C) and IFN-γ (D) levels in the supernatant 
were measured by ELISA. 
MLN cells were also directly stained for intracellular 
IFN-γ within CD4 cells (E) and CD8 cells (F), and IL-4 
within CD4 cells (G).  Results are representative of 2 
independent experiments.  
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Figure 2.3 - Qualitative differences of CD4+ FoxP3+ regulatory T cells in SJL mice after H. 
polygyrus infection
CD4+ T cells from naïve or day 7 H. polygyrus-infected female SJL, BALB/c, C57BL/6 and CBA mice 
were stained for expression of Foxp3 (A) together with CD103 (B), GATA3 (C). Results are pooled 
from 2 experiments.  Positive cells are expressed as the mean with standard error from 2-6 animals 
per group.  
CD4+ splenocytes were separated and cultured for 72 hours with media, 10μg/ml HES or 10ng/ml 
rhTGFβ, and FoxP3 expression assessed (D).
* = p<0.05, ** = p<0.01, *** = p<0.001
A B
C D
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Figure 2.4 - SJL mice have stronger and more wide ranging antibody responses, although 
display a defect in IgE production in response to H. polygyrus infection
Anti-HES IgG1 (A), IgE (C) and IgA (D) serum antibodies from day 28-infected mice were measured by 
ELISA and endpoint titres determined.  Specificity of serum antibodies of naive and 28-day infected mice 
was profiled by immunoprecipitation of biotinylated HES followed by binding of enzyme-linked streptavidin 
(experiment carried out by Dr James Hewitson) Positions of major antigens are indicated. (B).  Total 
serum IgG1 (E) and IgE (F) levels in naïve and 28-day infected mice of each strain were detarmined by 
ELISA aagainst a standard curve of recombinant mouse IgG1 or IgE.
Mean values with standard errors are presented; data are representative of several replicate experiments.  
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Figure 2.5 - Levels of innate cytokines and innate 
lymphoid cells correlate with more resistant 
phenotypes in H. polygyrus infection
At 7 days post-infection with H. polygyrus the proportion 
of lineage negative cells expressing IL-5 (A) and IL-13 
(B) were analysed, also expressed as proportions of all 
MLN cells (C, D).  Representative FACS plots of lineage 
negative gating and IL-5 staining withiin this population 
(E).
The total number of eosinophils (CD11b+ SiglecF+) in 
the PL of naive and day 7-infected mice was 
enumerated (F).
Data are from 2 experiments combined. * = p<0.05
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Figure 2.6 - Expression of markers of 
alternatively activated macrophages correlates 
with resistance
The total number of macrophages (CD11b+ F4/80+) 
in the PL of naive or d7 H.polygyrus-infected mice 
was enumerated (A), and the proportion of these to 
coexpress RELM-α and Ym1 assessed (B).  RELM-
α (C) and Ym1 (D) protein levels in gut homogenate 
were measured by ELISA.  cDNA levels of Relm-α 
(E), Arg-a (F) and Relm-β (G) were measured by 
quantitative PCR.
Data are combined from 2 experiments.  
* = p<0.05. ** = p<0.01, *** = p<0.001.    
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Figure 2.8 - Immunity to H. polygyrus is completely dependent on IL-4R!-mediated signaling but is 
not significantly influenced by CD8 T cells and IFN-" 
BALB/c and IL4-Rα-/- mice were infected with H. polygyrus and at day 14 post-infection intestinal granulomas 
(A) and faecal egg counts (B) were enumerated.  Adult worm counts were taken at days 14 and 28 post-
infection (C).
C57BL/6 mice were treated with αCD8 or control IgG during H. polygyrus infection, with adult worm counts 
enumerated at day 14 post-infection (D), and faecal egg counts at days 14 and 28 (E).
C57BL/6 and IFN-γ-/- mice were infected with H. polygyrus and adult worms (F) and faecal egg counts (G) 
enumerated at day 14 post-infection.
All graphs represent 2 experiments combined, with the exception of d28 worm burden data in Figure C, which 
is data from one experiment.  ** = p<0.01, *** = p<0.001
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Figure 2. 9 - Clodronate depletion of macrophages in BALB/c and SJL mice has significant 
effects on granuloma formation and immunity during H. polygyrus infection
BALB/c and SJL mice were treated with clodronate or PBS i.v. during H. polygyrus infection, and day 
28  intestinal granulomas (A, D), day 14 and 28 faecal egg burdens (B, E) and adult worms (C, F) 
were enumerated.  All results are pooled from 2 experiments and bars represent the mean and 
standard error.  * = p< 0.05, ** = p<0.01, *** = p<0.001
The MFI of CD115 on CD11b+ cells and the proportion of CD11b+ cells in the blood of mice treated 
with PBS or clodronate were assessed for BALB/c (G) and SJL mice (H), from one experiment each
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 Discussion 
 
Immunity to gastrointestinal helminth infections requires the appropriate and co-
ordinate responsiveness of the innate and adaptive immune systems (Anthony et al 
2007; Neill and McKenzie 2011; Maizels et al 2012).  The degree to which 
immunity successfully expels the parasite varies, however, according to the genetic 
status of the host; thus, comparisons of genetically susceptible and resistant 
genotypes can identify key components and mediators that are required for most 
effective immune protection.  Different mouse strains show diverse patterns of 
susceptibility to H. polygyrus infection (Enriquez et al 1988; Wahid and Behnke 
1993b), with resistance clearly associated with strength of Th2 responsiveness 
(Wahid and Behnke 1993a; Lawrence and Pritchard 1994).  
 
By day 14 post-infection with H. polygyrus, dramatic differences were apparent in 
worm fecundity between 4 strains of mice, which preceded subsequent worm 
explusion in the resistant genotypes.  Those strains able to limit egg production and 
curtail infection displayed a suite of enhanced Type 2 responses, including ILC-
derived cytokines, T cell production of IL-4, -10 and -13, eosinophilia and AAMΦ.  
Previous studies have highlighted such components in individual strains but these 
have not previously been correlated to the differential susceptibility of inbred mouse 
strains.  The positive correlation between levels of the cardinal type 2 cytokines IL-4 
and IL-13, and early expulsion of H. polygyrus, is entirely consistent with published 
reports on the strength of Th2 responses in resistant mice.  More surprising however 
is that IL-10 not only parallels the major Th2 cytokines, but shows a more extreme 
polarisation: thus the more resistant strains express the highest IL-10 when judged by 
elevated intracellular cytokine staining and by antigen-specific recall responses in 
vitro.  Poor, or slow, IL-10 production could permit higher IFN-γ levels among both 
CD4+ and CD8+ T cells in the more susceptible C57BL/6 and CBA mice which feed 
back to dampen the Th2 response more broadly.  An interesting possibility is that IL-
10 acts in mice in a manner similar to that in helminth-infected humans, promoting 
an IgG isotype (IgG1 in mice, IgG4 in humans) while suppressing IgE (Satoguina et 
al 2005). 
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Perhaps the most striking feature of the BALB/c and SJL strains is the extensive 
number of macrophage-rich granulomas in the intestinal wall which (as shown in 
SJL mice) envelop the larval stage of the parasite.  Such granulomas appear to be 
similar to those described in secondary infection, in which it was suggested that 
AAMΦ in the granulomas played a key role in mediating parasite killing (Anthony et 
al 2006; Anthony et al 2007; Patel et al 2009); the granulomas have also been 
reported to be somewhat dependent on IL-21R signalling (Fröhlich et al 2007).  
Primary granulomas are similarly macrophage-dependent, and associated with 
alternative activation, as shown in a number of ways.  Gene expression of AAMΦ 
markers Arg1 and RELM-α was maximal in the resistant SJL strain and 
immunohistochemical staining showed high levels of Ym1 protein in the granulomas 
of the most resistant strains.  Secondly, granulomas were absent in the IL-4Rα-
deficient setting, in which alternative activation of macrophages does not occur in 
response to helminths (Herbert et al 2004; Loke et al 2007).  Furthermore, 
clodronate depletion of macrophages reduced granuloma formation and control of 
egg and worm burdens in BALB/c and SJL mice.   
 
The experimental depletion of macrophages using clodronate is not entirely 
satisfactory due to the incomplete ablation, so that use of alternative methods would 
be desirable.  Conditional gene targeting in myeloid cells, such as in the LysM-cre 
mouse (Clausen et al 1999), which has an insertion of Cre cDNA in the M lysozyme 
locus endogenous to myeloid cells, results in deletion of the targeted gene of choice 
in most mature macrophages, but is not complete, and also affects other granulocytes 
and a small percentage of DCs.  This system has also been used with a diphtheria-
toxin receptor (DTR) cassette insertion to create LysM-DTR mice, which upon DT 
administration display ablation of lysM expressing cells, although the range of cells 
depleted and efficiency of depletion has been varied (Hume 2011).  Several other 
strategies for altering gene expression in macrophages, or deleting them completely, 
have been published (Hume 2011) and could be utilized to assess more specifically 
the role of macrophages in the granuloma and in immunity to H. polygyrus.  
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A further factor in the resistance of SJL mice may be a subtle defect in activation of 
regulatory T cells; this may not be evident solely in helminth infection, as the SJL 
mouse is also prone to a series of autoimmune conditions, and indeed defective T 
cell suppression has long been noted in this strain (Hutchings et al 1986).  If SJL 
mice are deficient in inducible Tregs, this may allow them to more rapidly deploy 
AAMΦ, as it has recently been reported that mice lacking the conserved nucleotide 
sequence CNS-1 in the Foxp3 gene (which allows TGF-β-mediated signals to 
stabilize Treg function), and lacking inducible Tregs, display uncontrolled 
accumulation of Ym1-expressing AAMΦ (Josefowicz et al 2012).  Future studies 
should explore the role not only of Tregs in this setting, but regulatory B cells which 
were previously found to be active in H. polygyrus infections of the more susceptible 
C57BL/6 strain (Wilson et al 2010). 
 
These data illustrate the multi-faceted and complex nature of innate and adaptive 
immune mechanisms involved in the control of H. polygyrus, and shows the extra 
layer of complexity added by the genetic background of the host.  This provides a 
useful platform for the design of future experiments with H. polygyrus, as immune 
mediated effects on parasitological parameters can be examined to maximal effect in 
the most suitable wild-type strain.  Correlates of immunity discovered in this way 
could be extrapolated to human studies and used to predict responsiveness to 
helminth infections or treatment of them in different cohorts.  Finally, future studies 
could utilize high throughput sequencing and gene array technology to more 
comprehensively assay patterns of host gene expression associated with resistance or 




• Strains of mice more resistant to H. polygyrus have a higher frequency of 
intestinal granulomas, which show strong expression of Ym1, and are 
significantly depleted in number upon clodronate treatment of the mice, 
especially in BALB/c mice. 
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• In the most resistant strain, SJL, other mechanisms of immunity are likely to 
compensate for the loss of macrophages, as granulomas are not depleted to 
the same extent and worms are still expelled almost fully by day 28.   
• The most susceptible strains of mice have weak Th2 responses, which are 
counterbalanced by release of high levels of IFN-γ from both CD4+ and CD8+ 
cells.   
• Proportions of ILC2s in the MLN of infected mice are significantly higher in 
the most resistant strains of mice than in more susceptible strains – the 
induction of these cells has not previously been shown in H. polygyrus 
infection, and as they are thought to be the key initiators of Th2 responses, it 
will be important to investigate them further in this setting.  
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Chapter 3 
The role of MIF in immunity to gastrointestinal helminths 
 
Introduction 
Immune responses to multicellular organisms, such as helminth parasites, are 
multifaceted and complex, including a plethora of cytokines, chemokines, cells and 
systems to control and clear the worms, and limit their spread further through the 
host population (Gause et al 2003; Anthony et al 2007; Allen and Maizels 2011; 
Maizels et al 2012).     
To investigate further the mechanisms of resistance to H. polygyrus, the cytokine 
MIF was selected, as a link between the innate local inflammatory responses 
observed in the formation of granulomas, and the systemic adaptive responses 
observed later in infection (see Chapter 2).  MIF is one of the oldest cytokines to 
have been described, when in the 1960s it was found to be involved in the delayed-
type hypersensitivity response and the inhibition of cell activation and migration in 
vitro (David 1966).  Since then, the highly pleiotropic nature of this molecule, in 
terms of expression and function, has been revealed.   
Many cell types have been found to express MIF, and in most areas of the body, 
especially those at barrier surfaces, such as lung, skin, gastrointestinal tract and 
genito-urinary tracts (Calandra and Roger 2003).  As well as epithelial cells (Maaser 
et al 2002), immune cells including T and B lymphocytes, macrophages, monocytes, 
DCs, neutrophils, eosinophils, mast cells and basophils have all been described as 
making MIF, with the unusual feature of being made constitutively, and stored in 
intracellular pools for instant release upon stimulation (Bernhagen et al 1998; Lue et 
al 2002; Calandra and Roger 2003).  MIF is also expressed at high levels in organs 
involved in stress responses such as the brain, adrenal and pituitary glands (Calandra 
and Bucala 1997; Donnelly and Bucala 1997), and in tumours, where it inhibits 
tumour cell lysis by cytotoxic T cells and NK cells (Repp et al 2000; Abe et al 2001), 
and induces immune suppressive cell populations such as tumour associated 
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macrophages and MDSCs (Bach et al 2008; Simpson et al 2012; Yaddanapudi et al 
2013).  Some studies have shown a correlation between MIF expression and 
worsened cancer prognosis (Meyer-Siegler et al 2002; Bach et al 2008).  There is 
also evidence that, although MIF-/- mice have viable offspring, the molecule has a 
role in foetal development, having been detected in multiple tissues during 
organogenesis (Kobayashi et al 1999; Shimizu et al 2005; Shen et al 2012).     
The role of MIF in inflammation and in inflammatory diseases is well documented 
(Donnelly and Bucala 1997; Ohkawara et al 2005; Bach et al 2008; Nishihira 2012).  
MIF production is significantly increased in patients with ulcerative colitis 
(Murakami et al 2001) and a polymorphism in the MIF gene is associated with a 
genetic predisposition of humans to Crohn’s disease (Griga et al 2007).  In 
experimental models of inflammatory bowel disease in mice, MIF deficiency or 
administration of anti-MIF antibody ameliorates inflammatory symptoms (de Jong et 
al 2001; Ohkawara et al 2002).  MIF is also important in other inflammatory 
diseases such as airway allergy (Wang et al 2006; Amano et al 2007; Magalhães et 
al 2007) atherosclerosis, arthritis, lupus, (Santos and Morand 2009), pancreatitis 
(Sakai et al 2003), cystic fibrosis (Adamali et al 2012), and atopic dermatitis 
(Shimizu et al 1997).  The known MIF polymorphisms in humans cause systemic-
onset juvenile arthritis (Donn et al 2001) and influence the severity of rheumatoid 
arthritis in a cohort of patients (Baugh et al 2002), correlate with susceptibility to 
chronic hepatitis B and associated liver cirrhosis (Zhang et al 2013), gestational 
diabetes mellitus and metabolic syndrome (Aslani et al 2011) and cystic fibrosis 
(Plant et al 2005).  MIF is also strongly induced in healing wounds in humans and 
mice (Gilliver et al 2010), although its precise role is unclear.  The role of MIF as a 
chemokine and activator of inflammatory cells could explain the findings that MIF-
deficiency, or blocking, led to the slower migration of skin fibroblasts and 
keratinocytes to the wound site and therefore slower healing (Abe et al 2000; Zhao et 
al 2005; Dewor et al 2007).   
MIF shows 90% identity between humans, mice, rats and cattle, and homologues are 
also found in birds, fish, plants and parasites (Bernhagen et al 1998; Calandra and 
Roger 2003).  It is a 114-amino acid protein with a molecular mass of 12.5 kDa, and 
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has a homo-trimer molecular structure (Bucala 1996; Suzuki et al 1996).  MIF has no 
signal sequence (Bernhagen et al 1994), and so is not exported through the 
endoplasmic reticulum.  It is not part of any cytokine superfamily (Calandra and 
Roger 2003), but does share structural homology with several bacterial enzymes, and 
has been shown to have catalytic activity itself as a tautomerase (Bernhagen et al 
1998; Swope et al 1998).  However, whether this enzymatic activity is necessary for 
its in vivo biological functions is unclear, as when a tautomerase-null MIF gene was 
knocked-in to replace the native MIF gene in mice, the molecule still bound to its 
surface receptor CD74 and induced the normal intracellular signaling cascade 
(Fingerle-Rowson et al 2009), and several mutant recombinant MIF proteins still had 
the immunological effects as normal MIF (Bendrat et al 1997; Hermanowski-
Vosatka et al 1999; Kleemann et al 2000).   
The MIF receptors have been identified as CD74 and CXCR4, which form a 
homodimer (Shi et al 2006; Schwartz et al 2009; Lue et al 2011; Schwartz et al 
2012), and CXCR2 (Bernhagen et al 2007; Weber et al 2008).  Binding through 
CD74 activates the extracellular-signal-regulated kinase 1/2 (ERK1/ERK2) and 
mitogen-activated protein kinase (MAPK) signalling pathway which leads to cell 
proliferation, upregulation of TLR4 on the cell surface (Roger et al 2001) and 
sustained cell survival (by negatively regulating the apotosis-inducing factor p53 
(Mitchell et al 2002) roles consistent with the inflammatory nature of MIF.  MIF-
deficient mice are susceptible to intracellular bacterial infection, and this is 
associated with reduced levels of inflammatory cytokines such as TNF, IFN-γ and 
IL-12 (Koebernick et al 2002).  However, too high a level of MIF can exacerbate 
lethal endotoxic shock caused by LPS and E. coli (Bernhagen et al 1993).  MIF is 
released from macrophages upon LPS stimulation and promotes the upregulation of 
pro-inflammatory mediators including Th1 cytokines and NO, and inhibits their 
migration, in an autocrine fashion (Calandra et al 1994; Bernhagen et al 1998).  The 
role of MIF in Th2 responses has been less widely documented but evidence 
suggests that in a Th2 environment, such as a helminth infection, MIF can synergize 
with IL-4 to promote the alternative activation of macrophages (Prieto-Lafuente et al 
2009).  Indeed, MIF has been found to be crucial in inflammatory responses in both 
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cutaneous (Yoshihisa et al 2010; Das et al 2011) and airway allergy models 
(Magalhães et al 2007). 
Due its involvement in some of the most debilitating inflammatory autoimmune 
disease in humans, efforts to target MIF in therapy are ongoing (Bucala 2013).  To 
this end several classes of MIF inhibitor are available (Winner et al 2008; Garai and 
Lóránd 2009; Xu et al 2013), as are anti-MIF antibodies, and recently a novel tool to 
knock down MIF specifically in APCs, via a Dectin-1-specific targeting of antisense 
MIF oligonucleotides into the cells, proved successful in a model of IBD (Nishihira 
2012). 
In terms of parasitic diseases, and more specifically, immunity to helminth infections, 
MIF has been less well characterized.  In experimental S. mansoni infection, MIF 
was found to be secreted by intact egg granulomas in vitro (Boros et al 1973) and to 
act as a chemoattractant for eosinophils to the granulomas in the gut and liver, 
although MIF deficiency had no effect on worm, egg or granuloma numbers 
(Magalhães et al 2009).  MIF mRNA was also detected in the adrenal and pituitary 
glands of baboons that were experimentally infected with S. mansoni, and was 
hypothesised by the authors to regulate hormone secretion in this setting (Morales-
Montor et al 2003).  Interestingly, MIF is also involved in the response of the 
intermediate snail host to infection with S. mansoni (Baeza Garcia et al 2010).  
Neutralising MIF in mice with rabbit anti-MIF at the time of liver granuloma 
formation and parasite egg release, compromised immunity to S. japonicum, which 
corresponded with decreases in TNF-α and IL-10 (Stavitsky et al 2003).  The only 
other helminth parasite that has been studied with relation to MIF is Taenia 
crassiceps, to which MIF-/- mice are highly susceptible (Rodríguez-Sosa et al 2003).  
Susceptibility in these mice was not due to a failure in Th1 or Th2 cytokine 
production, but was associated with downregulated macrophage responses in the 
peritoneal cavity. 
There are several more publications on the role of MIF in protozoan parasites where 
data is often conflicting, due to the many different strains of parasite, and variable 
host immune environment and genetic background (de Dios Rosado and Rodríguez-
Sosa 2011; Bozza et al 2012).  Generally, MIF is essential in experimental 
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Toxoplasmosis for the necessary Th1 response and classical macrophage activation 
needed to control the parasite burden (Flores et al 2008; Terrazas et al 2010b) but 
this can come with the cost of increased inflammation and tissue pathology 
(Cavalcanti et al 2011).  MIF has also been shown to directly activate macrophages 
to kill Leishmania parasites through upregulation of TNF-α and iNOS (Juttner et al 
1998), and furthermore, MIF-/- mice are highly susceptible to L. major infection, 
which is associated with lower levels of NO, not a defect in Th1 versus Th2 
responses (Satoskar et al 2001).  The same is true for Trypanosoma infections, in 
which MIF deficiency rendered mice susceptible to high parasitemia and severe 
immunopathology in the heart and skeletal muscle, associated with reduced levels of 
proinflammatory cytokines (Reyes et al 2006).  High serum levels of MIF also 
correlate with more severe Chagas-related heart disease in humans (Cutrullis et al 
2013).   
Studies into malaria have more conflicting outcomes.  It is clear that MIF is a risk 
factor for mortality in patients with cerebral malaria, caused by Plasmodium 
falciparum (Clark et al 2003; Jain et al 2009).  Some studies have shown that 
children with a history of severe P. falciparum infections have lower levels of 
transcript and circulating MIF, than those with repeated mild infections (Awandare et 
al 2006; Awandare et al 2007), indicating that a propensity to make MIF is 
protective in childhood malaria.  However, MIF seems to be associated with 
susceptibility and mortality in P. chabaudi infection in mice (Malu et al 2011) and 
associated with severe anaemia in this system (McDevitt et al 2006).   
Homologues of MIF are widely documented in parasitic helminths (Vermeire et al 
2008), and have been shown to contribute to the immune responses of the hosts they 
inhabit (Falcone et al 2001; Prieto-Lafuente et al 2009; Younis et al 2011).  MIF is 
also found in the secretions of H. polygyrus (Hewitson et al 2011b).  As MIF has 
been found to be important in development, it may be that its presence in organisms 
that would otherwise act to evade inflammatory immune responses, is explained by 
this phenomenon.  Moreover, helminth MIF homologues have been found to 
downregulate bystander Th2 responses (Park et al 2012), and so may directly act to 
dampen anti-helminth immunity in this way. 
	   143	  
As the contribution of MIF to the immune responses towards helminths has not been 
fully investigated, experiments were undertaken, primarily utilizing the MIF-/- mouse 
(Bozza et al 1999), to more extensively characterize the influence of MIF in cellular 
and molecular immunity to H. polygyrus, and the more acute gastrointestinal 
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Results  
3.1 MIF deficiency renders mice more susceptible to H. polygyrus than 
BALB/c wild-type mice 
To test the immunological role of MIF in helminth infection, mice with transgenic 
null alleles at this locus, backcrossed onto a BALB/c background, were infected with 
H. polygyrus.  At day 14 of primary infection, MIF-/- mice harboured the same 
number of adult parasites as BALB/c wild-type controls (Fig 3.1 A).  At this time-
point the mean egg count in MIF-/- mice was 60% higher than BALB/c controls, 
although the difference did not reach statistical significance (Fig 3.1 B).  By day 28 
post-infection, BALB/c mice cleared the majority of parasites (Fig 3.1 A), in keeping 
with their intermediate/fast-responder phenotype (Lawrence and Pritchard 1994; 
Reynolds et al 2012).  At this later time-point, MIF-/- mice harboured significantly 
higher parasite numbers than BALB/c (Fig 3.1 A), and this was also reflected in the 
faecal egg counts (Fig 3.1 B) which showed no diminution from day 14 levels in the 
same mice.  This indicates that there is an ineffective immune response towards H. 
polygyrus in MIF-/- mice, from an early time point in infection. 
 
The formation of granulomas around H. polygyrus larvae invading the submucosa of 
the small intestine has been shown to correlate strongly with strain related resistance 
to infection (see Chapter 2 & (Anthony et al 2007)).  Thus, BALB/c had high 
numbers of granulomas, commonly 100-150, along the small intestine at day 14 post-
infection, which declined in number to around 50 by day 28 (Fig 3.1 C).  
Unexpectedly, MIF-/- mice had the same number of granulomas as wild-type mice at 
both time points (Fig 3.1 C).  This points to a function for granulomas other than 
direct larval killing, and demonstrates that MIF has no role in their formation.        
 
3.2 Immune responses to H. polygyrus are comparable between MIF-/- and 
BALB/c mice 
To examine whether the failure of immunity in the MIF-/- mice reflects an impairment 
of Th2 responsiveness to H. polygyrus, cytokine production by MLNC from infected 
mice was assessed.  Levels of IL-4 (Fig 3.2 A) and IL-13 (Fig 3.2 B) released from 
MLNC restimulated with HES and αCD3, were comparable between BALB/c and 
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MIF-/- mice at day 14 post-infection.  There was no defect in the ability to make these 
cytokines in MIF-/- mice, indeed they made significantly more IL-13 than BALB/c at 
day 14 post-infection with H. polygyrus (Fig 3.2 B).  The inability to clear adult 
worms by day 28 is also not a reflection of an earlier skew towards a stronger Th1 
response than BALB/c, as they made comparable levels of IFN-γ at day 14 (Fig 3.2 
C). 
 
Mast cells have been suggested to be a key cell type in the initiation and regulation 
of early Th2 responses to H. polygyrus in the gut, with mast cell deficient mice 
displaying higher susceptibility to the parasite (Hepworth et al 2012).  Sections of 
small intestine from day 14-infected BALB/c and MIF-/- mice were stained with 
Toluidine blue, for clear metachromatic staining of mast cell granules.  Mast cells 
were dyed deep-purple and were counted per villus for BALB/c and MIF-/- mice, 
with villus length being measured, to give a mast cell count/mm of villus (Fig 3.2 D).  
At day 14, there was no significant difference between the number of mast cells per 
mm of villus between BALB/c and MIF-/- mice, suggesting that MIF has no role in 
the distribution of mast cells in the gut during H. polygyrus infection and that the 
presence of mast cells does not necessarily protect against the parasite, at least in a 
MIF-deficient environment. 
 
Regulatory T cell responses were also comparable between MIF-/- and BALB/c mice 
at days 14 and 28, in terms of the proportion of MLN cells with a CD4+ Foxp3+ 
phenotype (Fig 3.2 E), and the total number of cells expressing these markers (Fig 
3.2 F).  Proportions of T regs were significantly higher than naive levels at day 28 
post-infection, and numbers of these cells increased throughout infection to 10x106 at 
day 28.  This corresponds with the similar Th1 and 2 responses observed in both 
groups upon infection, so that the susceptibility of MIF-/- cannot be explained by a Th 
subset deviation or expanded levels of regulatory cells. 
 
As antibodies are known to be important in immunity to H. polygyrus (McCoy et al 
2008; Wojciechowski et al 2009), titres of HES-specific IgM (Fig 3.2G C), IgG1 
(Fig 3.2 H), and IgA (Fig 3.2 I) antibodies were measured and found to be 
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comparable between MIF-/- and BALB/c mice at day 28 post-infection, indicating 
that MIF deficiency does not result in any class-switching or antibody production 
defects after infection with H. polygyrus.     
 
3.3 MIF is expressed in the granuloma, and intestinal epithelial cells, in 
BALB/c mice, following H. polygyrus infection 
MIF is made by many different cell types including immune cells such as 
macrophages, T and B lymphocytes, DCs, eosinophils, mast cells, neutrophils and 
basophils, and by the epithelial cells lining the lung and gastrointestinal tract (Maaser 
et al 2002; Calandra and Roger 2003).  It has been shown to have strong pro-
inflammatory effects, and more specifically, to have important roles in promoting 
chemotaxis of immune cells to inflammatory sites (Wang et al 2006; Amano et al 
2007; Santos et al 2011), and also enhancing wound healing (Hardman et al 2005). 
To localize expression of MIF in host tissues during infection, a polyclonal rabbit 
anti-serum to MIF was used in immunohistochemical staining of gut sections.  This 
revealed MIF protein is present in the granulomas starting to form at day 6 post-
H.polygyrus infection, and in epithelial cells of the small intestine of BALB/c mice 
(Fig 3.3).  Predictably, this staining was not apparent in MIF-deficient mice, or in 
sections treated with an IgG control antibody.  Staining was less intense in the fully-
formed granuloma at day 14, suggesting a role for MIF in the initial recruitment or 
activation of cells in the intestine upon invasion of larvae into the mucosa.  As the 
number of granulomas was no different between BALB/c and MIF-/- mice (Fig 3.1 C), 
MIF could act to recruit or activate certain types of cell in the granuloma of BALB/c 
mice, which may subsequently act to damage or kill the larvae.  With such cell types 
absent or inactive in MIF-deficient mice, larvae may be able to escape unharmed into 
the lumen, establishing a long-term residence as adult worms.   
 
3.4 Induction of macrophage activation markers is not affected in MIF-
deficient mice 
MIF has previously been shown both to be produced by macrophages (Calandra et al 
1994), and to activate these cells.  Thus, MIF sustains classical macrophage 
activation in the presence of Th1 skewing stimuli, such as endotoxin (Mitchell et al 
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2002) and protozoan parasitic infections (de Dios Rosado and Rodríguez-Sosa 2011; 
Bozza et al 2012).  It is also involved in the alternative activation of macrophages in 
a Th2 setting (Prieto-Lafuente et al 2009), and in the tumour environment 
(Yaddanapudi et al 2013). 
AAMΦ are a prominent cell type in the secondary H. polygyrus granuloma (Patel et 
al 2009), and are important intestinal effector cells in parasite clearance during 
reinfection (Anthony et al 2006).  Less attention has been paid to the importance of 
AAMΦ in primary infection with H. polygyrus, although their accumulation in the 
primary granuloma has been shown to be less marked than in the granuloma forming 
after a secondary infection, in BALB/c mice (Anthony et al 2006).   
 
To compare macrophage responses, two widely used markers of AAMΦ, RELM-α 
and Ym-1, were assayed over the first two weeks of infection.  Both were found to 
be produced in the gut of BALB/c and MIF-/- mice, although at some early time 
points levels in MIF-/- animals appeared slightly lower  (Fig 3.4 A, B), as confirmed 
in a subsequent experiment (see Fig 3.14).  Over the full time course, quantitative 
PCR of cDNA from gut tissue did not identify significant differences between levels 
of transcript for RELM-α (Fig 3.4 C), or the enzyme Arg1 (Fig 3.4 D), both of which 
are highly expressed by AAMΦ (Loke et al 2002).   
 
RELM-β has been shown to be an important effector molecule in innate protection 
against H. polygyrus and is released by intestinal epithelial cells to act directly to 
inhibit adult parasite feeding mechanisms (Herbert et al 2009).  However, levels of 
RELM-β transcript were also found to be no different between BALB/c and MIF-/- 
mice (Fig 3.4 E). 
 
cDNA levels of the above 3 characteristic innate type-2 molecules (RELM-α, Arg-1 
and RELM-β) were for the most part upregulated upon infection and increased to 
peak at days 10-12 post-infection in both BALB/c and MIF-/- mice (Figs 3.4 C-E).  
MIF transcript, however, was relatively constant in BALB/c mice throughout 
infection and did not increase significantly above levels seen in naive mice, although 
a small peak was noted at day 8 post infection (Fig 3.4 F).  This may be a reflection 
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of how MIF is made constiutively and stored in intracellular pools for rapid release 
upon stimulation (Calandra and Roger 2003). 
 
3.5 Early innate immune responses to H. polygyrus are compromised in the 
MLN of MIF-/- mice 
Total cell numbers in the MLN after infection with H. polygyrus revealed a slight 
delay in recruitment, or cell division, in MIF-/- mice compared to wild-type (Fig 3.5 
A).  The size of MLN, in terms of total cell number, increased steadily upon 
infection in both sets of mice, with comparable sizes of around 100x106 cells by day 
14 and 28 post-infection.  However, at the day 7 time-point, the number of MLN 
cells was significantly less in MIF-deficient mice compared to BALB/c, which may 
reflect the early effects of MIF as a chemoattractant to immune cells (Bernhagen et 
al 2007). 
MIF has previously been linked to the activation and recruitment of several innate 
cell types in type-2 inflammatory situations, including macrophages (Falcone et al 
2001; Yaddanapudi et al 2013) and eosinophils (Magalhães et al 2009; Yoshihisa et 
al 2010; Das et al 2011).  Recently, MIF has also been linked to MDSCs (Simpson et 
al 2012), a heterogeneous set of innate cells, often investigated in tumour settings in 
mice and humans, for their ability to suppress T cell responses (Youn et al 2008; 
Duffy et al 2013).  MIF is found to be highly concentrated in tumours, and is thought 
to contribute to cell migration and growth of tumours through its inflammatory 
chemokine activity (Bach et al 2008; Winner et al 2008; Shin et al 2012).  MIF was 
found to induce highly suppressive monocytic MDSCs in the tumour 
microenvironment, which promoted tumour growth and metastasis (Simpson et al 
2012).  Furthermore, granulocytic MDSCs have recently been implicated in 
gastrointestinal helminth infection, as a key cell type mediating clearance of N. 
brasiliensis (Saleem et al 2012).  Therefore, both subsets of MDSCs were further 
analysed in the MIF-/- infection model (Fig 3.5 B). 
 
Being precursors of mature myeloid cells, MDSCs generally express CD11b and Gr1, 
but have been further divided into CD11b+ cells that express either Ly6C (also 
termed monocytic MDSCs) or Ly6G (granulocytic MDSCs) (Youn et al 2008; 
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Peranzoni et al 2010).  In MIF-/- mice, there was no difference in the proportion of 
CD11b+ cells in the MLN when compared to BALB/c mice at day 7 post-infection 
with H. polygyrus (data not shown).  However, within the CD11b+ population, both 
Ly6C+ Ly6G- (Fig 3.5 C) and Ly6G+ Ly6C- (Fig 3.5 D) subsets were induced in the 
MLN at this time-point, and in both cases, represented around 0.3% of the total MLN 
cells.  These cells were not induced in MIF-/- mice, with proportions not rising above 
naïve levels.   A population that is double positive for both Ly6C and Ly6G is 
identified in the MLN of both naïve and infected mice (Fig 3.5 B), although infection 
does not increase the proportions of cells with this phenotype, and the difference 
between BALB/c and MIF-/- mice in an infection setting is less profound than the 
single positive populations (Fig 3.5 E).  The total numbers of all 3 Ly6 subsets of 
CD11b+ cells are significantly lower in MIF-/- mice than BALB/c mice when infected 
with H. polygyrus (Fig 3.5 F-H).  Although further phenotyping by FACS can be 
undertaken to identify these cells, it is difficult to distinguish Ly6C+ MDSCs from 
inflammatory monocytes, and Ly6G+ MDSCs from neutrophils (Hickey 2012; Rose 
et al 2012; Lee et al 2013; Pillay et al 2013), without undertaking T cell suppression 
assays in vitro.   
 
Another set of cells only recently described, but seen as key to the initiation of 
immune responses, are ILCs (Saenz et al 2010a; Spits et al 2013).  Several subsets 
have been named, and group 2 ILCs (ILC2s) are most relevant in terms of helminth 
parasite settings, as they secrete IL-5 and IL-13 in response to IL-25, IL-33 and 
TSLP, thereby promoting the necessary Th2 responses needed for parasite clearance 
(Fallon 2006; Humphreys et al 2008; Moro et al 2010; Neill et al 2010; Saenz et al 
2010b). These cells are typically identified by staining negatively for a panel of 
lineage markers, designating them as non-T and B cells, and non-myeloid cells.  
Intracellular IL-5 and IL-13 are measured alongside staining for cell surface markers, 
including ICOS, Sca1 and IL-33 receptor T1/ST2 (Spits et al 2013).  
ILCs represent a very small proportion of total MLN cells, but nevertheless, were 
induced in the BALB/c upon infection with H. polygyrus and were absent in MIF-/- 
mice at day 7 post-infection, as also represented in total numbers of ILC2s in the 
MLN (Fig 3.5 I-K).  A deficiency in ILC2s could explain the susceptibility of MIF-/- 
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mice to H. polygyrus, although the robust Th2 response made by these mice suggests 
a more subtle effect than purely T cell cytokine release later on in infection.   
        
3.6 Early innate immune responses to H. polygyrus are compromised in the PL 
of MIF-/- mice 
As well as the intestinal draining lymph nodes and other lymphoid tissues, Th2 cells 
and associated IL-4 producing granulocytes, such as eosinophils and basophils, 
disseminate systemically to non-lymphoid regions of the body following H. 
polygyrus infection (Mohrs et al 2005).  Using IL-4 reporter mice (Mohrs et al 2001), 
it has been demonstrated that, even in this non-migratory helminth model, that is 
entirely restricted to the intestine during its lifecycle, innate Th2-associated cells are 
responsible for the majority of IL-4 production in the peritoneal cavity, liver and 
pleural cavity (Mohrs et al 2005). 
 
PL was therefore taken from naïve and d7 H. polygyrus-infected mice, and total 
numbers of cells found to be significantly less in MIF-/- mice compared to wild-type 
(Fig 3.6 A).  BALB/c PL cell numbers increased after infection to around 20x106 
whereas those in MIF-deficient mice did not rise significantly above naïve levels. 
This may again reflect the function of MIF as a chemokine for inflammatory immune 
cells, as in the MLN above.  
  
Eosinophils have been widely documented to be both producers of MIF (Rossi et al 
1998) and to respond strongly to its characteristic chemoattractant properties 
(Magalhães et al 2009; Yoshihisa et al 2010).  Indeed, eosinophils have been found 
to be largely absent in MIF-deficient mice in a number of models including 
Schistosoma liver and intestinal granulomas (Magalhães et al 2009), allergen-
induced skin inflammation (Yoshihisa et al 2010) and allergic airway inflammation 
(Wang et al 2006; Magalhães et al 2007).  The proportion of PL cells found to be 
eosinophils (SiglecF+ CD11b+) was significantly lower in MIF-/- mice compared to 
BALB/c (Fig 3.6 B), reflecting the role of MIF as an eosinophil chemoattractant.  
This was also reflected in the total numbers of eosinophils in the PL (Fig 3.6 C).    
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Analysis of CD11b+ Ly6C+ and Ly6G+ populations revealed that increases in 
proportions of these cell types was not as profound in the PL at day 7 post-infection 
compared to in the MLN (Fig 3.6 D-F).  The doubling in proportion of Ly6G+ Ly6C- 
CD11b+ cells in the PL of BALB/c mice was the only increase to reach statistical 
significance (Fig 3.6 E).  However, when represented as total cell numbers, both 
single positive Ly6 populations (Fig 3.6 G, H) and the double positive population 
(Fig 3.6 I) were significantly lower in MIF-/- mice, reflecting the general lack of cell 
recruitment to this site upon H. polygyrus infection in these mice (Fig 3.6 A).        
This observation is also true for IL-5+ ILCs, in that the proportion of cells with this 
phenotype in the PL is very low across all groups of mice assessed (Fig 3.6 J), 
although absolute numbers of ILC2s is significantly lower in MIF-/- mice (Fig 3.6 K). 
 
3.7 The memory response to H. polygyrus is directed against adult egg 
production, but does not result in adult parasite clearance in MIF-/- mice 
The secondary response to H. polygyrus results in a rapid and effective clearance of 
adult parasites in immunocompetent mice, which is reliant on both antibodies 
(McCoy et al 2008), and macrophages (Anthony et al 2006).  In the case of antibody, 
different roles in controlling the parasite have been found, with parasite-specific 
antibodies acting to control tissue dwelling larval numbers, and polyclonal antibodies 
acting to reduce worm fecundity, to prevent the spread of parasites in the population 
(McCoy et al 2008).   
 
As expected from previous publications, after clearance of an initial infection with 
pyrantel embonate dewormer, and secondary infection with H. polygyrus, BALB/c 
mice retained almost no worms at day 21 (Fig 3.7 A).  In comparison, MIF 
deficiency rendered mice susceptible to higher parasite loads in both primary and 
secondary infections.  As in primary infection, MIF-/- mice were not deficient in 
granuloma formation and had similar numbers to BALB/c mice at day 21-post 
secondary infection (Fig 3.7 B).   
 
By day 21-post primary infection, parasite egg numbers in faecal material from 
BALB/c mice were very low and were reduced to zero in secondary infection (Fig 
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3.7 C).  Although egg numbers were high in primary infection in MIF-/- mice, they 
are very significantly reduced in secondary infection, to levels barely above those in 
wild-type mice.  This indicates that a MIF-independent immune response is able to 
substantially reduce worm fitness and egg output, but cannot complete clearance of 
adult parasites. 
 
3.8 MIF deficiency renders mice more susceptible to N. brasiliensis infection, 
than BALB/c wild-type mice 
To ascertain whether the compromised immunity to H. polygyrus in MIF-/- mice was 
extended to other parasite infections, the more acute gastrointestinal helminth model 
of N. brasiliensis was used.  Two strains of N. brasiliensis were tested, having been 
passaged through either rats or mice in the maintenance of the lifecycle.  The strain 
maintained in rats is more rapidly cleared from mice, so that by day 6 post-infection 
with 250 L3 larvae, BALB/c have cleared almost all worms from the small intestine 
(Fig 3.8 A).  However, at this time point, MIF-/- mice harboured 20-60 adult worms 
(Fig 3.8 A).  This is also illustrated by faecal egg counts, with MIF-/-  mice having a 
significantly higher number of eggs than BALB/c (Fig 3.8 B). 
 
The mouse-adapted strain of N. brasiliensis showed a stronger establishment in 
BALB/c mice, with numbers of adult worms remaining in the intestine at day 6 post-
infection decreasing to zero by day 9 (Fig 3.8 C).  MIF-/- mice had higher numbers of 
worms at all time points tested, and still harbored worms at day 12 post-infection 
(Fig 3.8 C).  Egg numbers counted from BALB/c faecal material were consistently 
low, with those from MIF-/- mice significantly higher at the day 6 time point, and 
decreasing by day 9 (Fig 3.8 D).     
 
The use of both strains of parasite illustrates that MIF-deficiency renders mice more 
susceptible to N. brasiliensis as well as H. polygyrus, despite the differences in 
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3.9 Cytokine responses are comparable between MIF-/- and BALB/c mice after 
N. brasiliensis infection 
As with H. polygyrus, Th2 responses of day 7 N. brasiliensis-infected MIF-/- mice 
were comparable to those of BALB/c mice, as measured by IL-4 (Fig 3.9 A), IL-10 
(Fig 3.9 B) and IL-13 (Fig 3.9 C) release from MLNC restimulated with NES and 
αCD3.  There was also little difference in levels of IFN-γ (Fig 3.9 D).  
 
As discussed above, AAMΦ have been found to be important, in N. brasiliensis 
infection, in intestinal smooth muscle hyper-contractility and resulting adult worm 
expulsion from the intestinal lumen (Zhao et al 2008). The presence of macrophage 
alternative activation markers RELM-α and Ym1 was measured in both lung and gut 
tissue homogenates, as N. brasiliensis migrates through the lung en route to the 
intestine.  MIF-/- mice showed the same levels of both RELM-α (Fig 3.9 E, F) and 
Ym-1 (Fig 3.9 G, H) in both tissue sites, as BALB/c mice, indicating that the release 
of these proteins is not affected by MIF deficiency, and that their expression is not 
sufficient to cause worm expulsion.     
 
3.10 Eosinophils and other innate populations are reduced in the MLN of MIF-
/- mice, upon infection with N. brasiliensis, compared to wild-type mice 
Eosinophils are an important cell type recruited to the lung (Voehringer et al 2004) 
and peritoneal cavity (Ohnmacht et al 2007) during N. brasiliensis infection.  They 
are major producers of IL-4 and, have been show to have a key role in protection 
against this parasite (Shin et al 1997; Behm and Ovington 2000; Voehringer et al 
2004; Voehringer et al 2006).  BALB/c mice showed significant induction of 
eosinophils (SiglecF+ CD11b+) in the MLN after 6 days of N. brasiliensis infection, 
compared to naïve levels (Fig 3.10 A).  MIF-/- mice failed to induce eosinophilia in 
the MLN at this time point, and had significantly lower proportions and absolute 
numbers of eosinophils than BALB/c mice (Fig 3.10 A, B).   
 
CD11b+ Ly6 cell phenotypes were analysed in the MLN at day 6 post-infection with 
N. brasiliensis, as these populations were greatly reduced early in H. polygyrus 
infection in the same site (Fig 3.5).  Numbers of both CD11b+ Ly6C+ and CD11b+ 
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Ly6G+ populations, and Ly6C+Ly6G+ double-positive cells were significantly 
increased upon infection in BALB/c mice, and this induction was greatly reduced in 
MIF-/- mice (Fig 3.10 C-E).   
 
Proportions and absolute numbers of IL-5-producing ILCs were very low in the 
MLN at day 6 post-infection with N. brasiliensis (data not shown).  As ILC2s are 
thought to be the key cell type in initiating Th2 responses, and N. brasiliensis is an 
acute model of helminth infection, this population was assessed at the earlier time-
point of day 3 post-infection.  There is a small increase in the proportion of IL-5+ 
ILCs in BALB/c mice upon infection, although this was not statistically significant, 
and was not seen in MIF-/- mice (Fig 3.10 F).  No difference was apparent between 
any group analysed when absolute numbers were enumerated (Fig 3.10 G).  
 
3.11 Immune responses in the lung after Alternaria antigen administration are 
comparable between MIF-/- and BALB/c wild-type mice  
The failure to induce ILC responses in MIF-/- mice in H. polygyrus could reflect an 
impaired ability to upregulate production of, and to respond normally to, the key 
ILC2-inducing cytokines IL-25 and IL33.  To test this, the pathway was stimulated 
in vivo with the fungal allergen Alternaria alternata which has been found in mouse 
models of airway inflammation to be a potent inducer of IL-33 in the lung (Havaux 
et al 2005; Bartemes et al 2012; Mirchandani et al 2012; Walker et al 2013) and 
subsequent upregulation of IL-5 and IL-13-producing ILCs (Bartemes et al 2012; 
Salmond et al 2012).  Utilising this model, IL-33 responses were measured in the 
lung of BALB/c and MIF-/- mice following intranasal administration of Alternaria 
(Fig 3.11 A).  IL-33 was highly upregulated 1 hour after Alternaria exposure, in both 
the bronchioalveolar lavage fluid and in the lung tissue homogenate, but levels were 
no different between BALB/c and MIF-deficient animals.  
  
Subsequently, at 48 hours after Alternaria exposure, cell populations in the lung 
were analysed, to assess effects of IL-33 release earlier in the response.  The 
proportion of IL-5+ ILCs in the lung cell digest from Alternaria-exposed mice did 
increase over levels in mice given PBS alone, in both BALB/c and MIF-deficient 
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mice (Fig 3.11 B).  However, background levels in PBS exposed mice where high, 
and so differences were not found to be significant.  In both BALB/c and MIF-/- mice 
levels rose from around 5% to 7% of lung cells having an IL-5+ ILC phenotype.  IL-
13+ ILCs were scarce and did not represent a recognizable population in the lung 
digest in these studies (data not shown). 
 
Previous studies have shown that Alternaria induces RELM-α in the lung epithelium 
(Doherty et al 2012), and RELM-α+ AAMΦ are hallmarks of type-2 inflammation, 
including that in the lung (Nair et al 2009).  As MIF has previously been implicated 
in the alternative activation of macrophages in a Th2 setting (Prieto-Lafuente et al 
2009), the proportion of these cells was also assessed in lung digest 48 hours after 
Alternaria exposure.  RELM-α+ alveolar macrophages (CD11blow, CD11chigh, 
F4/80+) were indeed induced upon Alternaria exposure in BALB/c mice, but 
induction was significantly reduced in MIF-deficient mice (Fig 3.11 C). 
 
3.12 MIF-/- mice can respond to IL-25 and IL-33 to the same extent as BALB/c 
mice 
Another mechanism by which MIF deficiency could result in reduced ILC induction 
could be the failure to respond to the key cytokines IL-25 and IL-33.  IL-25 is known 
to induce ILC2s in the early stages of innate responses and intraperitoneal 
administration of the recombinant protein elicits ILCs in the MLN (Saenz et al 
2010b).  Using this protocol, small increases in the absolute numbers of IL-5+ (Fig 
3.12 A) and IL-13+ (Fig 3.12 B) ILCs in the MLN were observed, in both BALB/c 
and MIF-/- mice, suggesting that MIF-deficiency does not lead to a failure in ILC2 
induction in response to IL-25. 
 
Recombinant IL-33 was administered intranasally, in a protocol designed to directly 
induce ILCs in the lung (Bartemes et al 2012).  IL-33-induced airway inflammation 
was seen in both BALB/c and MIF-/- mice to the same extent, when cells digested 
from 1 lobe of the lung were enumerated (Fig 3.12 C).  IL-33 also induced a 
significant increase in the number of RELM-α+ alveolar macrophages in BALB/c and 
a similar increase, although not significant, in MIF-/- mice (Fig 3.12 D).  Absolute 
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numbers of both IL-5+ and IL-13+ ILCs were found to increase after IL-33 
administration, and there was no defect in MIF-/- mice – indeed they displayed a 
more significant increase from PBS control levels than BALB/c (Fig 3.12 E, F).  
Neither IL-25 nor IL-33 administration protocols revealed a defect in MIF-/- mice to 
induce ILCs in response to these cytokines.  As the phenotype of impaired ILC 
generation in MIF-deficient mice is only observed in the context of H. polygyrus 
infection, it could be proposed that MIF is acting redundantly with another pathway 
that is inactivated by the parasite in vivo. 
 
3.13 Intra-peritoneal administration of rMIF fails to reverse the MIF-/- 
phenotype in H. polygyrus infection 
In an attempt to reverse the susceptible phenotype of MIF-/- mice, recombinant MIF 
was administered i.p., every 2 days for the first week of H. polygyrus infection.  A 
BALB/c control group was used as a resistant baseline, and parasitological outcomes 
were measured.  At day 28 post-infection, as expected BALB/c mice had few adult 
parasites in the small intestine, and MIF-/- mice given PBS as a control were 
susceptible, with significantly more worms than BALB/c mice (Fig 3.13 A).  
Surprisingly, rMIF administration led to a higher worm burden in MIF-/- mice.  
Faecal egg counts were variable in the PBS-treated group but both MIF-/- groups had 
higher egg counts than the BALB/c controls (Fig 3.13 B).  As has been previously 
observed, BALB/c and MIF-/- mice control groups had similar numbers of 
granulomas at day 28, but unexpectedly, rMIF administration resulted in decreased 
granuloma numbers in MIF-/- mice (Fig 3.13 C).   
 
The above observations were not mirrored when rMIF was administered i.p. at a later 
time point in infection, from day 14.  Worm (Fig 3.13 D), egg (Fig 3.13 E) and 
granuloma counts (Fig 3.13 F) were comparable between PBS and rMIF-treated 
MIF-/- mice in this case, being more susceptible than BALB/c and having similar 
numbers of intestinal granulomas.  
 
These results suggest a role for MIF in the first week of infection, rather than later, 
but the unexpected increase in susceptibility, may result from its administration in a 
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non-physiological location, too distant from the normal site at which MIF is acts in a 
normal infection.  For example, placing rMIF in the peritoneal cavity may provide a 
chemoattractant signal which draws away cells which are normally involved in the 
formation of granulomas on the intestinal wall, thereby decreasing the frequency of 
them in MIF-/- mice treated with MIF.  This would in turn result in less larval damage 
in the intestinal mucosa by cells in the granulomas, and greater adult worm survival 
at day 28.  
 
3.14 Intra-peritoneal administration of rMIF induces the alternative activation 
of macrophages in MIF-/- mice, after H. polygyrus infection 
In view of the unexpected observations in parasite survival and granuloma formation 
in the above experiments, the same protocol of rMIF administration was conducted, 
but with immunological parameters assessed at day 7 post-infection.  RELM-α and 
Ym1 protein levels in both gut homogenate and PL were measured by ELISA, and as 
expected, all measurements showed increases upon infection in BALB/c mice (Fig 
3.14 A-D).  Furthermore, upon administration of rMIF in BALB/c, although not 
found to be significant, there are clear increases in RELM-α and Ym1 in both gut 
and PL.   
 
Control groups of MIF-/- mice given PBS had very low levels of RELM-α and Ym1 
after H. polygyrus infection, but rMIF administration boosted production of these 
proteins, especially in gut tissue, to levels comparable to BALB/c mice (Fig 3.14 A, 
B).  rMIF also increased the proportion of AAMΦ (Ym1+ F4/80+ CD11b+) in the PL 
in MIF-/- mice, as assessed by FACS (Fig 3.14 E).   
    
3.15 rMIF boosts proportions of ILCs in BALB/c mice and CD11b+ cell 
populations in MIF-/- mice 
Proportions of ILCs in the PL and MLN were measured after 7 days of H. polygyrus 
infection and rMIF or PBS administration.  As expected, levels of IL-5+ and IL-13+ 
ILCs increased after infection in BALB/c mice in both PL and MLN (Fig 3.15 A-D).  
Proportions were further boosted, although not significantly, by administration of 
rMIF.  Contrary to the findings for AAMΦ, rMIF did not boost proportions of ILCs 
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in either PL or MLN in MIF-deficient mice (Fig 3.15 A-D), above levels seen in PBS 
control groups.  These findings suggest that rMIF alone is not sufficient to 
reconstitute the ILC responses towards H. polygyrus, and that the MIF may be 
required in concert with a cell type, factor or physiological site not reproduced by the 
i.p. protocol.        
 
The boosting effect of rMIF in BALB/c was also apparent when CD11b+ cell subsets 
were assayed after H. polygyrus infection.  In the MLN, although naïve levels were 
variable, proportions of Ly6C+ CD11b+ cells were boosted in both BALB/c and MIF-
/- mice (Fig 3.15 E).  Likewise, in the PL, Ly6C+ CD11b+ cells that MIF-/- mice failed 
to induce upon infection compared to BALB/c mice, were boosted upon rMIF 
administration (Fig 3.15 F).   
  
Induction of Ly6G+ CD11b+ cells was less dramatic in BALB/c mice after infection 
in both the MLN and PL (Fig 3.15 G, H), although administration of rMIF to MIF-/- 
mice boosted this cell population in the MLN (Fig 3.15 G). 
  
3.16 Administration of the MIF chemical inhibitor 4IPP renders BALB/c mice 
more susceptible to H. polygyrus 
Chemical inhibitors of MIF have been developed, and these have 3 main modes of 
action; those that compete with the substrate for the catalytic site of MIF (Al-Abed et 
al 2005), those that disrupt the trimeric structure of the MIF molecule (Ouertatani-
Sakouhi et al 2010), and those that covalently alter MIF at the catalytic (Senter et al 
2002) or other site (Bai et al 2012).  4-iodo-6-phenylpyrimidine (4-IPP) is one such 
small molecule inhibitor, which acts as a suicide substrate for MIF, irreversibly 
covalently altering the biologically active catalytic NH2 -terminal proline (Winner et 
al 2008).  It was found to be 5-10 times more potent than ISO-1, a well-characterized 
MIF antagonist (Lubetsky et al 2002; Al-Abed et al 2005), at blocking MIF-
dependent cell migration and dopachrome tautomerase activity (Winner et al 2008) 
and so was utilized to chemically inhibit the function of MIF in wild-type BALB/c 
mice in parasite infection. 
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4-IPP was administered to BALB/c mice, i.p. every 2 days, in the first week of H. 
polygyrus infection, following a modified protocol used in previously published 
studies (Gadjeva et al 2010; Yaddanapudi et al 2013).  The control group for 
infection, as expected, cleared the majority of adult worms from the intestine by day 
28 post-infection (Fig 3.16 A).  DMSO had no significant effect on worm burden, 
but when 4-IPP was administered in DMSO, worm burden was increased 
significantly above that in mice that had received no treatment, giving a mean worm 
burden of 40 worms in mice treated with the MIF inhibitor (Fig 3.16 A).  This result 
was mirrored in faecal egg counts from these mice which increased over 5-fold over 
untreated controls (Fig 3.16 B).  4-IPP administration had no effect on granuloma 
formation (Fig 3.16 C), and as in the normal infection setting BALB/c and MIF-/- 
mice did not differ in the ability to form granulomas (Fig 3.1 C), this is not 
unexpected.  
 
Administration of the DMSO vehicle alone had small effects on both worm and egg 
counts in these H. polygyrus infection experiments, but when compared to 4-IPP in 
DMSO, the effect was minimal.  
 
In a different experiment, using the same protocol of 4-IPP administration during H. 
polygyrus infection, PL cellular populations were analysed at the earlier time point of 
day 7 post-infection.  The proportion and total number of macrophages in the PL 
were significantly decreased, after 4-IPP administration, from levels in infected 
control mice (Fig 3.16 D, E).  However, the effect of the DMSO vehicle alone was 
also significantly different from untreated mice.  When PL was analysed by ELISA 
for RELM-α and Ym-1 content, the effect of DMSO alone was less profound, 
whereas the mice that were treated with 4-IPP made very significantly lower levels 
of these proteins than control mice (Fig 3.16 F).  This shows that although DMSO 
alone may be having a negative impact on macrophages, only by inhibiting MIF, do 
levels of the key alternatively activated macrophage markers decrease. 
 
MIF-/- mice have been shown to have defects in eosinophilia upon H. polygyrus 
infection in the PL (see Fig 3.7).  Administration of 4-IPP to BALB/c mice during 
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infection was found to replicate the phenotype of MIF-/- mice, by significantly 
decreasing both proportions (Fig 3.16 G) and total numbers of eosinophils (Fig 3.16 
H) in the PL, with no major effect of DMSO alone.  This suggests that the negative 
effects of DMSO on macrophages may be cell specific. 
MIF-/- mice also display defects in induction of ILC2s and CD11b+ myeloid 
populations in the MLN during H. polygyrus infection (see Fig 3.6).  Although 
MLNC were not analysed in this experiment, the number of IL-5+ ILCs in the PL 
appears to decrease slightly in the 4-IPP-treated group compared to untreated 
controls (Fig 3.16 I).  The proportions (Fig 3.16 J) and total numbers (Fig 3.16 K) of 
Ly6G+ CD11b+ cells decreased very significantly upon 4-IPP treatment from 
untreated control levels, an effect not seen in MIF-/- animals in the PL (see Fig 3.6). 
 
3.17 Administration of the MIF chemical inhibitor 4IPP renders BALB/c mice 
more susceptible to N. brasiliensis 
The same protocol of 4-IPP administration was then carried out in the setting of N. 
brasiliensis infection.  Although adult worm counts were consistently low in all mice, 
4-IPP treatment significantly affected the ability of BALB/c mice to clear adult 
worms from the intestine by day 6 post-infection (Fig 3.17 A).  A small increase in 
egg counts from the 4-IPP treated group was also observed (Fig 3.17 B).   
BALB/c mice given 4-IPP during N. brasiliensis infection mimicked the phenotype 
of MIF-/- mice in their lack of eosinophil recruitment to the peritoneal cavity (Fig 
3.17 C) confirming that MIF is directly involved in activation of these cells. 
 
IL-5+ ILC proportions were also significantly decreased in 4-IPP-treated BALB/c 
mice from levels in infected, but untreated, controls (Fig 3.17 D).  No change was 
observed in CD11b+ Ly6C+ cell numbers between treated and untreated mice (Fig 
3.17 E), but the administration of 4-IPP significantly reduced the proportion of 
CD11b+ Ly6G+ cells compared to levels seen in untreated controls (Fig 3.17 F).   
As observed in H. polygyrus infections, treatment with the vehicle DMSO alone had 
some effect on cell proportions, although not as profound as 4-IPP in DMSO.  
Although DMSO is widely used as a low-toxicity solvent to deliver chemicals to 
humans and animals, it known to have a wide array of physiological effects and is 
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involved in multiple pathways (Kelava et al 2011).  However, the addition of MIF-
inhibitor to DMSO has an additional significant effect on several cellular populations 
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MIF chapter results section 1.pzf: Fig 3.1 - Hpoly parasitology - Saturday, 17 August 2013

































Fig 3.1 - MIF deficiency renders mice more 
susceptible to H. polygyrus than BALB/c WT mice
Female BALB/c and MIF-/- mice were infected with 200 
H. polygyrus L3 larvae.  Adult worm burden in the small 
intestine (A), eggs/g faecal material (B) and intestinal 
granulomas (C) were enumerated at days 14 and 28 
post-infection.  
Data shown are from 3 independent experiments 
combined.  *** = p<0.001.
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Fig 3.2 - Immune responses to H. polygyrus are comparable between MIF-/- and BALB/c mice
MLN from naive and d14 H.polygyrus-infected BALB/c and MIF-/- mice were restimulated with media, 1 μg/ml HES or 2 
μg/ml αCD3 for 72 hours.  Levels of IL-4 (A), IL-13 (B) and IFN-γ (C) were measured by ELISA.  Results for media and 
HES restimulation are presented on the left Y axis, and those for αCD3 on the right.  Results are combined from 2 
independent experiments.  Sections of small intestine from day 14-infected BALB/c and MIF-/- mice were stained with 
Toluidine blue to highlight mast cells.  Scale bar on representative picture equals 200 μm. Mast cells were enumerated 
and are represented as cells per mm of villus measured (D).  Each dot represents a complete villus section, with results 
collated from at least 3 different mice per group.
CD4+ FoxP3+ MLN cells were FACS stained from naive, d14 and d28-infected mice and are represented as proportions 
of total MLN cells (E) and total number (F).  HES-specific serum IgM (G), IgG1 (H)  and IgA (I) titres were measured by 
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Fig 3.3 - MIF is expressed in the granuloma and intestinal epithelial cells, in BALB/c 
mice, following H. polygyrus infection
Small intestine from d6 and d14 H.polygyrus-infected BALB/c and MIF-/- mice were prepared 
as described for IHC staining.  Polyclonal rabbit α-MIF was used to detect MIF on 
deparaffinised sections.  IgG was used on control slides.  Pictures were taken using a Leica 
compound microscope at either a x4, x10 or x20 objective; scale bars indicate 500, 200 or 
100 μm respectively.   
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MIF chapter results section 1.pzf: Fig 3.4 - MIF early gut responses (TC1/3) - Saturday, 17 August 2013
Fig 3.4 - Induction of early innate response markers is not affected in MIF-deficient mice
RELM-α (A) and Ym-1 (B) levels in gut homogenate from BALB/c and MIF-/- mice were analysed by 
ELISA, and normalised against total protein content.  Results are combined from 2 independent 
eperiments.
cDNA made from RNA extracted from small intestine of BALB/c and MIF-/- mice was measured for 
RELM-α (C), Arg-1 (D), RELM-β (E), MIF (F), IL-25 (G) and IL-33 (H), and normalised against levels of 
the housekeeping gene GAPDH in each sample. 
Results are representative of 2 independent experiments.  Statistical tests compared BALB/c and MIF-/- 
levels for each time point, except for figure F which compared all time points to naive levels in BALB/c 
only.  n.s. = no comparison on graph was significant (p>0.05).
A B
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MIF chapter results section 1.pzf: Fig 3.5 - Early responses to Hpoly (MLN) - Wednesday, 23 October 2013































































































Fig 3.5 - Early innate immune responses to H. polygyrus are compromised in the MLN of MIF-/- mice
Total MLN cell numbers were enumerated from naive, d14 and d28 H. polygyrus-infected mice (A).  Cells from 
naive and d7 only were stained for CD11b, Ly6C and Ly6G (B) and both single-positive and the double-positive 
population are representated as proportion of MLNC (C-E) and total numbers (F-H).  
Cells were also stained for CD4, a lineage marker panel and intracellular IL-5 to assess ILC proportions (I) and 
total numbers (J).  Representative FACS plots showing lineage negative gating and IL-5 staining within this 
population for d7-infected BALB/c and MIF-/- are represented (K).  
Results are representative fo three independent experiments.* = p<0.05, ** = p<0.01.
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MIF chapter results section 1.pzf: Fig 3.6 - Early responses to Hpoly (PL) - Saturday, 17 August 2013










































Fig 3.6 - Early innate immune responses to H. polygyrus are compromised in the PL of MIF-/- mice
Peritoneal lavage was taken from naive and d7 H. polygyrus-infected BALB/c and MIF-/- mice.  Total cell numbers 
were enumerated (A), and the proportion and total numbers of eosinophils (CD11b and SiglecF) (B, C), proportions 
of CD11b+ Ly6C+ (D), Ly6G+ (E) and double positive cells (F), and total numbers of these populations (G-I) were 
assessed by FACS.  Proportions and total numbers of IL-5+ ILCs (J, K) were also assessed. 
Results are representative fo two independent experiments. * = p<0.05, ** = p<0.01, *** = p<0.001




































































































































































































































MIF chapter results section 1.pzf: Fig 3.7 - 2ndry Hpoly - Saturday, 17 August 2013




























































C Fig 3.7 - The memory response towards H. 
polygyrus is directed against adult egg 
production, but does not result in adult 
parasite clearance in MIF-/- mice
Male BALB/c and MIF-/- mice were infected with 
200 H.polygyrus L3 larvae.  28 days post-
infection 2.5 mg of pyrantel embonate was 
administered in 200 μl water by oral gavage, 
twice over 24 hours.  After 14 days, mice were 
reinfected (or infected for the first time in 1° 
groups).  Adult worms (A), intestinal granulomas 
(B) and eggs/g faecal material (C) were 
enumerated at d21 post infection.  
Results are representative of 2 independent 
experiments  * = p<0.05, *** = p<0.001
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Fig 3.8 - MIF deficiency renders mice more susceptible to N. brasiliensis than BALB/c wild-type 
mice
Experiments were carried out using 250 N. brasiliensis L3 larvae, passaged through rats (A+B) or mice 
(C+D) during lifecycle maintenance.  Adult worm burdens (A) and eggs/g faecal matter (B) were 
enumerated for the rat strain at day 6 post-infection - these data are combined from 2 independent 
experiments.  
A time course was carried out using the mouse strain of N. brasiliensis, with worm and egg burdens 
enumerated at days 6, 7, 9 and 12 post-infection - data are from one experiment.  
*** = p<0.001, ** = p<0.01.
Rat strain
Mouse strain
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Fig 3.9 - Cytokine responses are comparable between MIF-/- and BALB/c after N. brasiliensis infection
MLN cells were harvested from naive and d7 N. brasiliensis-infected BALB/c and MIF-/- mice, and stimulated for 72 hours 
with NES, αCD3 or media alone (A-D).  Supernatants were assessed by ELISA for IL-4 (A), IL-10 (B), IL-13 (C) and IFN-γ 
(D).
Small intestine and lung homogenate, prepared as described, were assessed by ELISA for the presence of RELM-α (E
+F) and Ym1 (G+H) - data are presented as ng of cytokine per mg of protein in the sample (measured by Bradford 
assay).  
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MIF chapter results section 1.pzf: Fig 3.10 - Nippo MLN cell types - Saturday, 17 August 2013





















































































Fig 3.10 - Eosinophils and other innate populations are reduced in the MLN of MIF-/- mice, 
upon infection with N. brasiliensis, compared to wild-type mice 
MLN cells were extracted from BALB/c and MIF-/- mice at day 7 post-infection with N. brasiliensis, 
and analysed by FACS to assess proportions and absolute numbers of eosinophils (CD11b+ 
SiglecF+)(A, B), absolute numbers of CD11b+ Ly6C+ cells (C), CD11b+ Ly6G+ cells (D) and CD11b+ 
Ly6C/G double-positive cells (E).  MLN cells from day 3 post-infection were assessed for proportions 
and absolute numbers of  IL-5+ ILCs (F, G).  
The mouse strain of N. brasiliensis was used throughout. Results are representative of 2 
independent experiments.  * = p<0.05, ** = p<0.01, *** = p<0.001 












































































































MIF chapter results section 2.pzf: Fig 3.11 - Alternaria induces IL33 equally  - Saturday, 17 August 2013






































































































































Fig 3.11 - Immune responses in the lung after Alternaria antigen administration are 
comparable between MIF-/- and BALB/c wild-type mice
10 μg of Alternaria antigen or PBS were administrated i.n. to BALB/c and MIF-/- mice.  BAL and lung 
homogenate harvested 1 hr after Alternaria administration were assessed for IL-33 by ELISA (A).  48 
hours after Alteraria administration lung tissue was digested as described, and assessed for presence 
of IL-5+ ILCs (B), and alternatively activated macrophages (RELM-α+ F4/80+ CD11b+)(C).
Data represents one experiment per time point.  * = p<0.05.  
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MIF chapter results section 2.pzf: Fig 3.12 - IL25 & 33 admin to MIFko - Saturday, 17 August 2013





















































Fig 3.12 - MIF-/- mice can respond to IL-25 and IL-33 to the same extent as BALB/c mice
400 ng of rIL-25 or PBS were administered i.p. to BALB/c and MIF-/- on days 1, 2 and 3.  On day 4,  
MLN cells were assessed for IL-5+ ICOS+ ILCs (A) and IL-13+ ICOS+ ILCs (B).  
200 ng of rIL-33 or PBS were administered i.n. to BALB/c and MIF-/- on days 1, 2 and 3.  On day 4,  
lung tissue was digested with collagenase, and cells enumerated (C).  Cells were assessed for 
presence of RELM-α F4/80+ CD11blo CD11chi alveloar macrophages (D), IL-5+ ICOS+ ILCs (E), and 
IL-13+ ICOS+ ILCs (F). .  
Data are representative of two independent experiments.  *** = p<0.001, ** = p<0.01, * = p<0.05
A B
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MIF chapter results section 3.pzf: Fig 3.13 - Hpoly rMIF parasitology d28 - Saturday, 17 August 2013





























































































































Fig 3.13 - Intra-peritoneal administration of rMIF fails to reverse the MIF-/- phenotype in H. 
polygyrus infection
Female BALB/c and MIF-/- mice were infected with 200 H. polygyrus L3 larvae.  50 μg rMIF or 
PBS was injected i.p. at days -1, 0, 2, 4 and 6 for the "Early" experiment (A-C), and days 14, 
16, 18, 20, 22 and 24 for the "Late' experiment (D-F).  Adult worm burden, eggs/g faecal 
material and intestinal granulomas were enumerated at day 28 post-infection for both 
experiments.  Data represent one experiment for each protocol.
*** = p<0.001, ** = p<0.01, * = p<0.05




































































































































































































































































Fig 3.14 - Intra-peritoneal administration of 
rMIF induces the alternative activation of 
macrophages in MIF-/- mice, after H. 
polygyrus infection 
 
Female BALB/c and MIF-/- mice were infected 
with 200 H. polygyrus L3 larvae.  50 μg rMIF or 
PBS was injected i.p. at days -1, 0, 2, 4 and 6.  
At day 7 gut homogenate (A&B) and 
peritoneal lavage (C&D) were analyed by 
ELISA for RELM-α and Ym1.  Peritoneal 
lavage cells were stained for F4/80, CD11b 
and intracellular Ym1 by FACS (E).
Data are represetnative of 2 independent 
experiments.  *** = p<0.001, ** = p<0.01
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Fig 3.15 - rMIF boosts proportions of ILCs in BALB/c mice and CD11b+ cell 
populations in MIF-/- mice
Female BALB/c and MIF-/- mice were infected with 200 H. polygyrus L3 larvae.  50 
μg rMIF or PBS was injected i.p. at days -1, 0, 2, 4 and 6.  At day 7, PL and MLN 
cells were assessed for proportions of IL-5+ ICOS+ ILCs (A&B), IL-13+ ICOS+ ILCs 
(C&D), Ly6C+ CD11b+ cells (E&F), and Ly6G+ CD11b+ cells (G&H).
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MIF chapter results section 3.pzf: Fig 3.16 - Hpoly 4IPP parasitology - Saturday, 17 August 2013


































































Fig 3.16 - Administration of the MIF chemical inhibitor, 4-IPP, renders BALB/c mice more susceptible to H. 
polygyrus
Female BALB/c mice were infected with 200 H. polygyrus L3 larvae.  1 mg 4-IPP in DMSO or DMSO alone was injected 
i.p. at days -1, 0, 2, 4 and 6 post-infection.  Adult worm burden (A), eggs/g faecal material (B) and intestinal granulomas 
(C) were enumerated at day 28 post-infection.  Data are combined from 2 independent experiments.
Using the same protocol, PL cells were analysed, at day 7 post-infection, for proportions (D) and total numbers (E) of 
macrophages (F4/80+ CD11b+).  PL was analysed by ELISA for levels of Relm-α and Ym-1 protein (F).  Proportions (G) 
and total numbers (H) of eosinophils (SiglecF+ CD11b+), the number of IL-5+ ILCs (I), and the proportions (J) and 
numbers (K) of Ly6G+ CD11b+ cells in the PL were analysed. Data are from one experiment.    





































































































































































































MIF chapter results section 3.pzf: Fig 3.17 - Nippo 4IPP para + eos/Mac - Saturday, 17 August 2013




























































Fig 3.17 - Administration of the MIF chemical inhibitor, 4-IPP, renders BALB/c mice more 
susceptible to N. brasiliensis
Female BALB/c  mice were infected with 250 N. brasiliensis L3 larvae.  1 mg 4-IPP in DMSO or DMSO 
alone was injected i.p. at days -1, 0, 2, 4 and 6 post-infection.  Adult worm burden (A) and eggs/g 
faecal material (B) were enumerated at day 6 post-infection. d6 peritoneal lavage cells were analysed 
by FACS for eosinophils (CD11b+ SiglecF+) (C), ILCs (D), Ly6C+ CD11b+ cells (E), and Ly6G+ CD11b+ 
cells (F).   
The rat strain of N. brasiliensis was used throughout.  Data are combined from 2 independent 
experiments, except D which represents one experiment.  * = p<0.05, ** = p<0.01, *** = p<0.001
A B
C D
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Discussion  
 
The importance of MIF in inflammation and innate immunity is well documented 
(Calandra and Roger 2003).  The contribution of this pleiotropic cytokine to 
autoimmune diseases (Bucala 2013), cancer (Bach et al 2008), bacterial infection 
and sepsis (Calandra et al 2000) and immunity to protozoan parasite infection (de 
Dios Rosado and Rodríguez-Sosa 2011; Bozza et al 2012) has been widely 
investigated.  However, the role of MIF in host responses to helminth infections is 
less well studied (Rodríguez-Sosa et al 2003; Magalhães et al 2009).  Here, the MIF-
/- mouse was used to explore the immune responses to H. polygyrus and N. 
brasiliensis, 2 widely used gastrointestinal helminth laboratory models.  
 
MIF-deficiency rendered usually resistant BALB/c mice completely susceptible to 
both parasites, a striking phenotype, which could not be explained by a failure in 
induction of a strong Th2 response, overproduction of regulatory cells or cytokines, 
nor, at least in the case of H. polygyrus, dysfunctional antibody responses. 
 
Some aspects of innate immunity were defective in MIF-/- mice upon H. polygyrus 
and N. brailiensis infections however, including eosinophilia in both MLN and PL.  
This is a phenomenon noted in the granulomas around Schistosoma eggs (Magalhães 
et al 2009) and in allergic asthma (Korsgren et al 2000; Magalhães et al 2007), 
indicating a role for maturation and/or migration of eosinophils in an inflammatory 
setting.  Schistosoma granuloma numbers mirror the result in H. polygyrus in that 
numbers are similar between wild-type and MIF-/- mice after infection.  In the case of 
S. mansoni, the size of granulomas was decreased due to lack of the main cell type, 
eosinophils, but this had no effect on worm burden or egg output (Magalhães et al 
2009).  Although not formally measured, the size of H. polygyrus granulomas does 
not noticeably change in the MIF-deficient animal, probably because the main cell 
types here are macrophages and neutrophils (Patel et al 2009). 
 
MIF has been linked to the alternative activation of bone marrow-derived 
macrophages in the presence of IL-4 in vitro (Prieto-Lafuente et al 2009), and of 
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tumour-associated macrophages, rendering them less immunosuppressive and 
inflammatory, leading to exacerbated tumour growth (Yaddanapudi et al 2013).  It 
has also been shown to induce the chemotaxis of eosinophils, and the induction of 
Ym-1 in macrophages when injected in vivo, mirroring the effects of live Brugia 
malayi infection  (Falcone et al 2001).  AAMΦ have been described as key cell types 
in granulomas formed in secondary H. polygyrus infection (Patel et al 2009), but 
expression of markers typically associated with these cells has been shown to 
correlate with resistance to primary H. polygyrus in different strains of mice (see 
chapter 2).  MIF-/- mice have similar levels of RELM-α and Ym1 in gut homogenate 
over the first 2 weeks of infection with H. polygyrus, to BALB/c wild-type mice.  
However, macrophages expressing Ym1 are induced to a lower level in the PL of 
MIF-/- mice at day 7 post-infection, and rMIF can boost these to levels comparable 
with BALB/c mice. rMIF also boosts release of RELM-α and Ym1 into the PL and 
gut tissue of H. polygyrus infected BALB/c and MIF-/- mice. Analysis by rt-PCR 
shows that BALB/c and MIF-/- have comparable levels of message for RELM-α and 
Ym1, indicating that MIF may be having a downstream effect on the activation or 
recruitment of AAMΦ to certain inflammatory sites, not on the induction or 
transcription of key markers by macrophages, or other cell types. 
 
Macrophages have recently been shown to respond to IL-25 and IL-33, cytokines 
previously attributed to ILC induction (Kurowska-Stolarska et al 2009; Yang et al 
2013b).  Although there is no defect in IL-33 production in the lung in MIF-/- mice, 
and resulting ILC production is intact, the induction of lung AAMΦ is less profound 
than in BALB/c mice. IL-25 and IL-33 are also made in comparable levels in the gut, 
as assessed by rt-PCR.  This suggests that the effect of MIF-deficiency on 
proportions of AAMΦ is direct, and does not work through an IL-33-dependent 
mechanism.  Further work could be directed at looking at the roles of both IL-25 and 
IL-33 in the induction of macrophages in the intestine in H. polygyrus infection. 
 
Immunohistochemical analysis of MIF shows more intense staining at day 6, in the 
early forming granuloma, over day 14, in BALB/c mice, which could indicate a role 
in the chemoattraction of cells to the inflammatory site by MIF – a role widely 
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attributed to this cytokine.  Future work could strive to dissect the role of MIF in the 
formation of the granuloma, by using fluorescent microscopy to stain cells in 
sections from BALB/c versus MIF-/- intestines to assess differences in composition.  
Attempts to digest live cells from granulomas for FACS analysis and rt-PCR were 
unsuccessful (data not shown).  Optimisation of a method to extract all granuloma 
cells for FACS or PCR analysis would be ideal, however the most unbiased and 
exhaustive solution would be profiling whole granuloma gene expression on a 
microarray.  
 
The function of granulomas in H. polygyrus infection is, therfore, not completely 
clear.  Whatever the role of MIF in their formation and function, it is clear that other 
roles for MIF are important as MIF-deficiency also has profound effects on the 
outcome of infection with N. brasiliensis, a helminth parasite with a very different 
life cycle.  Its infection route, migration to the intestine via the lung, and acute 
pattern of infection offer a completely different model to the entirely enteric and 
often chronic nature of H. polygyrus.  Yet MIF-/- mice are much slower to expel N. 
brasiliensis than BALB/c mice and display immune defects similar to those seen 
with H. polygyrus.  
 
AAMΦ are an important cell type in the lung during N. brasiliensis infection, 
especially with respect to appropriate wound healing, as larval migration causes 
significant damage to lung tissue (Reece et al 2006).  Expression of Ym1 and 
RELM-α in the lung peaks at days 5-7 post-infection (Hoeve et al 2009), which is 
noted in both the BALB/c and MIF-/- mice.  Although no defect in the expression of 
these molecules was apparent, it will be important to confirm where they are being 
expressed.  IHC, co-localisation fluorescent microscopy and further FACS analysis 
of cells in the lung could show if expression by epithelial cells or another cell type is 
maintaining equal levels in BALB/c and MIF-/- mice, and if there is comparable 
wound healing in the lungs.  Lung macrophages are thought to act in the killing of N. 
brasiliensis larvae in the lung (Egwang et al 1984), and assessing further whether 
such cells are absent or defective in the MIF-/- setting would be of importance. 
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In the intestine, AAMΦ and Arg-1 are thought to contribute to the hyper-contractility 
of the intestinal smooth muscle, which in turn contributes to N. brasiliensis adult 
worm expulsion from the gut (Zhao et al 2008).  Although no defect was found in 
the expression of RELM-α and Ym1 in the gut homogenate, future work could assess 
the macrophage content and phenotype in gut tissue in MIF-/- mice compared to 
BALB/c, to ascertain if a deficiency of this cell type correlates with an inability to 
expel the worm. 
 
Type 2 ILCs have only recently been recognized as important initiators of Th2 
responses in response to helminth infection and allergic inflammation (Oliphant et al 
2011) and their specific role in H. polygyrus infection has yet to be established.  IL-5 
producing ILCs are induced by H. polygyrus infection in the MLN of BALB/c mice, 
and this induction is absent in MIF-/- mice.  MIF-/- mice show no defect in IL-5+ ILCs 
when directly stimulated with IL-25 or IL-33.  Moreover, ILC2s are induced upon N. 
brasiliensis infection in MIF-/- mice.  This may indicate either that in N. brasiliensis 
infection, other factors induced by the worm act redundantly with MIF, and/or that H. 
polygyrus suppresses such factors so that ILC2 induction becomes fully MIF-
dependent. 
 
A further possibility is that ILC2 induction may be related to tissue damage, with, for 
example, the release of MIF from epithelial cells upon migration of H. polygyrus 
through the mucosa of the small intestine. MIF is stored pre-formed in intracellular 
pools in many cell types, including the intestinal and lung epithelium (Calandra and 
Roger 2003) and so is poised to be released and act quickly in such a situation, as has 
been demonstrated in models of liver injury (Liu et al 2010a).  IL-25, IL-33 and 
TSLP are thought to act as alarmins upon damage or assault of epithelial cell layers 
(Saenz et al 2008) and MIF could also be acting as an alarmin to induce ILCs when 
barriers are compromised.  It would be vital, therefore, to test if MIF is released in 
the lung of N. brasiliensis-infected animals, as this is where most tissue damage 
occurs in this model, and from the gut epithelium in H. polygyrus infection.  Also, to 
test if MIF is released as an alarmin, the use of cultured epithelial cell monolayers 
could be utilized, to test if application of parasite products or damage, induces the 
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quick release of MIF into the environment.  A microarray of intestinal epithelial cells 
from naïve versus infected BALB/c and MIF-/- mice may also elucidate the 
mechanisms involved.     
 
The induction of cells of both CD11b+ Ly6C+ and CD11b+ Ly6G+ phenotypes was 
found to be significantly lower in both H. polygyrus and N. brasiliensis infection 
settings.  Inhibition of MIF significantly reduces proportions of Ly6G+ cells in the 
PL of N. brasiliensis-infected BALB/c mice, and administration of rMIF can boost 
proportions of these cells in MIF-deficient mice infected with H. polygyrus.  These 
data point to a direct role of MIF in the induction of Ly6G+ CD11b+ cells during 
helminth infection.  These markers are expressed by several different myeloid-cell 
types, and as yet it remains unclear which cell populations they represent. 
   
Among cells that display the Ly6G+ CD11b+ phenotype are granulocytic MDSC, as 
well as neutrophils, and distinguishing between these populations requires 
characterization of their in vitro suppressive function (Brandau et al 2013; Pillay et 
al 2013).  Indeed, many of the same transcriptional pathways are upregulated in 
neutrophils and granulocytic MDSCs (Fridlender et al 2012).  It is interesting to note 
that neither MDSCs nor neutrophils have been widely studied in relation to helminth 
parasite immunity.   In N. brasiliensis infection, depletion of Gr1+ cells results in 
delayed worm clearance, although the authors ascribed this effect to greater 
persistence of bacteria that inhibited Th2 responsiveness (Pesce et al 2008).  Gr1+ 
neutrophils were also found to be the most abundant cell type in primary H. 
polygyrus granulomas by fluorescent microscopy (Anthony et al 2006) but in this 
system have not been attributed any role in parasite killing or clearance.  The release 
of major basic protein from neutrophils was necessary for protective immunity 
against Strongyloides stercoralis, but the presence of eosinophils was also required 
(Galioto et al 2006; O'Connell et al 2011).   
 
Interestingly, MIF has been shown to contribute to the chemotaxis of neutrophils to 
inflammatory sites (Santos et al 2011), which could explain a defect in cells with a 
neutrophilic phenotype in MIF-/- mice upon infection.  One study has linked the 
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depletion of MDSCs with increased susceptibility to N. brasiliensis, and the adoptive 
transfer of the Ly6G+ subset of these worked to control egg production by these 
worms, whereas the Ly6C+ population did not (Saleem et al 2012).  The suppressive 
and protective actions of MDSCs were dependent on the interaction with mast cells 
in this study.  However, in H. polygyrus infection, at the d14 time point analysed, 
MIF-/- had no defect in mast cell induction in the small intestine, suggesting that in 
this setting, the defective induction of Ly6G+ and Ly6C+ myeloid populations is not 
due to a defect in mast cells in the MIF-/- animals.   
 
Ly6C+ CD11b+ cells have been termed monocytic MDSCs in settings including 
tumours (Youn et al 2008; Saleem et al 2012), where they have been shown to 
recruit T regs, favouring tumour growth (Schlecker et al 2012) through suppression 
of anti-tumour immunity, and in acute inflammation models where they have been 
implicated in promoting would healing (Cuervo et al 2011; Saiwai et al 2013).  
Other authors classify cells with this phenotype as inflammatory monocytes 
(Sunderkotter et al 2004), which are recruited to allergic skin sites (Egawa et al 
2013), inflamed colon (Zigmond et al 2012) and central nervous system (Denney et 
al 2012).  Notably, a significant proportion of cells called inflammatory monocytes 
have a suppressive phenotype and could therefore be termed MDSCs (Zhu et al 
2007).  These suppressive monocytes have been shown to have a role in tissue repair 
after injury (Saiwai et al 2013), and in suppression of T cell responses in the spleen 
during S. mansoni infection (Marshall et al 2001) and EAE (Zhu et al 2007).  Also, 
cells bearing the CD11b and Ly6C markers have been found to show functional 
plasticity dependent on the local inflammatory or tumour microenvironment 
(Källberg et al 2012). 
 
Monocytic MDSCs show a similar activation spectrum to macrophages in becoming 
skewed to an alternatively activated phenotype in the presence of Th2 cytokines 
(Ghassabeh et al 2006; Umemura et al 2008; Yang et al 2013a), and accumulate in 
the peritoneal cavity of mice infected with the helminth Taenia crassiceps (Brys et al 
2005).  Both Ly6G+ and Ly6C+ cells utilize L-arginine for their metabolism with the 
use of enzymes Arg1 and iNOS (Gabrilovich and Nagaraj 2009).  It has been shown 
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that the depletion of arginine in the cellular microenvironment by the metabolism of 
MDSCs, and the release of reactive oxygen species (ROS), leads to suppression of T 
cells (Gabrilovich and Nagaraj 2009).  In theory, MDSCs could be having the same 
effect in the larval helminth microenvironment.  In terms of H. polygyrus, it is 
unclear whether Gr1+ cells in the granuloma (Anthony et al 2006) are all neutrophils, 
or if suppressive myeloid cells are also present.  If so, they could be depleting the 
environment of amino acids vital to parasite growth and health, and directly 
damaging larval cuticles with ROS.  Much more investigation into this theory is 
needed, but is an intriguing possibility nonetheless.  
 
Without further phenotyping of the CD11b+ cell subsets it is difficult to attribute a 
definite name and function to them in relation to MIF and helminth immunity.  
Isolation of cells with different cell surface markers could be undertaken in different 
organs after H. polygyrus or N. brasiliensis infection, cell suppression assays and 
gene arrays could be performed for further characterization, and culture of bone 
marrow with rMIF or helminth products could elucidate a role for these factors in the 
development and induction of different myeloid cell types.  A preliminary but 
intriguing finding is that treatment of BALB/c mice with the anti-Ly6G antibody 
1A8 significantly impairs H. polygyrus adult worm clearance (J. Hewitson, 
unpublished data), giving further evidence for the important role of this myeloid cell 
type in helminth infection.     
 
The 4-IPP experiments showed that MIF could effectively be inhibited in BALB/c 
mice, for the most part, replicating both parasitological and cellular effects of MIF 
deficiency.  The effect of DMSO on these parameters however, would suggest a 
different approach could be taken to get even clearer results.  Another MIF 
antagonist commercially available, ISO-1 (Al-Abed et al 2005), also uses DMSO as 
a vehicle, however, a recently described allosteric small molecule p425, does not 
need DMSO to dissolve, and inhibits MIF by binding to a site outside the catalytic 
domain (Bai et al 2012).  This unique mode of action would be interesting to study in 
the context of helminth infection, and may resolve the issues with DMSO found in 
these experiments.   
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Notwithstanding the vehicle effects, MIF has been shown to be a vital component of 
immunity against 2 very different parasitic helminths in the murine host.  It may 
have direct and indirect effects on key cellular populations that help control parasite 
fecundity and survival. Future work could focus on the function of MIF as an 
alarmin, by utilizing epithelial cell culture systems to assess if MIF is released upon 
damage or application of parasite products.  Comparison of genes upregulated in 
intestinal tissue, upon infection of BALB/c versus MIF-/- by microarray, could 
elucidate the pathways and mechanisms MIF is involved in.  The same approach 
looking at specific isolated populations of cells from the intestine, MLN or PL could 
indicate defective signaling pathways or activation statuses of cells when MIF is 
absent.  Although the focus has been on cells already shown to have some link with 
MIF (eosinophils, macrophages, MDSCs), other cell types may be important in MIFs 
role in immunity to helminths, and a more global, systematic approach may uncover 
new links. 
 
The exploration of the potential of MIF as a therapeutic target in inflammatory 
diseases, and cancer, is well underway (Garai and Lóránd 2009; Adamali et al 2012; 
Zheng et al 2012), but further investigation into this complex cytokine in helminth 
infection may lead to amelioration of immune pathology and chronic inflammation 
often associated with these parasites.  Furthermore, the exploitation of helminth-
derived MIF has been shown experimentally to modulate immune responses and 
inflammation in several models (Amano et al 2007; Park et al 2009) and could be 
further exploited to this end. 
 
Key Findings 
• MIF deficiency renders normally fast responding BALB/c mice completely 
susceptible to primary infections with H. polygyrus and N. brasiliensis, a 
striking and novel finding.  
• In both infection settings, no significant defect in Th2 cytokine responses was 
found in MIF-/- mice, and in H. polygyrus infection, antibody, Treg and 
frequency of granulomas were comparable to wild-type mice, although MIF 
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expression was found to be intense in the forming granuloma of MIF-
sufficient mice at day 6 post-H. polygyrus infection.. 
•    Several populations of innate cells were found to be deficient to varying 
degrees in MIF-/- mice after parasite infection compared to wild-type BALB/c 
mice.  These included eosinophils, CD11b+ Ly6C+ cells, CD11b+ Ly6G+ cells 
and ILC2s in both the MLN (and PL in the case of H. polygyrus).  This is the 
first time that MIF has been linked to induction of ILC responses. 
• MIF-deficient animals can make IL-33 at mucosal surfaces in response to a 
potent allergen, and respond to both IL-25 and IL-33 by inducing ILCs, 
suggesting that the deficit in ILCs after H. polygyrus infection is specific to 
the infection setting and not a developmental defect.  
• Although the administration of rMIF did not “rescue” MIF-/- mice after H. 
polygyrus infection, it did significantly induce the release of markers of 
macrophage alternative activation in both intestinal tissue and PL in these 
mice, and boosted ILC2 proportions in BALB/c mice. 
• The MIF inhibitor, 4-IPP, rendered BALB/c mice more susceptible to both H. 
polygyrus and N. brasiliensis, and had significant effects on the cellular 
immunity in response to these parasites.   
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Chapter 4  
Identifying potential immunomodulators in HES 
 
Introduction 
Transforming growth factor-β (TGF-β) is a key immunomodulatory molecule and is 
essential for the protective effects of H. polygyrus in models of autoimmune disease 
(Ince et al 2009; Reynolds and Maizels 2012).  Proteomic studies of HES did not 
detect any protein with sequence homology to TGF-β (Hewitson et al 2011b; 
Moreno et al 2011).  This is somewhat surprising considering HES has potent TGF-β 
activity and promotes FoxP3+ T reg induction in vitro from FoxP3- splenocytes 
(Grainger et al 2010), as well as H. polygyrus infection inducing the expansion and 
activation of T regs in vivo (Finney et al 2007).  Several important observations were 
noted about the activity of HES:  that it induced FoxP3 expression through the TGF-
β pathway and via phosphorylation of SMAD-2/3; it acts directly on T cells – T cells 
with a dominant-negative form of the TGF-βRII (other cells can still signal through 
this receptor) can not expand FoxP3 expression in response to HES; the T regs 
induced by HES in vitro can mediate protection in a model of allergic asthma 
(Grainger et al 2010). 
A TGF-β homologue was isolated from H. polygyrus cDNA using PCR and RACE, 
and found to be more highly expressed in adult worms over larval forms (McSorley 
et al 2009).  The same study also found homologues of TGF-β in N. brasiliensis, H. 
contortus and T circumcincta.  B. malayi has also been shown to express TGF-β 
molecules homologous to human TGF-β (Gomez-Escobar et al 2000), but they were 
not detected in proteomic analysis of the ES from the adult worm (Hewitson et al 
2008; Moreno and Geary 2008).       
Continuing the work already published on the TGF-β activity in HES from our 
laboratory (Grainger et al 2010), HES has been fractionated using gel filtration and 
anion exchange chromatography and found to have clear TGF-β activity in single 
fractions from both methods.  Mass spectrometry of the positive fractions has lead to 
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a shortlist of possible candidates being investigated further, in the hope of finding a 
novel H. polygyrus TGF-β homologue, which could be tested as a therapeutic agent 
in the future. 
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Results 
4.1  The TGF-β bioassay 
The assay used throughout this chapter to measure the activity of TGF-β in fractions 
of HES, utilizes fibroblasts from Tgfb 1-/- mice with a reporter plasmid containing 
TGF-β responsive Smad-binding elements coupled to a secreted alkaline phosphatase 
(SEAP) reporter gene (Tesseur et al 2006).  Upon binding of TGF-β to its receptor 
on MFB-F11 fibroblasts Smad 2 and 3 are phosphorylated and form a complex with 
Smad 4.  This complex translocates into the nucleus and binds to inducible DNA 
elements, termed CAGA boxes, which have previously been ligated into a SEAP2 
plasmid, resulting in the secretion of alkaline phosphatase into the medium (Fig 4.1).  
Fibroblasts were seeded in 96-well plates and either 50 µl of neat fraction or a 
standard curve of recombinant human TGF-β (Fig 4.1 B) in low-serum media were 
added and left for 24 hours before detection with pNPP.  This method was found to 
be more sensitive and specific than other ELISA-based or fluorescent methods 
(Tesseur et al 2006).     
 
4.2   Gel filtration of HES gives highly reproducible results 
HES, prepared as previously described (with concentration over a 3000 MW cut-off 
membrane) was run over a gel filtration Superdex 200 10/30 GL 24 ml column, for 
high-resolution fractionation based on molecular size.  500 µg of HES was injected 
in 1 ml of PBS, with the injection step integrated into the fractionation method.  This 
method produces a highly reproducible fractionation profile showing the content of 
HES separated into various peaks over 24 1ml fractions (Fig 4.2).  Proteins eluted 
earlier in the fractionation are of a higher molecular weight than those eluted at the 
end, and were detected using both 280nm (blue trace) and 210nm lasers (red trace), 
which indicate protein and peptide bonds respectively.  An additional laser at 254nm 
was included to detect DNA/RNA content.   
Protein standard molecular weights had previously been calibrated on the column, 
using a Gel Filtration HMW Calibration Kit.  This included Blue Dextran, which was 
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used to calculate the void volume of the column (8 ml).  Using this kit, the predicted 
mean molecular weight of molecules eluted in each fraction were calculated (Fig 4.8).  
 
4.3  Gel filtration of HES results in a single fraction containing TGF-β activity 
Protein content and complexity can be seen in 1D silver stained gels of the 24 
fractions (Fig 4.3 A).  It is noteworthy that the predicted molecular weights of the 
fractions (Fig 4.2A) were considerably larger than those of proteins separated on a 
gel.  It is known that some VALs have a double-domain structure (Hewitson et al 
2011b; Cantacessi and Gasser 2012), and other molecules in HES could potentially 
form larger polymers.  Denaturing conditions would have disrupted domain linkages 
and the molecular weights of bands on a SDS-PAGE gel represent monomers, and 
therefore give lower measurements than those detected during fractionation. 
When each fraction was tested on the TGF-β bioassay, a clear peak of activity was 
seen in fraction 9 only, with levels enriched over those found in total HES (Fig 4.3 
B).  This is a striking result considering the most intense band in fraction 9 was also 
seen in fractions 10 and 11 on the SDS-PAGE gel (Fig 4.3 A).  This may indicate 
there are several molecules of the same size but represented by one band, or that a 
very potent TGF-β activity can be attributed to a protein of low abundance not 
necessarily detected by silver staining of the gel.    
 
4.4  Anion exchange fractionation of HES results in a peak of TGF-β activity 
A MonoQ 5/50 GL 1 ml column was used to separate HES by molecular charge, 
using a 1M NaCl salt gradient.  The length and number of steps of the gradient 
(shown in green in Fig 4.4 A) were optimised to show clear separation of peaks 
whilst still giving a manageable number of fractions to work with.  7 fractions were 
collected before the gradient started, where a large peak representing unbound 
molecules (such as those with no charge) can be seen.  The main length of the 
gradient was chosen to run from 0-40% salt (0-0.4 M NaCl) over 40 column volumes 
(40 ml), as this is the range where most protein peaks are eluted.  A second step from 
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40% to 100% salt (0.4-1M NaCl) over 5 column volumes was added, and then 
several fractions were collected at a maximum 1M salt concentration to ensure all 
molecules had been eluted.    
500 µg of HES was dialysed into start buffer (20 mM Tris-HCl, pH8), and injected in 
1 ml sample volume, which resulted in 61 1ml fractions.  Proteins with a low net 
surface charge are eluted earlier in the gradient, whereas those with higher net 
charges are eluted as the ionic strength of the buffer increases.  All three wavelength 
traces showed comparable peak patterns (Fig 4.4 A), although the absorbance at 
210nm was much higher than those at 254 and 280 (a phenomenon also seen in size 
fractionation profiles in Fig 4.2).  Although most proteins absorb light at 280nm, 
measuring at this wavelength can underestimate protein content of a sample, as this 
absorption is due to the presence of aromatic amino acid residues on the surface of 
the protein.  If these are not exposed, or not present, the absorbance at 280nm will be 
lower than that at 210nm, which measures peptide bonds.  
Protein content of the first 53 of anion exchange fractions is shown stained with 
silver on 1D gels (Fig 4.4 B) – the final 8 fractions showed no detectable protein 
content (data not shown).  Note that the fraction at the beginning of each gradient 
step was not collected (fractions 8, 48 and 54), and so these were not included in 
further analysis.   
TGF-β activity was again concentrated in one major fraction (17), with an increase in 
concentration from baseline in the 4 fractions preceding it (Fig 4.4 C).  The level of 
TGF-β activity is 7 ng/ml in fraction 17 of the anion exchange method and just under 
1 ng/ml in size fraction 9.  This could be explained by variations in batches of HES. 
 
4.5  VAL content of gel filtration fractions 
Next, the presence of VAL proteins, previously described as major components in 
HES (Hewitson et al 2011b), were measured in the gel filtration fractions.  Utilizing 
mAbs known to bind to VAL-1, 2 or 4 (as described in Chapter 1), or polyclonal 
antibodies from rats injected with recombinant VAL-3 protein, the relative amounts 
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of these VALs were quantified in 24 fractions of HES, by ELISA.  Each VAL was 
associated with only two or three fractions, illustrating the successful molecular size 
separation, and minimal overlap, achieved by this method (Fig 4.5).  VAL-4 was 
detected in fractions 12 and 13, slightly further through elution than the other three 
VALs (Fig 4.5 D).  This was the only single- domain VAL tested, and therefore 
represents a smaller molecule than VALs 1-3, which have double SCP domains and 
possess glycosylated linker regions (Hewitson et al 2011b).  Only VAL-1 had a 
profile that overlapped with that of the TGF-β activity, and therefore VALs 2-4 can 
potentially be excluded from further consideration as the molecule conferring this 
activity to HES. 
 
 4.6  VAL content of anion exchange fractions 
The same ELISA strategy was undertaken to assess VAL content of anion exchange 
fractions 1-61.  VAL-1 and 2 were present in a wide range of fractions, peaking at 
fractions 13-16 for VAL-1 (Fig 4.6 A) and 18-24 for VAL-2 (Fig 4.6 B).  This may 
reflect the large number of variants of VAL-1 and 2 in HES, which have been found 
to have at least seven and three variants at an amino acid level respectively 
(Hewitson et al 2011b), resulting in a more diverse charge separation than VAL-3 
and 4.  
VAL-3 and 4 were eluted in more defined fractions - 29-30 and 25-26 respectively 
(Fig 4.6 C, D).  Therefore, both VAL-1 and 2 were present in fraction 17, the 
fraction with TGF-β activity for the anion exchange method.  As VAL-1 is a 
common factor in both fractions this is the only VAL molecule under consideration 
as a potential candidate for TGF-β activity.  
Table 4.1 summarises both methods of fractionation and includes information on 
which fractions contain TGF-β activity and VAL-1-4 (by ELISA). 
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Table 4.1 – summary of size exclusion and anion exchange methods of fractionation of 
HES 
 Size Exclusion (Gel 
filtration) 
 Anion Exchange 
    Column used Superdex 200 10/30 GL  MonoQ 5/50 GL 
Column volume 24ml  1ml 
Start buffer PBS  20 mM Tris-HCl, pH8 
Elution buffer PBS  20 mM Tris-HCl + 1M NaCl, 
pH8 
Fractions 24x1ml  61x1ml 
VAL-1 9-11  13-17 
VAL-2 6-7  18-24 
VAL-3 12-13  29-30 
VAL-4 10-11  25-26 
TGF-β activity 9  17 
 
  
4.7  Proteomic analysis of TGF-β-positive fractions reveals common components 
Fraction 9 from the gel filtration and fraction 17 from the anion exchange were 
analysed using liquid chromatography with tandem mass spectrometry (LC-MS/MS) 
(Ashton et al 2001).  We have previously identified 374 proteins in HES using both 
spots excised from 2D PAGE gels and total HES, using this method (Hewitson et al 
2011b).  Therefore, the database of peptide sequences, and identities already in place 
from matching with the in-house transcriptomic mRNA database (Harcus et al, 
manuscript in preparation) were used to analyse results from the TGF-β-positive 
fractions.  55 protein hits were returned from fraction 9 (see table 4.2) and 134 from 
fraction 17 (see table 4.3), of which 20 were common to both lists (table 4.4). 
Tables 4.2 and 4.3 show protein hits in order of a probability-based Mascot score 
(the probability that a protein is present in the fraction analysed).  Table 4.4 shows 
the 20 proteins common to both fractions after cross-referencing.  Proteins were 
identified first by comparison to an in-house database of proteins in HES, HEX and 
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ES from H. polygyrus L4-stage larvae and eggs.  If sequences did not match these, 
BLAST searches for similarities and conserved domains were then carried out for 
further information.  Tables also include information on peptide coverage for each 
protein identified. 
 
4.8   Bacterially expressed VALs 1-4 do not possess TGF-β activity 
As VALs 1 and 2 were highlighted as common components of fraction 9 and 17, in 
table 4.4, recombinant versions of these proteins, plus VALs 3 and 4, were measured 
for TGF-β activity.  These proteins were made using a Rosetta-gami bacterial 
expression protocol and were purified over nickel affinity columns (by Yvonne 
Harcus).  All proteins, including HES as a control, were added at 10 µg/ml with 3 
further 10-fold dilutions.  None of the VALs displayed any TGF-β activity, 
compared to the highest concentration of HES, which showed 0.6 ng/ml TGF-β 
activity (Fig 4.7).  From this result, all VAL proteins can be ruled out of further 
consideration for the TGF-β candidate protein.  As the most abundant protein family 
in HES, it will be important in the future to elucidate the function of VALs in H. 
polygyrus ES materials.    
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Fig 4.1  The TGF-! bioassay
Overview of TGF-β assay method including development of TGF-β-inducible SEAP 
secretion by Tgf-β-/- MFB-F11 fibroblasts (A)(from (Tesseur et al. 2006)).  Serial dilutions of 
recombinant human TGF-β, starting at 2 ng/ml, were added in 50 μl of DMEM containing 
2.5% FCS, to 4 x 104 MFB-F11 cells in a 96-well flat-bottomed plate, for 24 hours.  Alkaline 
phosphatase was detected using a SEAP reporter assay kit.  Data are representative of 
several independent experiments.
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TGFb chapter figures.pzf: Fig 4.3 - Size fractionation TGFb - Saturday, 17 August 2013
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4.3  Gel filtration of HES produces a 
single fraction containing TGF-! activity
5 μl of each fraction was run on 1 
dimensional SDS-PAGE gels, and stained 
with silver nitrate, to demonstrate complexity 
and abundance of the proteins. 
Ladder is on left hand side and represents 
kDa (A).  
50 μl of each fraction, or HES at 10μg/ml, 
was incubated with 4 x 104 MFB-F11 cells in 
a 96-well flat bottomed plate, in DMEM 
containing 2.5% FCS, for 24 hours.  Alkaline 
phosphatase was detected using a SEAP 
reporter assay kit, and levels of activity 
were compared to a standard curve of 
recombinant human-TGF-β (B).  Data re 
representative of several independent 
experiments.
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TGFb chapter figures.pzf: Fig 4.4 - Anion exch trace, gel, TGF - Saturday, 17 August 2013
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4.4  Anion exchange fractionation of HES results in a peak of TGF-! activity
500 μg of HES in 1 ml 20 mM Tris-HCl, pH8, was run over an anion exchange MonoQ 5/50 GL 1 ml 
column, for fractionation based on molecular charge.  61 1 ml fractions were collected over a two-step 
gradient of 20 mM Tris-HCl + 1 M NaCl, pH8, into a 96 well collection plate using an AKTApurifier 
system from GE Health Care Lifesciences, with a Frac950 fraction collector attachment.  Unicorn 
software was used to track protein content of the fractions by measuring OD 280 (blue) and OD 210 
(pink), with RNA/DNA at OD 254 (red).  OD 210 is plotted on right-hand Y axis, with OD 254 and 280 
on left-hand Y axis.  Salt gradient from 0-40% over 40 ml and 40-100% over 5 ml is indicated in green 
with molar concentrations of NaCl indicated (A).
5 μl of each fraction was run on 1 dimensional SDS-PAGE gels, and stained with silver nitrate, to 
demonstrate complexity and abundance of the proteins contained in them.  Ladder is on left hand side 
and represents kDa (B).  
50 μl of each fraction was incubated with 4 x 104 MFB-F11 cells in a 96-well flat bottomed plate, in 
DMEM containing 2.5% FCS, for 24 hours.  Alkaline phosphatase was detected using a SEAP reporter 
assay kit, and levels of activity were compared to a standard curve of recombinant human-TGF-β (C). 
Data are represenative of several independent experiments although salt gradients have been 
modified over time.
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TGFb chapter figures.pzf: Fig 4.5 - VAL content of size fractions - Saturday, 17 August 2013
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4.5  VAL content of gel filtration fractions
ELISA plates were coated overnight with 50 μl carbonate buffer containing 0.5 μl of a single 
fraction for each well.  Following blocking in TBSt containing 2% BSA, one mAb, or polyclonal 
rat antibodies, raised against each VAL were used per plate to bind VAL-1, 2, 3 or 4 if 
present in the fraction (VAL-1 = 4-M15, VAL-2 = 4-S4, VAL-3 = rat pAb, VAL-4 = 2-11).  
Antibodies were added at 5 μg/ml diluted in 50 μl blocking solution.  After incubation at 37° for 
2 hours, a secondary anti-mouse IgG1 conjugated to HRP was added at 1/400 dilution for 1 
hour, after which detection with ABTS was undertaken.  Data are from one experiment.
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4.7  Bacterially-expressed VALs 1-4 do not posses TGF-! activity
10 μg/ml, 1 μg/ml, 0.1 μg/ml and 0.01 μg/ml of each recombinant VAL protein, or 
HES,  was incubated with 4 x 104 MFB-F11 cells in a 96-well flat bottomed plate, in 
DMEM containing 2.5% FCS, for 24 hours.  Alkaline phosphatase was detected 
using a SEAP reporter assay kit, and levels of activity were compared to a 
standard curve of recombinant human-TGF-β.  Data from one experiment.


























































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































Fig 4.9  Sequence of unknown molecule in Table 4.4
Nucleotide sequence of Hp_I14567_IG06511_L1339 (A), the only 
protein identified in both fraction 9 and 17 that has not been 
previously named in H. polygyrus databases or found in BLAST 
searches.  BLASTX does not identify any conserved domains.
Amino acid in-frame sequence of Hp_I14567_IG06511_L1339 (B).  
Peptide hits in results from MS of fractions 9 and 17 are indicated in 
blue.
Analysis on SignalP online software reveals an ambiguous result with 
regards to the presence of a signal sequence (C).  C-score (red bars) 
indicates signal sequence cleavage sites.  S-score (green trace) 
indicates positions within signal peptides measured from positions in 
mature parts of the protein.  Y-score (blue trace) is the geometric 
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Table 4.2 
Proteins identified in fraction 9 from the gel filtration fractionation of HES, using 
LC-MS/MS.  Proteins are ranked in order of Mascot score, and number of peptide 
matches for each protein is included.  ID code corresponds to an in-house database of 
proteins found in adult and larval HES, and ES from eggs, from which the protein 
identification was assigned.   




1 VAL-01.1 Hp_I13898_IG05842_L1539 7424 196 
2 VAL-1.2 Hpb-VAL-1.2 5873 149 
3 VAL-01.3 Hp_I04202_IG00583_L1521 3234 92 
4 Vitellogenin Hp_I12337_IG04281_L4997 1897 76 
5 Vitellogenin Hp_I01061_IG00070_L5128 1631 59 
6 Vitellogenin Hp_I01065_IG00070_L5127 1520 54 
7 VAL-01.5 FRAGMENT Hp_I22486_IG14430_L629 1061 23 
8 VAL-01.4 Hp_I08791_IG02480_L1486 1053 23 
9 NSP-006 Hp_I25440_IG17384_L551 847 19 
10 VAL-01.7 FRAGMENT Hp_I17933_IG09877_L867 756 18 
11 NSP-004 Hp_I24607_IG16551_L570 620 12 
12 VAL-18 Hp_I15283_IG07227_L1200 554 17 
13 Zinc metalloprotease-1 Hp_I12336_IG04280_L5030 498 16 
14 Zinc metalloprotease-2 Hp_I12444_IG04388_L2875 458 15 
15 APY-1.2 Hp_I04667_IG00729_L1917 437 19 
16 APY-1.1 Hp_I15979_IG07923_L1089 436 19 
17 VAL-2.2 Hpb-VAL-2.2 428 14 
18 APY-1.3 Hp_I15931_IG07875_L1098 414 16 
19 Aspartyl protease inhibitor Hp_I15089_IG07033_L1228 396 14 
20 NSP-018 Hp_I10136_IG03152_L609 390 11 
21 Cathepsin A Hp_I13848_IG05792_L1547 389 11 
22 Legumain Hp_I02849_IG00289_L1962 386 7 
23 (unknown) Hp_I38562_IG30506_L390 341 9 
24 Sushi-like Hp_I24007_IG15951_L583 325 11 
25 VAL-01.6 FRAGMENT FL8UM6J01DXUGS 323 15 
26 CSP-02 Hp_I17532_IG09476_L903 294 8 
27 VAL-1.4 Hpb-VAL-14 293 9 
28 VAL-09 Hp_I14221_IG06165_L1437 291 11 
29 Sushi-like Hp_I16462_IG08406_L1016 222 7 
30 VAL-5 Hpb-VAL-5 207 3 
31 Sushi-like Hp_I24294_IG16238_L579 178 4 
32 Poly(U)specific 
endoribonuclease 
Hp_I13201_IG05145_L1858 163 5 
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33 Aspartyl protease 
(necepsin) 
Hp_I08139_IG02154_L1715 146 5 
34 VAL-16 Hp-VAL-16 121 5 
35 Aspartyl protease 
(necepsin) 
Hp_C20853_IG04237_L656 117 4 
36 VAL 19.1 Hp_I14044_IG05988_L1484 106 2 
37 VAL-15 Hpb-VAL-15 93 3 
38 Sushi-like Hp_I12998_IG04942_L2000 93 5 
39 Keratin-like protein Hp_I18857_IG10801_L798 85 2 
40 Propylcarboxypeptidase Hp_I13824_IG05768_L1558 82 4 
41 NSP-53.1 Hp_I14567_IG06511_L1339 81 3 
42 Apyrase-3 Hp_I06738_IG01430_L1584 71 3 
43 C-type lectin FL8UM6J01B6ULB 70 1 
44 CSP-4  GWDWRH002CEQRD 67 3 
45 (unknown) (42% ID to 
NSP-4) 
Hp_I26453_IG18397_L531 66 1 
46 Chitinase Hp_I13874_IG05818_L1547 66 2 
47 NSP-003.1 Hp_I22470_IG14414_L621 64 2 
48 VAL-20 Hp_I07922_IG02045_L1519 54 1 
49 NSP-003.2 Hp_I17967_IG09911_L866 40 1 
50 CSP-21 Hp_I18812_IG10756_L802 38 1 
51 Sushi-like Hp_I15902_IG07846_L1103 38 1 
52 TRP Hpb-TRP 36 1 
53 Sushi-like Hp_I14129_IG06073_L1461 34 1 
54 VAL-3 Hpb-VAL-3 32 1 
55 (unknown) Hp_I16514_IG08458_L1014 31 1 
Abbreviations:  VAL – Venom Allergen-like protein; APY – apyrase; CSP – conserved 
secreted protein with signal peptide; NSP – novel secreted protein with signal peptide.    
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Table 4.3 
Proteins identified in fraction 17 from the anion exchange fractionation of HES, 
using LC-MS/MS.  Proteins are ranked in order of Mascot score, and number of 
peptide matches for each protein is included.  ID code corresponds to an in-house 
database of proteins found in adult and larval HES, and ES from eggs, from which 
the protein identification was assigned.  




1 VAL-2.2 Hpb-VAL-2.2 7424 199 
2 VAL-02.2 Hp_I15068_IG07012_L1238 7363 198 
3 VAL-02.1 Hp_I07953_IG02060_L1482 6865 183 
4 Legumain Hp_I02849_IG00289_L1962 3579 73 
5 Cysteine protease 
(necpain) 
Hp_I15488_IG07432_L1169 2827 88 
6 Keratin-like protein Hp_I10155_IG03162_L783 2553 57 
7 Chitinase Hp_I13874_IG05818_L1547 2248 74 
8 15 kDa Hc homologue Hp_I24441_IG16385_L572 2451 55 
9 Myoglobin Hp_I21133_IG13077_L683 1645 58 
10 VAL-8 Hpb-VAL-8 1433 50 
11 SXC-like 4 GNK0QLK03GQOZO 1419 55 
12 Chondroitin family 
member 
Hp_I05472_IG00957_L1361 1157 36 
13 Macrophage migration 
inhibitory factor (MIF) 
Hp_I26227_IG18171_L535 1027 33 
14 NSP-005 Hp_I25311_IG17255_L555 918 45 
15 VAL-01.7 
FRAGMENT 
Hp_I17933_IG09877_L867 914 51 
16 Myoglobin Hp_I20188_IG12132_L723 729 24 
17 Trypsin family protein Hp_I15710_IG07654_L1132 672 17 
18 Myoglobin Hp_I03894_IG00508_L604 648 19 
19 Vitellogenin Hp_I01061_IG00070_L5128 608 25 
20 Keratin-like protein Hp_I18857_IG10801_L798 600 22 
21 (unknown) Hp_I17809_IG09753_L879 501 15 
22 VAL-01.5 
FRAGMENT 
Hp_I22486_IG14430_L629 500 24 
23 NSP-004 Hp_I24607_IG16551_L570 413 16 
24 Astacin protease family 
member 
Hp_I16239_IG08183_L1050 378 13 
25 VAL-1.1 Hpb-VAL-1.1 360 18 
26 VAL-1.2 Hpb-VAL-1.2 349 18 
27 (unknown) HICN8C106HP9PI 338 10 
28 Chondroitin family 
member 
Hp_I17130_IG09074_L942 320 11 
29 Metalloprotease/Astaci Hp_I09071_IG02620_L1210 319 9 
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n 
30 VAL-01.4 Hp_I08791_IG02480_L1486 316 20 
31 VAL-11 Hp_I01207_IG00080_L1679 311 17 
32 Aspartyl protease 
(necepsin) 
Hp_I07646_IG01907_L1927 306 11 
33 Glutamine 
dehydrogenase 
Hp_I05693_IG01031_L1691 298 16 
34 Myoglobin Hp_I03893_IG00508_L677 274 9 
35 (unknown) Hp_I20314_IG12258_L716 261 6 
36 ERP-13  (only in egg 
ES) 
Hp_I29394_IG21338_L484 257 9 
37 NSP-42 HICN8C104EI0NY 239 7 
38 Kunitz inhibitor Hp_I07995_IG02081_L699 234 9 
39 Ladder Hp_I04570_IG00700_L4683 216 6 
40 Myoglobin Hp_I22261_IG14205_L639 215 7 
41 (unknown) Hp_I07468_IG01818_L2128 199 4 
42 NSP-006 Hp_I25440_IG17384_L551 194 9 
43 Glutamine-6-phosphate 
isomerase 
Hp_C00318_IG00001_L1664 176 6 
44 Sushi-like Hp_I16462_IG08406_L1016 176 3 
45 NSP53.1 Hp_I14567_IG06511_L1339 175 14 
46 (unknown) FL8UM6J01DGCZI 174 4 
47 Cysteine protease Hp_I01023_IG00066_L1337 171 9 
48 C-type lectin (only in 
egg ES) 
Hp_I10590_IG03379_L588 160 17 
49 NSN-006 Hp_I24705_IG16649_L569 153 7 
50 DUF148 domain 
containing protein 
Hp_I20153_IG12097_L724 151 8 
51 (unknown) Hp_I01894_IG00147_L383 151 5 
52 Lysozyme-6 Hp_I27254_IG19198_L516 148 3 
53 VAL-01.3 Hp_I04202_IG00583_L1521 147 5 
54 (unknown) Hp_I10156_IG03162_L593 142 2 
55 VAL-07.4 Hp_I01449_IG00104_L991 141 4 
56 Vitellogenin Hp_I12337_IG04281_L4997 136 6 
57 Chitin binding 
Peritrophin-A domain 
containing protein 
Hp_I13075_IG05019_L1949 130 5 
58 NSP-002 Hp_I23776_IG15720_L592 125 12 
59 Astacin protease family 
member 
Hp_I13832_IG05776_L1555 124 4 
60 (unknown) Hp_I12654_IG04598_L2357 121 2 
61 Sushi-like Hp_I17476_IG09420_L907 120 5 
62 Lysozyme-1 Hp_I08665_IG02417_L1321 119 3 
63 Myoglobin Hp_I08959_IG02564_L1212 112 4 
64 Catalase (only in egg 
ES) 
Hp_I13437_IG05381_L1722 111 5 
65 NSP-001 Hp_I22851_IG14795_L620 107 3 
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66 CSP-18 Hp_I08021_IG02095_L2057 107 6 
67 (unknown) Hp_I16694_IG08638_L992 100 2 
68 VAL-7.1 Hpb-VAL7.1 99 3 
69 NSP-053 Hp_I03160_IG00349_L1402 98 6 
70 VAL-19.1 Hp_I14044_IG05988_L1484 91 2 
71 (unknown) (80% ID to 
glutamate 
dehydrogenase from T. 
circumcincta) 
Hp_I07874_IG02021_L1689 90 3 
72 Sushi-like Hp_I24007_IG15951_L583 90 7 
73 C-type lectin mannose 
receptor-like (only in 
egg ES) 
Hp_I22655_IG14599_L627 87 5 
74 VAL-4 Hpb-VAL-4 86 5 
75 Cathepsin B-like 
cysteine protease 
Hp_I14314_IG06258_L1412 85 3 
76 Aldolase Hp_I07682_IG01925_L1479 83 2 
77 Lysozyme-5 Hp_I05746_IG01049_L1033 82 2 
78 Sushi-like Hp_I09123_IG02646_L960 80 5 
79 NSP-030 Hp_I19157_IG11101_L778 78 3 
80 Acid phosphatase Hp_I13897_IG05841_L1536 76 3 
81 NSP-15 GSXTT4C08JWFT8 72 2 
82 (unknown) GLSD98I05FQMBY 71 3 
83 MSP-domain 
containing protein 
(only in egg ES) 
Hp_I19773_IG11717_L745 64 1 
84 (unknown) Hp_I38222_IG30166_L388 64 2 
85 SXC-like 6 Hp_I31855_IG23799_L456 63 2 
86 VAL-12 Hpb-VAL-12 62 2 
87 (unknown) Hp_I35757_IG27701_L417 61 2 
88 Myoglobin Hp_C00053_IG00001_L722 57 2 
89 Lysozyme-2 Hp_I05758_IG01053_L926 56 2 
90 NSP-033 Hp_I13332_IG05276_L1776 52 5 
91 NSP-003.3 Hp_I01045_IG00068_L1382 52 2 
92 Lysozyme-8 Hp_I18858_IG10802_L799 52 2 
93 TTR-02 Hp_I07157_IG01645_L560 51 2 
94 (unknown) Hp_I09912_IG03040_L752 50 1 
95 Dipeptidyl Peptidase 
Four (IV) family 
member FRAGMENT 
Hp_I21073_IG13017_L680 49 1 
96 Lysozyme-4 Hp_I03085_IG00332_L1160 49 2 
97 NSP-032 Hp_I20274_IG12218_L717 47 2 
98 MSP-domain 
containing protein 




Hp_I06752_IG01438_L1571 44 1 
100 (unknown) Hp_I34246_IG26190_L433 43 2 
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101 LSN-01 Hp_I20393_IG12337_L714 42 1 
102 (unknown) Hp_I04874_IG00782_L1023 40 2 
103 VAL-07.2 Hp_I01453_IG00104_L978 40 2 
104 Zinc metalloprotease-3 Hp_I12518_IG04462_L2600 39 1 
105 (unknown) Hp_I14286_IG06230_L1419 39 1 
106 15kDa ES antigen GWDWRH002BYY0F 38 1 
107 (unknown)  Hp_I22552_IG14496_L630 38 1 
108 TIL domain containing 
protein 
Hp_I05827_IG01076_L1116 37 1 
109 NSP-003.1 Hp_I22470_IG14414_L621 37 1 
110 NSP-17  Hp_I20319_IG12263_L706 37 1 
111 Astacin protease family 
member 
Hp_I02109_IG00176_L1606 37 1 
112 (unknown) Hp_I21182_IG13126_L679 36 1 
113 (unknown) Hp_I02742_IG00275_L749 36 1 
114 NSP-019 Hp_I21313_IG13257_L675 36 3 
115 Kunitz inhibitor Hp_I45281_IG37225_L323 36 1 
116 (unknown) Hp_I12715_IG04659_L2277 35 1 
117 HSP70 FL8UM6J01BLY7J 35 1 
118 Sushi-like Hp_I08175_IG02172_L1570 35 1 
119 (unknown) Hp_I11671_IG03920_L408 35 1 
120 Aspartyl protease 
inhibitor 
Hp_I15089_IG07033_L1228 35 1 
121 Cystatin Hp_I02126_IG00179_L738 35 1 
122 (unknown) HICN8C104ERRWE 34 1 
123 (unknown) GNK0QLK03FKIGI 34 1 
124 CSN-05 Hp_I14935_IG06879_L1258 34 1 
125 (unknown) Hp_I16096_IG08040_L1070 33 1 
126 (unknown) Hp_I04541_IG00689_L698 33 1 
127 (unknown) HICN8C105GEHHW 33 1 
128 VAL-17 Hp_I00825_IG00052_L2998 33 1 
129 Sushi-like Hp_I16083_IG08027_L1071 33 1 
130 glyceraldehyde-3-
phosphate 
dehydrogenase (only in 
egg ES) 
Hp_I06838_IG01481_L1319 31 1 
131 C-type lectin (only 
found in egg ES) 
Hp_C00269_IG00001_L1007 31 1 
132 ACE-1 Hp_I12803_IG04747_L2174 30 1 
133 NSP-018 Hp_I10136_IG03152_L609 28 1 
134 Protein disulfide 
isomerase 
Hp_I13312_IG05256_L1794 28 1 
Abbreviations:  VAL – Venom Allergen-like protein; APY – apyrase; CSP – conserved 
secreted protein with signal peptide; NSP – novel secreted protein with signal peptide; CSN 
– conserved secreted protein with no signal peptide; NSN – novel secreted protein with no 
signal peptide; ACE – acetylcholinesterase; MSP – major sperm protein. 
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Table 4.4 
Proteins found in both fraction 9 and fraction 17 after cross-referencing of LC-
MS/MS results.    




VAL-1.2 Hpb-VAL-1.2 2 26 
VAL-1.3 Hp_I04202_IG00583_L1521 3 53 
VAL-1.4 Hp_I08791_IG02480_L1486 8 30 
VAL-1.5 FRAGMENT Hp_I22486_IG14430_L629 7 22 
VAL-1.7 FRAGMENT Hp_I17933_IG09877_L867 10 15 
VAL-2.2 Hpb-VAL-2.2 17 1 
VAL-19.1 Hp_I14044_IG05988_L1484 36 70 
NSP-3.1 Hp_I22470_IG14414_L621 47 109 
NSP-4 Hp_I24607_IG16551_L570 11 23 
NSP-6 Hp_I25440_IG17384_L551 9 42 
NSP-18 Hp_I10136_IG03152_L609 20 133 
Unknown (new 
NSP/NSN) 
Hp_I14567_IG06511_L1339 41 45 
Aspartyl protease 
inhibitor 
Hp_I15089_IG07033_L1228 19 120 
Chitinase Hp_I13874_IG05818_L1547 46 7 
Legumain Hp_I02849_IG00289_L1962 22 4 
Vitellogenin Hp_I01061_IG00070_L5128 5 19 
Vitellogenin Hp_I12337_IG04281_L4997 4 56 
Sushi-like domain 
containing protein 
Hp_I16462_IG08406_L1016 29 44 
Sushi-like domain 
containing protein 
Hp_I24007_IG15951_L583 24 72 
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Discussion 
The ability of parasite products to divert and modulate the immune response against 
them is widely documented but specific mechanisms are still unclear (Maizels et al 
2004).  H. polygyrus produces a wide variety of molecules in its ES products 
(Hewitson et al 2011b; Moreno et al 2011).  HES has been shown to induce 
regulatory cell types, including regulatory DCs, and T and B cells (Maizels et al 
2011), and to modulate immune responses in several disease models (McSorley et al 
2013).  The ability of HES to induce FoxP3 expression in naïve T cells through TGF-
β activity has been published by our laboratory (Grainger et al 2010), however, no 
protein homologues of TGF-β have been found in proteomic analysis of total HES.  
Here I have attempted to narrow the list of potential candidates for this activity using 
a variety of techniques.  Firstly, fractionation of HES by two methods has 
concentrated TGF-β activity into two distinct peaks.  Content of VALs 1-4 were 
measured in the fractions as these have been found to be the most abundant and 
immunodominant proteins in HES (Hewitson et al 2011a; Hewitson et al 2011b).  
Proteomic analysis of the two TGF-β positive fractions produced a short-list of 20 
common proteins.  
Of the 20 common proteins in fraction 9 and fraction 17, some comment can be 
made as to the suitability of each as a TGF-β homologue candidate.  Although 
aspartyl protease inhibitors have been found to be highly immunogenic and abundant 
in several helminth parasites (Shaw et al 2003; De Maere et al 2005; Delaney et al 
2005), they do not seem to convey any TGF-β-like properties.  Chitinases are 
commonly found in developmental stages of helminths to assist in egg hatching and 
exsheathment (Arnold et al 1993; Geng et al 2002; Wu et al 2008), and a chitinase 
has been shown to augment upregulation of TGF-β-receptors and signaling in 
fibroblasts in vitro, by interacting with TGF-β (Lee et al 2012).  Another 
developmental protein present is vitellogenin, a major egg yolk protein, found in the 
proteomic analysis of HES as highly abundant (Moreno et al 2011).  
Legumain is an asparaginyl endopeptidase, a family of cysteine proteases.  This 
family is found in adult helminths although their precise function is unclear (Dalton 
et al 1995).  The activation of other proteases within the worm is thought to be an 
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important one (Dalton et al 2009), however literature searches unveil no link with 
TGF-β activity.  The same is true for VALs, which may be present in these fractions 
as a result of being the most abundant of all proteins in HES (Hewitson et al 2011b).  
The presence of VALs in the MS results confirms the finding of VAL-1 in both 
fractions 9 and 17 by ELISA, and demonstrates the variation in amino acid sequence 
in this family, as five variants of VAL-1 are found in the list of common proteins 
from these fractions (Table 4.4).  Confirmation that VALs 1-4 do not convey any 
TGF-β activity (Fig 4.7) allows focus on other proteins as potential candidates for the 
activity in HES.  
By definition, the novel secreted proteins (NSPs) in HES have no known function or 
great sequence similarity to other known proteins.  These could therefore be good 
candidates for the TGF-β activity.  A protein was detected in this analysis that could 
not be identified from the H. polygyrus database. Hp_I14567_IG06511_L1339 
shows no BLASTX similarities and no putative conserved domains.  The presence of 
a signal peptide cleavage site, predicted by online software SignalP, is ambiguous, 
and therefore the designation of this protein as an NSP (novel secreted protein with 
signal peptide) or NSN (novel secreted protein without signal peptide) is undecided 
(Fig 4.9). 
Some limitations to the methods used should be considered.   The detection of a 
single protein responsible for the TGF-β activity in HES may be misguided, as a 
combination of molecules may interact to have this effect, which digestion during 
LC-MS/MS would mask.  There may also be detection limitations in that the 
parameters used in the mass spectrometry may not allow detection of the protein of 
interest.   However, considering the strikingly discrete presence of TGF-β activity in 
just one fraction in each of the methods of separation, there does seem to be an 
enrichment of this molecule, without separation of any co-factors that may have been 
involved in total HES.  Ability of the single fractions to upregulate FoxP3 expression 
in naïve splenocytes could be undertaken, in an experiment similar to that showing 
HES itself had Treg inducing abilities (Grainger et al 2010).  Further investigation 
into the common 20 molecules in fractions 9 and 17 is currently underway by 
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members of the laboratory, with the goal to express them as recombinant proteins, 
and to test each as potential immunomodulators and vaccine candidates.   
As H. polygyrus and indeed total HES (Hartmann et al 2009; Liu et al 2009; Hang et 
al 2010; McSorley et al 2012), have been shown to modulate immune pathologies 
associated with common disease models, it is an attractive prospect that a single 




• The TGF-β activity in HES can be narrowed to distinct fractions in both gel 
filtration and anion exchange methods of fractionation, and this is repeatable 
and robust, giving a reliable method for continued fractionation of different 
batches of HES and analysis of the contents of different fractions for 
immunomodulatory components. 
• Proteomic analysis of TGF-β-positive fractions, and cross-referencing of 
results, led to a shortlist of 20 common proteins to the two fractions.  These 
included VAL proteins, which are the most immunodominant protein family 
in HES, but when recombinent versions of VALs 1-4 were tested on the 
TGF-β assay the results was negative. 
• Further investigation into the NSPs could yield positive results as these, by 
their very nature, have no know structure or function, and could be conferring 
TGF-β activity to HES. 
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Final discussion 
 
In order to control and eliminate macroscopic parasites, such as helminths, the host 
immune system must be diverse, adaptable and wide-ranging.  The mechanisms 
involved in protection differ for each parasite and the niches inhabited by different 
parasites determine the array and nature of the immune response involved, as well as 
underlying coinfections, autoimmune diseases and tumours.  Damage by migration 
of parasites, and immunopathology caused by over exuberant responses, must also be 
controlled and limited by the immune system, and these regulatory mechanisms are a 
facet of the host response that helminths have evolved to exploit and induce to 
prolong their own survival.  In the face of such a complicated array of mechanisms 
and systems, study of single helminth infections, in controlled settings, such as 
inbred mouse strains, allows a close dissection of single subsets and molecules that 
are involved. 
This thesis has attempted to study various aspects of the primary immune response, 
principally to H. polygyrus, an excellent and widely-used model of a helminth 
infection soley restricted to the gastrointestinal tract.  Specific mechanisms involved 
in protection against this parasite are not fully understood, and research is ongoing 
into both innate and adaptive arms of the response.  However, the induction of a 
strong Th2 response, which is vitally important in resistance (Urban et al 1991b; 
Svetić et al 1993), and a strong T reg response to both the worm and its ES products 
(Finney et al 2007; Rausch et al 2008; Grainger et al 2010), have been well 
characterised. 
Firstly, in Chapter 1, the role of B cells and antibodies in the immune response to H. 
polygyrus, during a primary infection, were investigated with the use of various 
genetically-modified mouse strains.  Convincing findings in recent literature have 
shown that B cells are necessary for protection after a secondary challenge infection 
with H. polygyrus (McCoy et al 2008; Wojciechowski et al 2009; Liu et al 2010b), 
although to what extent the roles of B cells such as production of cytokines, 
production of polyclonal or antigen-specific antibodies or antigen presentation, 
contribute to the response is unclear.  The experiments in Chapter 1, confirmed that 
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the absence of B cells (µMT mice), production of antigen-specific antibody (MD4 
mice) and stimulation of a full B cell response, including class switching and 
induction of a strong Th2 response (CD40-/- and CD154-/- mice), had only small 
effects on parasitological outcome after a primary infection in poorly resistant 
C57BL/6 mice.  Collectively, these results suggest that, upon first exposure to H. 
polygyrus, cell types other than B cells are more important in protection, although 
the role of B cells in the formation of granulomas, which are thought to contribute to 
damage of migrating larvae in the intestinal wall, was complicated by the surprising 
finding that µMT mice cannot form granulomas.  Further investigation into reasons 
for this would be important, as the role of the granuloma has not been fully explained, 
and no other studies on H. polygyrus in B cell-deficient mice have quantified or 
qualitatively described the granulomas. 
Although antigen-specific antibody has been shown to be important in secondary 
responses (McCoy et al 2008), the range of molecules in HES strongly bound by 
antibodies shows a remarkably similar profile using primary and secondary serum on 
Western blots.  Experiments presented here characterise mAbs that bind the 
immunodominant molecules in HES, previously identified as VALs, and confirm the 
dominance of IgG1 as the prominent antibody subclass after infection with H. 
polygyrus.  Although the IgG1 antibody fraction has previously been identified as the 
most protective (Pritchard et al 1983), transfer of mAbs raised to HES tested so far 
have not conferred protection.  The role of antibodies in protection against helminths 
is as yet not fully understood, and further investigation into why certain molecules 
are immunodominant, and how we can use them as tools to diagnose, prevent or cure 
helminth infections in animals and humans is of importance to basic parasitological 
understanding and of concern to worldwide healthcare. 
A broader study of a number of cellular subsets involved in primary immunity to H. 
polygyrus is described in Chapter 2, where four strains of mice with a spectrum of 
parasitological outcomes were scrutinised.  Aspects of immunity including strength 
of the Th2 cytokine response and serum IgG1 titre were confirmed here having been 
observed in previous publications (Prowse et al 1978; Wahid and Behnke 1993a; 
Lawrence and Pritchard 1994).  Interestingly, the relatively new cell subset, ILCs, 
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that initiate a Th2 response, and which have not been characterised in H. polygyrus 
infection to date, were found to correlate with resistance in terms of proportion and 
total numbers in the MLN.  These cells have been studied in several helminth 
infection and allergy models, and use of cytokine-reporter mice in an early time-
course experiment would help to dissect further the movements, kinetics and 
interactions of ILCs in H. polygyrus infection.   
Furthermore, the prominence of AAMΦ in the granuloma and gut tissue in more 
resistant mice was illustrated, having previously thought to be more important in a 
secondary infection setting (Anthony et al 2006; Patel et al 2009).  Indeed, the 
importance of AAMΦ in granulomas was illustrated by experiments with clodronate, 
which significantly decreased granuloma numbers and protection in depleted mice, 
as did a deficiency in IL-4Rα.  It will be very important in the future to dissect the 
exact cellular composition of granulomas and how they are involved in protection 
against H. polygyrus.  Although most characterization has been on secondary 
infection, these experiments have shown a strong correlation between numbers of 
granulomas and resistance in a primary setting. 
Chapter 3 focussed on the role of MIF in anti-helminth immunity.  Although MIF 
has been well characterised in terms of promoting inflammatory diseases, tumours, 
and wound healing, and has pleiotropic effects in the body, its role in anti-helminth 
immunity is much less well characterised.  Due to its link with the alternative 
activation of macrophages in a Th2 setting (Prieto-Lafuente et al 2009), MIF-/- mice 
were utilized to investigate this aspect of the immune response to H. polygyrus 
further, and additionally, the acute migratory helminth parasite N. brasiliensis.  A 
dramatic and reproducible highly-susceptible phenotype was observed in these mice 
after infection with both parasites, although no defect in adaptive immune responses 
was observed, in in the formation of granulomas in H. polygyrus infection, 
suggesting that these are not solely responsible for worm killing, and that innate 
cellular populations are more important than T cells, B cells or regulatory processes 
in the protective effector mechanism.   
Several aspects of innate immunity were affected by a lack of MIF, including 
macrophage alternative activation, eosinophilia, induction of CD11b+ Gr1+ cell 
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subsets, and induction of ILCs after infection with H. polygyrus, and as the 
subsequent Th2 response is not compromised in these mice it will be important to 
assess more thoroughly the impact of these defects in other areas of protective 
immunity.  In order to do this comprehensively, an approach utilizing microarray 
technology on gut tissue from wild-type and MIF-deficient mice, or from individual 
cell types, would be necessary, to observe the impact on expression of genes and 
induction of pathways.   
A possibility is that MIF may be acting as an alarmin, like IL-25, IL-33 and TSLP 
(Saenz et al 2008) to induce ILCs after epithelial damage by the migrating parasite.  
The interesting observation that in N. brasiliensis infection, there is no apparent 
defect in ILC induction indicates that there may be redundant factors induced by the 
worms that could be being selectively suppressed by H. polygyrus but not N. 
brasiliensis.  This is supported by the fact that in uninfected mice, MIF-deficiency 
does not confer an inability to induce ILCs in response to exogenous IL-25 or IL-33, 
or even in the ability to make IL-33 in response to a potent airway stimulus of this 
cytokine.  Further testing of the ability of MIF to induce ILCs in vitro, and the 
assaying of mediators released from epithelial cells upon stimulation with H. 
polygyrus or HES will be important.  Indications of the presence of MIF in epithelial 
cells and granulomas after H. polygyrus infection was shown by 
immunohistochemical staining, but more sophisticated fluorescent microscopy could 
be used to further map the storage of this cytokine in different cells of the gut. 
Whilst the defect in ILCs seemed to be parasite-specific, significantly lower 
induction of CD11b+ Ly6G+ and CD11b+ Ly6C+ cells was noted after infections with 
both H. polygyrus and N. brasiliensis, in MIF-/- mice compared to wild-type mice.  
These markers alone do not enable the exact identification of a specific cell type, 
although several researchers have used these to determine that cells were MDSCs, 
neutrophils, inflammatory monocytes and suppressive monocytes (Sunderkotter et al 
2004; Zhu et al 2007; Brandau et al 2013; Pillay et al 2013).   The work presented 
here is very preliminary in this area, and so further work should assess the exact 
characteristics of these myeloid cells, including whether they can be induced to 
develop from bone marrow precursors by culture with rMIF, whether they have 
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suppressive properties, their molecular expression and whether MIF-/- still fail to 
induce them in settings known to have high levels of MDSCs, for example in tumour 
models. 
The successful development of a protocol to chemically inhibit MIF with 4-IPP 
allows research in any strain of mouse, without being restricted to the MIF-/- 
genotype.  This could facilitate a wide range of experiments to assess the importance 
of MIF in other parasite infections for example, or to see if inhibition of MIF can 
overcome even the most resistant phenotype, such as SJL mice, to H. polygyrus.  The 
use of this chemical allowed the demonstration that similar defects in the immune 
response could be recapitulated without genetic manipulation.  Unfortunately, the 
same was not found for rMIF, which did not rescue MIF-/- mice in terms of 
parasitological outcome in H. polygyrus or N. brasiliensis, when administered i.p.  
Different sites of injection should be investigated in the future, as the 
chemoattractant properties of MIF may be affecting migration of cells to the site of 
infection and preventing it from working as it would in a normal infection setting.  It 
was apparent however that rMIF induced expression of markers of alternative 
activation RELM-α and Ym-1, and numbers of CD11b+ Ly6C+ and G+ subsets in 
both the PL and in the gut tissue, although the same was not true for ILCs. 
These experiments have illustrated the pleiotropic roles of MIF in immunity, several 
of which have not been documented before with relation to helminth infections. 
Therefore it will be important to investigate the finer points of how MIF is working 
in induction, activation or promotion of these mechanisms. 
Finally, work included in Chapter 4 attempted to investigate the molecule in HES 
responsible for the TGF-β activity that has previously been observed to induce 
conversion of Foxp3- T cells to FoxP3+ T regs in vitro (Grainger et al 2010). Using 
two methods of protein fractionation, peaks of TGF- β activity were isolated within 
distinct fractions, and results from LC-MS/MS of these two fractions were cross-
referenced to produce a shortlist of 20 potential candidates.  As several VAL proteins 
were identified in the list, and have previously been shown to be highly 
immunodominant and abundant (Hewitson et al 2011a; Hewitson et al 2011b), 
bacterially-expressed recombinant versions of VALs 1-4 were analysed for TGF-β 
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activity but resulted in no signal when compared to whole HES.  The use of other 
methods to express VALs will be necessary to ensure correct folding and post-
translational modifications, as will investigation of the other candidates on the list as 
to their TGF-β activity.  Even more extensive fractionation may also reveal other 
candidates or eliminate some from the list.      
These experiments are a prelude to future work assessing a variety of molecules 
found in HES with different properties.  HES has been shown to dampen allergic 
airway inflammation without the need for a live worm infection (McSorley et al 
2012), and so it will be very important to dissect the active immunomodulatory 
components in order to thoroughly assess how immune suppression is occurring and 
how HES, or its components, could be used as therapy for other disease models.  
This will also serve to contribute to the wider body of knowledge that could result in 
helminth therapy for a variety of debilitating human diseases (Elliott and Weinstock 
2009; Fleming 2013; Weinstock and Elliott 2013). 
 
  
	   221	  
References 
 
Abate, E., M. Belayneh, A. Gelaw, J. Idh, A. Getachew, S. Alemu, E. Diro, N. Fikre, S. Britton, D. 
Elias, A. Aseffa, O. Stendahl and T. Schön (2012). The impact of asymptomatic helminth co-
infection in patients with newly diagnosed tuberculosis in north-west Ethiopia. PLoS ONE 7: 
e42901. 
Abe, R., T. Peng, J. Sailors, R. Bucala and C. N. Metz (2001). Regulation of the CTL response by 
macrophage migration inhibitory factor. Journal of Immunology 166: 747-753. 
Abe, R., T. Shimizu, A. Ohkawara and J. Nishihira (2000). Enhancement of macrophage migration 
inhibitory factor (MIF) expression in injured epidermis and cultured fibroblasts. Biochimica 
et biophysica acta 1500: 1-9. 
Adamali, H., M. E. Armstrong, A. M. McLaughlin, G. Cooke, E. McKone, C. M. Costello, C. G. 
Gallagher, L. Leng, J. A. Baugh, G. Fingerle-Rowson, R. J. Bucala, P. McLoughlin and S. C. 
Donnelly (2012). Macrophage migration inhibitory factor enzymatic activity, lung 
inflammation, and cystic fibrosis. American journal of respiratory and critical care medicine 
186: 162-169. 
Adams, J. H., I. J. East, F. G. Monroy and C. Dobson (1988). Sex-specific antigens on the surface and 
in the secretions of Nematospiroides dubius. International Journal for Parasitology 18: 999-
1001. 
Adams, J. H., F. G. Monroy, I. J. East and C. Dobson (1987). Surface and excretory/secretory 
antigens of Nematospiroides dubius. Immunology and Cell Biology 65: 393-397. 
Al-Abed, Y., D. Dabideen, B. Aljabari, A. Valster, D. Messmer, M. Ochani, M. Tanovic, K. Ochani, 
M. Bacher, F. Nicoletti, C. Metz, V. A. Pavlov, E. J. Miller and K. J. Tracey (2005). ISO-1 
binding to the tautomerase active site of MIF inhibits its pro-inflammatory activity and 
increases survival in severe sepsis. Journal of Biological Chemistry 280: 36541-36544. 
Al-Qaoud, K. M., E. Pearlman, T. Hartung, J. Klukowski, B. Fleischer and A. Hoerauf (2000). A new 
mechanism for IL-5-dependent helminth control: neutrophil accumulation and neutrophil-
mediated worm encapsulation in murine filariasis are abolished in the absence of IL-5. 
International Immunology 12: 899-908. 
Al-Shami, A., R. Spolski, J. Kelly, A. Keane-Myers and W. J. Leonard (2005). A role for TSLP in the 
development of inflammation in an asthma model. Journal of Experimental Medicine 202: 
829-839. 
Ali, N. M., J. M. Behnke and B. R. Manger (1985). The pattern of peripheral blood leucocyte changes 
in mice infected with Nematospiroides dubius. Journal of Helminthology 59: 83-93. 
Allakhverdi, Z., D. E. Smith, M. R. Comeau and G. Delespesse (2007). Cutting edge: The ST2 ligand 
IL-33 potently activates and drives maturation of human mast cells. Journal of Immunology 
179: 2051-2054. 
Allen, J. E., R. A. Lawrence and R. M. Maizels (1996). APC from mice harbouring the filarial 
nematode, Brugia malayi, prevent cellular proliferation but not cytokine production. 
International Immunology 8: 143-151. 
Allen, J. E. and R. M. Maizels (2011). Diversity and dialogue in immunity to helminths. Nature 
Reviews Immunology 11: 375-388. 
Allen, J. E. and T. A. Wynn (2011). Evolution of Th2 immunity: a rapid repair response to tissue 
destructive pathogens. PLoS Pathogens 7: e1002003. 
Allen, R. C., R. J. Armitage, M. E. Conley, H. Rosenblatt, N. A. Jenkins, N. G. Copeland, M. A. 
Bedell, S. Edelhoff, C. M. Disteche and D. K. Simoneaux (1993). CD40 ligand gene defects 
responsible for X-linked hyper-IgM syndrome. Science 259: 990-993. 
Alonso-Trujillo, J., I. Rivera-Montoya, M. Rodriguez-Sosa and L. I. Terrazas (2007). Nitric oxide 
contributes to host resistance against experimental Taenia crassiceps cysticercosis. 
Parasitology Research 100: 1341-1350. 
Alugupalli, K. R. and D. Abraham (2009). B Cell Multitasking Is Required to Control Nematode 
Infection. Immunity 30: 317-319. 
Amano, T., J. Nishihira and I. Miki (2007). Blockade of macrophage migration inhibitory factor 
(MIF) prevents the antigen-induced response in a murine model of allergic airway 
inflammation. Inflammation Research 56: 24-31. 
	   222	  
Amri, M., S. A. Aissa, H. Belguendouz, D. Mezioug and C. Touil-Boukoffa (2007). In vitro 
antihydatic action of IFN-gamma is dependent on the nitric oxide pathway. Journal of 
Interferon Cytokine Research 27: 781-787. 
Angkasekwinai, P., H. Park, Y. H. Wang, Y. H. Wang, S. H. Chang, D. B. Corry, Y. J. Liu, Z. Zhu 
and C. Dong (2007). Interleukin 25 promotes the initiation of proallergic type 2 responses. 
Journal of Experimental Medicine 204: 1509-1517. 
Anthony, R. M., L. I. Rutitzky, J. F. Urban, M. J. Stadecker and W. C. Gause (2007). Protective 
immune mechanisms in helminth infection. Nature Reviews Immunology 7: 975-987. 
Anthony, R. M., J. F. Urban, F. Alem, H. A. Hamed, C. T. Rozo, J.-L. Boucher, N. Van Rooijen and 
W. C. Gause (2006). Memory TH2 cells induce alternatively activated macrophages to 
mediate protection against nematode parasites. Nature Medicine 12: 955-960. 
Aoki, M., H. Sugaya, K. Ishida and K. Yoshimura (1998). The role of CD4+ and CD8+ T-cells in host 
morbidity and innate resistance to Angiostrongylus cantonensis in the mouse. Parasitology 
Research 84: 91-99. 
Aranzamendi, C., F. Fransen, M. Langelaar, F. Franssen, P. van der Ley, J. P. van Putten, V. Rutten 
and E. Pinelli (2012). Trichinella spiralis-secreted products modulate DC functionality and 
expand regulatory T cells in vitro. Parasite Immunology 34: 210-223. 
Arnardottir, H. H., J. Freysdottir and I. Hardardottir (2012). Two circulating neutrophil populations in 
acute inflammation in mice. Inflammation Research 61: 931-939. 
Arnold, K., L. J. Brydon, L. H. Chappell and G. W. Gooday (1993). Chitinolytic activities in 
Heligmosomoides polygyrus and their role in egg hatching. Molecular and Biochemical 
Parasitology 58: 317-323. 
Artis, D. and R. K. Grencis (2008). The intestinal epithelium: sensors to effectors in nematode 
infection. Mucosal Immunology 1: 252-264. 
Artis, D., M. L. Wang, S. A. Keilbaugh, W. He, M. Brenes, G. P. Swain, P. A. Knight, D. D. 
Donaldson, M. A. Lazar, H. R. Miller, G. A. Schad, P. Scott and G. D. Wu (2004). 
RELMbeta/FIZZ2 is a goblet cell-specific immune-effector molecule in the gastrointestinal 
tract. PNAS 101: 13596-13600. 
Ashton, P. D., R. S. Curwen and R. A. Wilson (2001). Linking proteome and genome: how to identify 
parasite proteins. Trends in Parasitology 17: 198-202. 
Aslani, S., A. Hossein-nezhad, Z. Maghbooli, K. Mirzaei and F. Karimi (2011). Genetic variation in 
macrophage migration inhibitory factor associated with gestational diabetes mellitus and 
metabolic syndrome. Hormone and Metabolic Research 43: 557-561. 
Atarashi, K., T. Tanoue, K. Oshima, W. Suda, Y. Nagano, H. Nishikawa, S. Fukuda, T. Saito, S. 
Narushima, K. Hase, S. Kim, J. V. Fritz, P. Wilmes, S. Ueha, K. Matsushima, H. Ohno, B. 
Olle, S. Sakaguchi, T. Taniguchi, H. Morita, M. Hattori and K. Honda (2013). Treg induction 
by a rationally selected mixture of Clostridia strains from the human microbiota. Nature 500: 
232-236. 
Atarashi, K., Y. Umesaki and K. Honda (2011). Microbiotal influence on T cell subset development. 
Seminars in Immunology 23: 146-153. 
Athanasiadou, S., A. Pemberton, F. Jackson, N. Inglis, H. R. Miller, F. Thevenod, A. Mackellar and J. 
F. Huntley (2008). Proteomic approach to identify candidate effector molecules during the in 
vitro immune exclusion of infective Teladorsagia circumcincta in the abomasum of sheep. 
Vet Res 39: 58. 
Au Yeung, K. J., A. Smith, A. Zhao, K. B. Madden, J. Elfrey, C. Sullivan, O. Levander, J. F. Urban 
and T. Shea-Donohue (2005). Impact of vitamin E or selenium deficiency on nematode-
induced alterations in murine intestinal function. Experimental Parasitology 109: 201-208. 
Awandare, G. A., J. B. Hittner, P. G. Kremsner, D. O. Ochiel, C. C. Keller, J. B. Weinberg, I. A. 
Clark and D. J. Perkins (2006). Decreased circulating macrophage migration inhibitory factor 
(MIF) protein and blood mononuclear cell MIF transcripts in children with Plasmodium 
falciparum malaria. Clinical Immunology 119: 219-225. 
Awandare, G. A., P. G. Kremsner, J. B. Hittner, C. C. Keller, I. A. Clark, J. B. Weinberg and D. J. 
Perkins (2007). Higher production of peripheral blood macrophage migration inhibitory 
factor in healthy children with a history of mild malaria relative to children with a history of 
severe malaria. American Journal of Tropical Medicine and Hygiene 76: 1033-1036. 
Babayan, S. A., H. Luo, N. Gray, D. W. Taylor and J. E. Allen (2012). Deletion of Parasite Immune 
Modulatory Sequences Combined with Immune Activating Signals Enhances Vaccine 
Mediated Protection against Filarial Nematodes. PLoS neglected tropical diseases 6: e1968. 
	   223	  
Bach, J.-F. (2002). The effect of infections on susceptibility to autoimmune and allergic diseases. The 
New England journal of medicine 347: 911-920. 
Bach, J.-P., B. Rinn, B. Meyer, R. Dodel and M. Bacher (2008). Role of MIF in Inflammation and 
Tumorigenesis. Oncology 75: 127-133. 
Baeza Garcia, A., R. J. Pierce, B. Gourbal, E. Werkmeister, D. Colinet, J.-M. Reichhart, C. Dissous 
and C. Coustau (2010). Involvement of the cytokine MIF in the snail host immune response 
to the parasite Schistosoma mansoni. PLoS Pathogens 6: e1001115. 
Bai, F., O. A. Asojo, P. Cirillo, M. Ciustea, M. Ledizet, P. A. Aristoff, L. Leng, R. A. Koski, T. J. 
Powell, R. Bucala and K. G. Anthony (2012). A novel allosteric inhibitor of macrophage 
migration inhibitory factor (MIF). Journal of Biological Chemistry 287: 30653-30663. 
Balic, A., Y. Harcus, M. J. Holland and R. M. Maizels (2004). Selective maturation of dendritic cells 
by Nippostrongylus brasiliensis-secreted proteins drives Th2 immune responses. European 
Journal of Immunology 34: 3047-3059. 
Balic, A., K. A. Smith, Y. Harcus and R. M. Maizels (2009). Dynamics of CD11c+ dendritic cell 
subsets in lymph nodes draining the site of intestinal nematode infection. Immunology 
Letters 127: 68-75. 
Banchereau, J., F. Briere, C. Caux, J. Davoust, S. Lebecque, Y. J. Liu, B. Pulendran and K. Palucka 
(2000). Immunobiology of dendritic cells. Annual Review of Immunology 18: 767-811. 
Bancroft, A. J., K. J. Else, J. P. Sypek and R. K. Grencis (1997). Interleukin-12 promotes a chronic 
intestinal nematode infection. European Journal of Immunology 27: 866-870. 
Bancroft, A. J., R. K. Grencis, K. J. Else and E. Devaney (1994). The role of CD4 cells in protective 
immunity to Brugia pahangi. Parasite Immunology 16: 385-387. 
Bancroft, A. J., A. N. McKenzie and R. K. Grencis (1998). A critical role for IL-13 in resistance to 
intestinal nematode infection. Journal of Immunology 160: 3453-3461. 
Bansemir, A. D. and M. V. Sukhdeo (1994). The food resource of adult Heligmosomoides polygyrus 
in the small intestine. The Journal of parasitology 80: 24-28. 
Bansemir, A. D. and M. V. Sukhdeo (1996). Villus length influences habitat selection by 
Heligmosomoides polygyrus. Parasitology 113: 311-316. 
Bansemir, A. D. and M. V. Sukhdeo (2001). Intestinal distribution of worms and host ingesta in 
Nippostrongylus brasiliensis. Journal of Parasitology 87: 1470-1472. 
Barlow, J. L. and A. N. J. McKenzie (2011). Nuocytes: expanding the innate cell repertoire in type-2 
immunity. Journal of Leukocyte Biology 90: 867-874. 
Bartemes, K. R., K. Iijima, T. Kobayashi, G. M. Kephart, A. N. McKenzie and H. Kita (2012). IL-33-
responsive lineage- CD25+ CD44(hi) lymphoid cells mediate innate type 2 immunity and 
allergic inflammation in the lungs. The Journal of Immunology 188: 1503-1513. 
Bass, D. A. and P. Szejda (1979). Eosinophils versus neutrophils in host defense. Killing of newborn 
larvae of Trichinella spiralis by human granulocytes in vitro. Journal of Clinical 
Investigation 64: 1415-1422. 
Baugh, J. A., S. Chitnis, S. C. Donnelly, J. Monteiro, X. Lin, B. J. Plant, F. Wolfe, P. K. Gregersen 
and R. Bucala (2002). A functional promoter polymorphism in the macrophage migration 
inhibitory factor (MIF) gene associated with disease severity in rheumatoid arthritis. Genes 
and immunity 3: 170-176. 
Bazzone, L. E., P. M. Smith, L. I. Rutitzky, M. G. Shainheit, J. F. Urban, T. Setiawan, A. M. Blum, J. 
V. Weinstock and M. J. Stadecker (2008). Coinfection with the intestinal nematode 
Heligmosomoides polygyrus markedly reduces hepatic egg-induced immunopathology and 
proinflammatory cytokines in mouse models of severe schistosomiasis. Infection and 
Immunity 76: 5164-5172. 
Bednarska, M., A. Bajer and E. Sinski (2008). Cryptosporidium parvum: the course of 
Cryptosporidium parvum infection in C57BL/6 mice co-infected with the nematode 
Heligmosomoides bakeri. Experimental Parasitology 120: 21-28. 
Behm, C. A. and K. S. Ovington (2000). The role of eosinophils in parasitic helminth infections: 
insights from genetically modified mice. Parasitology Today 16: 202-209. 
Behnke, J. and P. Harris (2009). Heligmosomoides bakeri or Heligmosomoides polygyrus? The 
American journal of tropical medicine and hygiene 80: 684-685. 
Behnke, J. and P. D. Harris (2010). Heligmosomoides bakeri: a new name for an old worm? Trends in 
Parasitology 26: 524-529. 
	   224	  
Behnke, J. M., J. Hannah and D. I. Pritchard (1983). Nematospiroides dubius in the mouse: evidence 
that adult worms depress the expression of homologous immunity. Parasite Immunology 5: 
397-408. 
Behnke, J. M., F. Iraqi, D. Menge, R. L. Baker, J. Gibson and D. Wakelin (2003a). Chasing the genes 
that control resistance to gastrointestinal nematodes. Journal of Helminthology 77: 99-110. 
Behnke, J. M., A. E. Keymer and J. W. Lewis (1991). Heligmosomoides polygyrus or 
Nematospiroides dubius? Parasitology Today 7: 177-179. 
Behnke, J. M., A. Lowe, S. Clifford and D. Wakelin (2003b). Cellular and serological responses in 
resistant and susceptible mice exposed to repeated infection with Heligmosomoides 
polygyrus bakeri. Parasite Immunology 25: 333-340. 
Behnke, J. M., D. M. Menge and H. Noyes (2009). Heligmosomoides bakeri: a model for exploring 
the biology and genetics of resistance to chronic gastrointestinal nematode infections. 
Parasitology 136: 1565. 
Behnke, J. M. and M. Robinson (1985). Genetic control of immunity to Nematospiroides dubius: a 9-
day anthelmintic abbreviated immunizing regime which separates weak and strong responder 
strains of mice. Parasite Immunology 7: 235-253. 
Behnke, J. M., F. N. Wahid, R. K. Grencis, K. J. Else, A. W. Ben-Smith and P. K. Goyal (1993). 
Immunological relationships during primary infection with Heligmosomoides polygyrus 
(Nematospiroides dubius): downregulation of specific cytokine secretion (IL-9 and IL-10) 
correlates with poor mastocytosis and chronic survival of adult worms. Parasite Immunology 
15: 415-421. 
Belkaid, Y. and K. Tarbell (2009). Regulatory T Cells in the Control of Host-Microorganism 
Interactions *. Annual Review of Immunology 27: 551-589. 
Ben-Smith, A., D. A. Lammas and J. M. Behnke (2003). The relative involvement of Th1 and Th2 
associated immune responses in the expulsion of a primary infection of Heligmosomoides 
polygyrus in mice of differing response phenotype. Journal of Helminthology 77: 133-146. 
Ben-Smith, A., F. N. Wahid, D. A. Lammas and J. M. Behnke (1999). The relationship between 
circulating and intestinal Heligmosomoides polygyrus-specific IgG1 and IgA and resistance 
to primary infection. Parasite Immunology 21: 383-395. 
Bendrat, K., Y. Al-Abed, D. J. Callaway, T. Peng, T. Calandra, C. N. Metz and R. Bucala (1997). 
Biochemical and mutational investigations of the enzymatic activity of macrophage 
migration inhibitory factor. Biochemistry 36: 15356-15362. 
Bennuru, S., R. Semnani, Z. Meng, J. M. C. Ribeiro, T. D. Veenstra and T. B. Nutman (2009). Brugia 
malayi Excreted/Secreted Proteins at the Host/Parasite Interface: Stage- and Gender-Specific 
Proteomic Profiling. PLoS neglected tropical diseases 3: e410. 
Bernfield, M., M. Gotte, P. W. Park, O. Reizes, M. L. Fitzgerald, J. Lincecum and M. Zako (1999). 
Functions of cell surface heparan sulfate proteoglycans. Annu Rev Biochem 68: 729-777. 
Bernhagen, J., T. Calandra and R. Bucala (1998). Regulation of the immune response by macrophage 
migration inhibitory factor: biological and structural features. Journal of Molecular Medicine 
76: 151-161. 
Bernhagen, J., T. Calandra, R. A. Mitchell, S. B. Martin, K. J. Tracey, W. Voelter, K. R. Manogue, A. 
Cerami and R. Bucala (1993). MIF is a pituitary-derived cytokine that potentiates lethal 
endotoxaemia. Nature 365: 756-759. 
Bernhagen, J., R. Krohn, H. Lue, J. L. Gregory, A. Zernecke, R. R. Koenen, M. Dewor, I. Georgiev, 
A. Schober, L. Leng, T. Kooistra, G. Fingerle-Rowson, P. Ghezzi, R. Kleemann, S. R. 
McColl, R. Bucala, M. J. Hickey and C. Weber (2007). MIF is a noncognate ligand of CXC 
chemokine receptors in inflammatory and atherogenic cell recruitment. Nature Medicine 13: 
587-596. 
Bernhagen, J., R. A. Mitchell, T. Calandra, W. Voelter, A. Cerami and R. Bucala (1994). Purification, 
bioactivity, and secondary structure analysis of mouse and human macrophage migration 
inhibitory factor (MIF). Biochemistry 33: 14144-14155. 
Berrilli, F., D. Di Cave, S. Cavallero and S. D'Amelio (2012). Interactions between parasites and 
microbial communities in the human gut. Frontiers in cellular and infection microbiology 2: 
141. 
Bethony, J., A. Loukas, M. Smout, S. Brooker, S. Mendez, J. Plieskatt, G. Goud, M. E. Bottazzi, B. 
Zhan, Y. Wang, A. Williamson, S. Lustigman, R. Correa-Oliveira, S. Xiao and P. J. Hotez 
(2005). Antibodies against a secreted protein from hookworm larvae reduce the intensity of 
hookworm infection in humans and vaccinated laboratory animals. FASEB J 19: 1743-1745. 
	   225	  
Bielory, B. P., T. Mainardi and M. Rottem (2013). Evolutionary immune response to conserved 
domains in parasites and aeroallergens. Allergy and Asthma Proceedings 34: 93-102. 
Bishop, G. A. and B. S. Hostager (2003). The CD40–CD154 interaction in B cell–T cell liaisons. 
Cytokine & Growth Factor Reviews 14: 297-309. 
Blackwell, N. M. and K. J. Else (2001). B cells and antibodies are required for resistance to the 
parasitic gastrointestinal nematode Trichuris muris. Infection and Immunity 69: 3860-3868. 
Blaxter, M., M. Aslett, D. Guiliano and J. Daub (1999). Parasitic helminth genomics. Filarial Genome 
Project. Parasitology 118 Suppl: S39-51. 
Blaxter, M. L., N. Raghavan, I. Ghosh, D. Guiliano, W. Lu, S. A. Williams, B. Slatko and A. L. Scott 
(1996). Genes expressed in Brugia malayi infective third stage larvae. Molecular and 
Biochemical Parasitology 77: 77-93. 
Blom, L., B. C. Poulsen, B. M. Jensen, A. Hansen and L. K. Poulsen (2011). IL-33 induces IL-9 
production in human CD4+ T cells and basophils. PLoS ONE 6: e21695. 
Bluestone, J. A., C. R. Mackay, J. J. O'Shea and B. Stockinger (2009). The functional plasticity of T 
cell subsets. Nature Reviews Immunology 9: 811-816. 
Blum, A. M., L. Hang, T. Setiawan, J. P. Urban, K. M. Stoyanoff, J. Leung and J. V. Weinstock 
(2012). Heligmosomoides polygyrus bakeri Induces Tolerogenic Dendritic Cells that Block 
Colitis and Prevent Antigen-Specific Gut T Cell Responses. The Journal of Immunology 
189: 2512-2520. 
Bonne-Annee, S., L. A. Kerepesi, J. A. Hess, A. E. O'Connell, J. B. Lok, T. J. Nolan and D. Abraham 
(2013). Human and Mouse Macrophages Collaborate with Neutrophils To Kill Larval 
Strongyloides stercoralis. Infection and Immunity 81: 3346-3355. 
Borkow, G. and Z. Bentwich (2006). HIV and helminth co-infection: is deworming necessary? 
Parasite Immunology 28: 605-612. 
Boros, D. L., K. S. Warren and R. P. Pelley (1973). The secretion of migration inhibitory factor by 
intact schistosome egg granulomas maintained in vitro. Nature 246: 224-226. 
Bower, M. A., S. L. Constant and S. Mendez (2008). Necator americanus: the Na-ASP-2 protein 
secreted by the infective larvae induces neutrophil recruitment in vivo and in vitro. 
Experimental Parasitology 118: 569-575. 
Bozza, M., A. R. Satoskar, G. Lin, B. Lu, A. A. Humbles, C. Gerard and J. R. David (1999). Targeted 
disruption of migration inhibitory factor gene reveals its critical role in sepsis. Journal of 
Experimental Medicine 189: 341-346. 
Bozza, M. T., Y. C. Martins, L. A. Carneiro and C. N. Paiva (2012). Macrophage migration inhibitory 
factor in protozoan infections. Journal of parasitology research 2012: 413052. 
Bradley, J. E., R. Helm, M. Lahaise and R. M. Maizels (1991). cDNA clones of Onchocerca volvulus 
low molecular weight antigens provide immunologically specific diagnostic probes. 
Molecular and Biochemical Parasitology 46: 219-227. 
Brandau, S., K. Moses and S. Lang (2013). The kinship of neutrophils and granulocytic myeloid-
derived suppressor cells in cancer: cousins, siblings or twins? Seminars in cancer biology 23: 
171-182. 
Brandtzaeg, P. and F.-E. Johansen (2005). Mucosal B cells: phenotypic characteristics, transcriptional 
regulation, and homing properties. Immunological reviews 206: 32-63. 
Brindley, P. J., M. Mitreva, E. Ghedin and S. Lustigman (2009). Helminth genomics: The 
implications for human health. PLoS neglected tropical diseases 3: e538. 
Broadhurst, M. J., A. Ardeshir, B. Kanwar, J. Mirpuri, U. M. Gundra, J. M. Leung, K. E. Wiens, I. 
Vujkovic-Cvijin, C. C. Kim, F. Yarovinsky, N. W. Lerche, J. M. McCune and P. Loke 
(2012). Therapeutic helminth infection of macaques with idiopathic chronic diarrhea alters 
the inflammatory signature and mucosal microbiota of the colon. PLoS Pathog 8: e1003000. 
Broadhurst, M. J., J. M. Leung, V. Kashyap, J. M. McCune, U. Mahadevan, J. H. McKerrow and P. a. 
n. Loke (2010). IL-22+ CD4+ T cells are associated with therapeutic Trichuris trichiura 
infection in an ulcerative colitis patient. Science translational medicine 2: 60-88. 
Bronte, V., P. Serafini, A. Mazzoni, D. M. Segal and P. Zanovello (2003). L-arginine metabolism in 
myeloid cells controls T-lymphocyte functions. Trends in Immunology 24: 302-306. 
Bronte, V. and P. Zanovello (2005). Regulation of immune responses by L-arginine metabolism. 
Nature Reviews Immunology 5: 641-654. 
Brown, J. K., D. S. Donaldson, S. H. Wright and H. R. Miller (2003). Mucosal mast cells and 
nematode infection: strain-specific differences in mast cell precursor frequency revisited. 
Journal of Helminthology 77: 155-161. 
	   226	  
Brown, T. R. (1898). Studies on Trichinosis, with Especial Reference to the Increase of the 
Eosinophilic Cells in the Blood and Muscle, the Origin of These Cells and Their Diagnostic 
Importance. Journal of Experimental Medicine 3: 315-347. 
Brys, L., A. Beschin, G. Raes, G. H. Ghassabeh, W. Noël, J. Brandt, F. Brombacher and P. De 
Baetselier (2005). Reactive oxygen species and 12/15-lipoxygenase contribute to the 
antiproliferative capacity of alternatively activated myeloid cells elicited during helminth 
infection. Journal of Immunology 174: 6095-6104. 
Bucala, R. (1996). MIF rediscovered: cytokine, pituitary hormone, and glucocorticoid-induced 
regulator of the immune response. FASEB journal 10: 1607-1613. 
Bucala, R. (2013). MIF, MIF alleles, and prospects for therapeutic intervention in autoimmunity. 
Journal of Clinical Immunology 33 Suppl 1: S72-78. 
Buda, A., M. A. Jepson and M. Pignatelli (2012). Regulatory function of trefoil peptides (TFF) on 
intestinal cell junctional complexes. Cell Communication and Adhesion 19: 63-68. 
Buys, J., R. Wever and E. J. Ruitenberg (1984). Myeloperoxidase is more efficient than eosinophil 
peroxidase in the in vitro killing of newborn larvae of Trichinella spiralis. Immunology 51: 
601-607. 
Buys, J., R. Wever, R. van Stigt and E. J. Ruitenberg (1981). The killing of newborn larvae of 
Trichinella spiralis by eosinophil peroxidase in vitro. European Journal of Immunology 11: 
843-845. 
Cai, Y., R. K. Kumar, J. Zhou, P. S. Foster and D. C. Webb (2009). Ym1/2 promotes Th2 cytokine 
expression by inhibiting 12/15(S)-lipoxygenase: identification of a novel pathway for 
regulating allergic inflammation. Journal of Immunology 182: 5393-5399. 
Calandra, T., J. Bernhagen and R. Mitchell (1994). The macrophage is an important and previously 
unrecognized source of macrophage migration inhibitory factor. The Journal of experimental 
medicine 179: 1895-1902. 
Calandra, T. and R. Bucala (1997). Macrophage migration inhibitory factor (MIF): a glucocorticoid 
counter-regulator within the immune system. Critical reviews in immunology 17: 77-88. 
Calandra, T., B. Echtenacher, D. L. Roy, J. Pugin, C. N. Metz, L. Hültner, D. Heumann, D. Männel, R. 
Bucala and M. P. Glauser (2000). Protection from septic shock by neutralization of 
macrophage migration inhibitory factor. Nature Medicine 6: 164-170. 
Calandra, T. and T. Roger (2003). Macrophage migration inhibitory factor: a regulator of innate 
immunity. Nature Reviews Immunology 3: 791-800. 
Camberis, M., G. Le Gros and J. Urban (2003). Animal model of Nippostrongylus brasiliensis and 
Heligmosomoides polygyrus. Current Protocols in Immunology Chapter 19: Unit 19.12. 
Cannons, J. L., K. T. Lu and P. L. Schwartzberg (2013). T follicular helper cell diversity and plasticity. 
Trends in Immunology 34: 200-207. 
Cantacessi, C. and R. B. Gasser (2012). SCP/TAPS proteins in helminths--where to from now? 
Molecular and cellular probes 26: 54-59. 
Carvalho, L., J. Sun, C. Kane, F. Marshall, C. Krawczyk and E. J. Pearce (2009). Review series on 
helminths, immune modulation and the hygiene hypothesis: mechanisms underlying 
helminth modulation of dendritic cell function. Immunology 126: 28-34. 
Cass, C. L., J. R. Johnson, L. L. Califf, T. Xu, H. J. Hernandez, M. J. Stadecker, J. R. Yates and D. L. 
Williams (2007). Proteomic analysis of Schistosoma mansoni egg secretions. Molecular and 
Biochemical Parasitology 155: 84-93. 
Cassatella, M. A., S. Gasperini and M. P. Russo (1997). Cytokine expression and release by 
neutrophils. Annals of the New York Acadamy of Sciences 832: 233-242. 
Caux, C., B. Vanbervliet, C. Massacrier, M. Azuma, K. Okumura, L. L. Lanier and J. Banchereau 
(1994). B70/B7-2 is identical to CD86 and is the major functional ligand for CD28 expressed 
on human dendritic cells. Journal of Experimental Medicine 180: 1841-1847. 
Cavalcanti, M. G., J. S. Mesquita, K. Madi, D. F. Feijo, I. Assuncao-Miranda, H. S. Souza and M. T. 
Bozza (2011). MIF participates in Toxoplasma gondii-induced pathology following oral 
infection. PLoS ONE 6: e25259. 
Cazac, B. B. and J. Roes (2000). TGF-beta receptor controls B cell responsiveness and induction of 
IgA in vivo. Immunity 13: 443-451. 
Chalmers, I. W., A. J. McArdle, R. M. Coulson, M. A. Wagner, R. Schmid, H. Hirai and K. F. 
Hoffmann (2008). Developmentally regulated expression, alternative splicing and distinct 
sub-groupings in members of the Schistosoma mansoni venom allergen-like (SmVAL) gene 
family. BMC genomics 9: 89. 
	   227	  
Chang, J. and R. B. Wescott (1972). Infectivity, fecundity, and survival of Nematospiroides dubius in 
gnotobiotic mice. Experimental Parasitology 32: 327-334. 
Chang, N. C., S. I. Hung, K. Y. Hwa, I. Kato, J. E. Chen, C. H. Liu and A. C. Chang (2001). A 
macrophage protein, Ym1, transiently expressed during inflammation is a novel mammalian 
lectin. Journal of Biological Chemistry 276: 17497-17506. 
Chapman, C. B., P. M. Knopf, J. D. Hicks and G. F. Mitchell (1979). IgG1 
hypergammaglobulinaemia in chronic parasitic infections in mice: magnitude of the response 
in mice infected with various parasites. The Australian journal of experimental biology and 
medical science 57: 369-387. 
Chen, S., S. M. F. Akbar, M. Abe, Y. Hiasa and M. Onji (2011). Immunosuppressive functions of 
hepatic myeloid-derived suppressor cells of normal mice and in a murine model of chronic 
hepatitis B virus. Clinical and experimental immunology 166: 134-142. 
Choi, B. S., I. C. Martinez-Falero, C. Corset, M. Munder, M. Modolell, I. Muller and P. Kropf (2009). 
Differential impact of L-arginine deprivation on the activation and effector functions of T 
cells and macrophages. Journal of Leukocyte Biology 85: 268-277. 
Clark, I. A., M. M. Awburn, R. O. Whitten, C. G. Harper, N. G. Liomba, M. E. Molyneux and T. E. 
Taylor (2003). Tissue distribution of migration inhibitory factor and inducible nitric oxide 
synthase in falciparum malaria and sepsis in African children. Malar J 2: 6. 
Clausen, B. E., C. Burkhardt, W. Reith, R. Renkawitz and I. Forster (1999). Conditional gene 
targeting in macrophages and granulocytes using LysMcre mice. Transgenic Res 8: 265-277. 
Coffman, R. L., B. W. Seymour, S. Hudak, J. Jackson and D. Rennick (1989). Antibody to 
interleukin-5 inhibits helminth-induced eosinophilia in mice. Science 245: 308-310. 
Collington, S. J., T. J. Williams and C. L. Weller (2011). Mechanisms underlying the localisation of 
mast cells in tissues. Trends in Immunology 32: 478-485. 
Colwell, D. A. and R. B. Wescott (1973). Prolongation of egg production of Nippostrongylus 
brasiliensis in mice concurrently infected with Nematospiroides dubius. The Journal of 
parasitology 59: 216. 
Consortium, H. M. P. (2012). Structure, function and diversity of the healthy human microbiome. 
Nature 486: 207-214. 
Constant, S., C. Pfeiffer, A. Woodard, T. Pasqualini and K. Bottomly (1995). Extent of T cell receptor 
ligation can determine the functional differentiation of naive CD4+ T cells. Journal of 
Experimental Medicine 182: 1591-1596. 
Constant, S. L. and K. Bottomly (1997). Induction of Th1 and Th2 CD4+ T cell responses: the 
alternative approaches. Annual Review of Immunology 15: 297-322. 
Cooper, P. J., I. Espinel, W. Paredes, R. H. Guderian and T. B. Nutman (1998). Impaired tetanus-
specific cellular and humoral responses following tetanus vaccination in human 
onchocerciasis: a possible role for interleukin-10. The Journal of infectious diseases 178: 
1133-1138. 
Corrêa-Oliveira, R., L. M. Dusse, I. R. Viana, D. G. Colley, O. Santos Carvalho and G. Gazzinelli 
(1988). Human antibody responses against schistosomal antigens. I. Antibodies from patients 
with Ancylostoma, Ascaris lumbricoides or Schistosoma mansoni infections react with 
schistosome antigens. The American journal of tropical medicine and hygiene 38: 348-355. 
Corrêa-Oliveira, R., D. B. Golgher, G. C. Oliveira, O. S. Carvalho, C. L. Massara, I. R. Caldas, D. G. 
Colley and G. Gazzinelli (2002). Infection with Schistosoma mansoni correlates with altered 
immune responses to Ascaris lumbricoides and hookworm. Acta tropica 83: 123-132. 
Correale, J., M. Farez and G. Razzitte (2008). Helminth infections associated with multiple sclerosis 
induce regulatory B cells. Annals of Neurology 64: 187-199. 
Correale, J. and M. F. Farez (2011). The impact of parasite infections on the course of multiple 
sclerosis. Journal of neuroimmunology 233: 6-11. 
Couper, K. N., D. G. Blount and E. M. Riley (2008). IL-10: the master regulator of immunity to 
infection. Journal of Immunology 180: 5771-5777. 
Craig, H., J. M. Wastling and D. P. Knox (2006). A preliminary proteomic survey of the in vitro 
excretory/secretory products of fourth-stage larval and adult Teladorsagia circumcincta. 
Parasitology 132: 535-543. 
Crompton, D. W. (1999). How much human helminthiasis is there in the world? The Journal of 
parasitology 85: 397-403. 
Crotty, S. (2011). Follicular helper CD4 T cells (TFH). Annual Review of Immunology 29: 621-663. 
	   228	  
Cuervo, H., N. A. Guerrero, S. Carbajosa, A. Beschin, P. De Baetselier, N. Gironès and M. Fresno 
(2011). Myeloid-derived suppressor cells infiltrate the heart in acute Trypanosoma cruzi 
infection. The Journal of Immunology 187: 2656-2665. 
Curotto de Lafaille, M. A. and J. J. Lafaille (2009). Natural and adaptive Foxp3+ regulatory T cells: 
more of the same or a division of labor? Immunity 30: 626-635. 
Cutrullis, R. A., P. B. Petray, E. Schapachnik, R. Sanchez, M. Postan, M. N. Gonzalez, V. Martin and 
R. S. Corral (2013). Elevated serum levels of macrophage migration inhibitory factor are 
associated with progressive chronic cardiomyopathy in patients with Chagas disease. PLoS 
ONE 8: e57181. 
Cywińska, A., K. Czumińska and A. Schollenberger (2004). Granulomatous inflammation during 
Heligmosomoides polygyrus primary infections in FVB mice. Journal of Helminthology 78: 
17-24. 
D'Elia, R., J. M. Behnke, J. E. Bradley and K. J. Else (2009a). Regulatory T cells: a role in the control 
of helminth-driven intestinal pathology and worm survival. Journal of Immunology 182: 
2340-2348. 
D'Elia, R., M. L. deSchoolmeester, L. A. H. Zeef, S. H. Wright, A. D. Pemberton and K. J. Else 
(2009b). Expulsion of Trichuris muris is associated with increased expression of angiogenin 
4 in the gut and increased acidity of mucins within the goblet cell. BMC genomics 10: 492. 
Da'dara, A. A., Y. S. Li, T. Xiong, J. Zhou, G. M. Williams, D. P. McManus, Z. Feng, X. L. Yu, D. J. 
Gray and D. A. Harn (2008). DNA-based vaccines protect against zoonotic schistosomiasis 
in water buffalo. Vaccine 26: 3617-3625. 
Daley, J. M., S. K. Brancato, A. A. Thomay, J. S. Reichner and J. E. Albina (2010). The phenotype of 
murine wound macrophages. Journal of Leukocyte Biology 87: 59-67. 
Dalton, J. P., P. J. Brindley, S. Donnelly and M. W. Robinson (2009). The enigmatic asparaginyl 
endopeptidase of helminth parasites. Trends in Parasitology 25: 59-61. 
Dalton, J. P., L. Hola-Jamriska and P. J. Brindley (1995). Asparaginyl endopeptidase activity in adult 
Schistosoma mansoni. Parasitology 111: 575-580. 
Danilowicz-Luebert, E., N. L. O'Regan, S. Steinfelder and S. Hartmann (2011). Modulation of 
specific and allergy-related immune responses by helminths. Journal of Biomedical 
Biotechnology 2011: 821578. 
Danilowicz-Luebert, E., S. Steinfelder, A. A. Kühl, G. Drozdenko, R. Lucius, M. Worm, E. 
Hamelmann and S. Hartmann (2012). A nematode immunomodulator suppresses grass 
pollen-specific allergic responses by controlling excessive Th2 inflammation. International 
Journal for Parasitology 43: 201-210. 
Das, R., J. E. Moss, E. Robinson, S. Roberts, R. Levy, Y. Mizue, L. Leng, C. McDonald, R. E. 
Tigelaar, C. A. Herrick and R. Bucala (2011). Role of macrophage migration inhibitory 
factor in the Th2 immune response to epicutaneous sensitization. Journal of Clinical 
Immunology 31: 666-680. 
Datta, R., M. L. deSchoolmeester, C. Hedeler, N. W. Paton, A. M. Brass and K. J. Else (2005). 
Identification of novel genes in intestinal tissue that are regulated after infection with an 
intestinal nematode parasite. Infection and Immunity 73: 4025-4033. 
David, J. R. (1966). Delayed hypersensitivity in vitro: its mediation by cell-free substances formed by 
lymphoid cell-antigen interaction. PNAS 56: 72-77. 
de Dios Rosado, J. and M. Rodríguez-Sosa (2011). Macrophage Migration Inhibitory Factor (MIF): A 
Key Player in Protozoan Infections. International journal of biological sciences 7: 1239-1256. 
de Jong, Y. P., A. C. Abadia-Molina, A. R. Satoskar, K. Clarke, S. T. Rietdijk, W. A. Faubion, E. 
Mizoguchi, C. N. Metz, M. Alsahli, T. ten Hove, A. C. Keates, J. B. Lubetsky, R. J. Farrell, P. 
Michetti, S. J. van Deventer, E. Lolis, J. R. David, A. K. Bhan and C. Terhorst (2001). 
Development of chronic colitis is dependent on the cytokine MIF. Nature Immunology 2: 
1061-1066. 
De Maere, V., I. Vercauteren, K. Gevaert, J. Vercruysse and E. Claerebout (2005). An aspartyl 
protease inhibitor of Ostertagia ostertagi: molecular cloning, analysis of stage and tissue 
specific expression and vaccine trial. Molecular and Biochemical Parasitology 141: 81-88. 
Degarege, A., M. Legesse, G. Medhin, A. Animut and B. Erko (2012). Malaria and related outcomes 
in patients with intestinal helminths: a cross-sectional study. BMC Infectious Diseases 12: 
291. 
Dehlawi, M. S. and P. K. Goyal (2003). Responses of inbred mouse strains to infection with intestinal 
nematodes. Journal of Helminthology 77: 119-124. 
	   229	  
Del Prete, G. F., M. De Carli, C. Mastromauro, R. Biagiotti, D. Macchia, P. Falagiani, M. Ricci and S. 
Romagnani (1991). Purified protein derivative of Mycobacterium tuberculosis and excretory-
secretory antigen(s) of Toxocara canis expand in vitro human T cells with stable and 
opposite (type 1 T helper or type 2 T helper) profile of cytokine production. Journal of 
Clinical Investigation 88: 346-350. 
Del Valle, A., B. F. Jones, L. M. Harrison, R. C. Chadderdon and M. Cappello (2003). Isolation and 
molecular cloning of a secreted hookworm platelet inhibitor from adult Ancylostoma 
caninum. Molecular and Biochemical Parasitology 129: 167-177. 
Delaney, A., A. Williamson, A. Brand, J. Ashcom, G. Varghese, G. N. Goud and J. M. Hawdon 
(2005). Cloning and characterisation of an aspartyl protease inhibitor (API-1) from 
Ancylostoma hookworms. International Journal for Parasitology 35: 303-313. 
Denney, L., W. L. Kok, S. L. Cole, S. Sanderson, A. J. McMichael and L. P. Ho (2012). Activation of 
invariant NKT cells in early phase of experimental autoimmune encephalomyelitis results in 
differentiation of Ly6Chi inflammatory monocyte to M2 macrophages and improved 
outcome. J Immunol 189: 551-557. 
Dewor, M., G. Steffens, R. Krohn, C. Weber, J. Baron and J. Bernhagen (2007). Macrophage 
migration inhibitory factor (MIF) promotes fibroblast migration in scratch-wounded 
monolayers in vitro. FEBS letters 581: 4734-4742. 
Dickensheets, H. L. and R. P. Donnelly (1999). Inhibition of IL-4-inducible gene expression in human 
monocytes by type I and type II interferons. Journal of Leukocyte Biology 65: 307-312. 
Dobson, C. (1982). Passive transfer of immunity with serum in mice infected with Nematospiroides 
dubius: influence of quality and quantity of immune serum. International Journal for 
Parasitology 12: 207-213. 
Doetze, A., J. Satoguina, G. Burchard, T. Rau, C. Löliger, B. Fleischer and A. Hoerauf (2000). 
Antigen-specific cellular hyporesponsiveness in a chronic human helminth infection is 
mediated by T(h)3/T(r)1-type cytokines IL-10 and transforming growth factor-beta but not 
by a T(h)1 to T(h)2 shift. International Immunology 12: 623-630. 
Doherty, T. A., N. Khorram, K. Sugimoto, D. Sheppard, P. Rosenthal, J. Y. Cho, A. Pham, M. Miller, 
M. Croft and D. H. Broide (2012). Alternaria induces STAT6-dependent acute airway 
eosinophilia and epithelial FIZZ1 expression that promotes airway fibrosis and epithelial 
thickness. Journal of Immunology 188: 2622-2629. 
Doligalska, M., J. Rzepecka, N. Drela, K. Donskow and M. Gerwel-Wronka (2006). The role of TGF-
β in mice infected with Heligmosomoides polygyrus. Parasite Immunology 28: 387-395. 
Donn, R. P., E. Shelley, W. E. Ollier, W. Thomson and B. P. R. S. Group (2001). A novel 5'-flanking 
region polymorphism of macrophage migration inhibitory factor is associated with systemic-
onset juvenile idiopathic arthritis. Arthritis and rheumatism 44: 1782-1785. 
Donnelly, S. C. and R. Bucala (1997). Macrophage migration inhibitory factor: a regulator of 
glucocorticoid activity with a critical role in inflammatory disease. Molecular medicine today 
3: 502-507. 
Donskow-Åysoniewska, K., K. Krawczak and M. Doligalska (2012). Heligmosomoides polygyrus: 
EAE remission is correlated with different systemic cytokine profiles provoked by L4 and 
adult nematodes. Experimental Parasitology 132: 243-248. 
Dubeykovskaya, Z., A. Dubeykovskiy, J. Solal-Cohen and T. C. Wang (2009). Secreted trefoil factor 
2 activates the CXCR4 receptor in epithelial and lymphocytic cancer cell lines. Journal of 
Biological Chemistry 284: 3650-3662. 
Duffy, A., F. Zhao, L. Haile, J. Gamrekelashvili, S. Fioravanti, C. Ma, T. Kapanadze, K. Compton, W. 
D. Figg and T. F. Greten (2013). Comparative analysis of monocytic and granulocytic 
myeloid-derived suppressor cell subsets in patients with gastrointestinal malignancies. 
Cancer immunology and immunotherapy 62: 299-307. 
Durandy, A. and S. Kracker (2012). Immunoglobulin class-switch recombination deficiencies. 
Arthritis Research & Therapy 14: 218. 
Egawa, M., K. Mukai, S. Yoshikawa, M. Iki, N. Mukaida, Y. Kawano, Y. Minegishi and H. 
Karasuyama (2013). Inflammatory monocytes recruited to allergic skin acquire an anti-
inflammatory M2 phenotype via basophil-derived interleukin-4. Immunity 38: 570-580. 
Egwang, T. G., J. Gauldie and D. Befus (1984). Complement-dependent killing of Nippostrongylus 
brasiliensis infective larvae by rat alveolar macrophages. Clinical and experimental 
immunology 55: 149-156. 
	   230	  
Ekkens, M. J., Z. Liu, Q. Liu, A. Foster, J. Whitmire, J. Pesce, A. H. Sharpe, J. F. Urban and W. C. 
Gause (2002). Memory Th2 effector cells can develop in the absence of B7-1/B7-2, CD28 
interactions, and effector Th cells after priming with an intestinal nematode parasite. Journal 
of Immunology 168: 6344-6351. 
Ekkens, M. J., Z. Liu, Q. Liu, J. Whitmire, S. Xiao, A. Foster, J. Pesce, J. VanNoy, A. H. Sharpe, J. F. 
Urban and W. C. Gause (2003). The role of OX40 ligand interactions in the development of 
the Th2 response to the gastrointestinal nematode parasite Heligmosomoides polygyrus. 
Journal of Immunology 170: 384-393. 
Elias, D., S. Britton, A. Kassu and H. Akuffo (2007). Chronic helminth infections may negatively 
influence immunity against tuberculosis and other diseases of public health importance. 
Expert review of anti-infective therapy 5: 475-484. 
Elliott, D. E., T. Setiawan, A. Metwali, A. Blum, J. F. Urban and J. V. Weinstock (2004). 
Heligmosomoides polygyrus inhibits established colitis in IL-10-deficient mice. European 
Journal of Immunology 34: 2690-2698. 
Elliott, D. E. and J. V. Weinstock (2009). Helminthic therapy: using worms to treat immune-mediated 
disease. Advances in experimental medicine and biology 666: 157-166. 
Elliott, D. E. and J. V. Weinstock (2012). Helminth-host immunological interactions: prevention and 
control of immune-mediated diseases. Annals of the New York Academy of Sciences 1247: 
83-96. 
Else, K. J., G. M. Entwistle and R. K. Grencis (1993). Correlations between worm burden and 
markers of Th1 and Th2 cell subset induction in an inbred strain of mouse infected with 
Trichuris muris. Parasite Immunology 15: 595-600. 
Else, K. J., F. D. Finkelman, C. R. Maliszewski and R. K. Grencis (1994). Cytokine-mediated 
regulation of chronic intestinal helminth infection. Journal of Experimental Medicine 179: 
347-351. 
Enriquez, F. J., J. L. Zidian and R. H. Cypess (1988). Nematospiroides dubius: genetic control of 
immunity to infections of mice. Experimental Parasitology 67: 12-19. 
Erb, K. J. (2007). Helminths, allergic disorders and IgE-mediated immune responses: where do we 
stand? European Journal of Immunology 37: 1170-1173. 
Esen, M., B. Mordmüller, P. M. de Salazar, A. A. Adegnika, S. T. Agnandji, F. Schaumburg, A. B. 
Hounkpatin, S. Brückner, M. Theisen, S. Bélard, U. A. Ngoa, S. Issifou, M. Yazdanbakhsh 
and P. G. Kremsner (2012). Reduced antibody responses against Plasmodium falciparum 
vaccine candidate antigens in the presence of Trichuris trichiura. Vaccine 30: 7621-7624. 
Everts, B., L. Hussaarts, N. N. Driessen, M. H. Meevissen, G. Schramm, A. J. van der Ham, B. van 
der Hoeven, T. Scholzen, S. Burgdorf, M. Mohrs, E. J. Pearce, C. H. Hokke, H. Haas, H. H. 
Smits and M. Yazdanbakhsh (2012). Schistosome-derived omega-1 drives Th2 polarization 
by suppressing protein synthesis following internalization by the mannose receptor. J Exp 
Med 209: 1753-1767, S1751. 
Everts, B., G. Perona-Wright, H. H. Smits, C. H. Hokke, A. J. van der Ham, C. M. Fitzsimmons, M. J. 
Doenhoff, J. van der Bosch, K. Mohrs, H. Haas, M. Mohrs, M. Yazdanbakhsh and G. 
Schramm (2009). Omega-1, a glycoprotein secreted by Schistosoma mansoni eggs, drives 
Th2 responses. Journal of Experimental Medicine 206: 1673-1680. 
Everts, B., H. H. Smits, C. H. Hokke and M. Yazdanbakhsh (2010). Helminths and dendritic cells: 
sensing and regulating via pattern recognition receptors, Th2 and Treg responses. European 
Journal of Immunology 40: 1525-1537. 
Ey, P. L. (1988). Heligmosomoides polygyrus: retarded development and stunting of larvae by 
antibodies specific for excretory/secretory antigens. Experimental Parasitology 65: 232-243. 
Ezenwa, V. O. and A. E. Jolles (2011). From Host Immunity to Pathogen Invasion: The Effects of 
Helminth Coinfection on the Dynamics of Microparasites. Integrative and Comparative 
Biology 51: 540-551. 
Fakae, B., L. Harrison, C. Ross and M. Sewell (1994). Heligmosomoides polygyrus and Trypanosoma 
congolense Infections in mice - a laboratory model for concurrent gastrointestinal nematode 
and trypanosome Infections. Parasitology 108: 61-68. 
Falcone, F. H., P. Loke, X. Zang, A. S. MacDonald, R. M. Maizels and J. E. Allen (2001). A Brugia 
malayi homolog of macrophage migration inhibitory factor reveals an important link between 
macrophages and eosinophil recruitment during nematode infection. Journal of Immunology 
167: 5348-5354. 
	   231	  
Fallon, P. G. (2006). Identification of an interleukin (IL)-25-dependent cell population that provides 
IL-4, IL-5, and IL-13 at the onset of helminth expulsion. Journal of Experimental Medicine 
203: 1105-1116. 
Fallon, P. G., H. E. Jolin, P. Smith, C. L. Emson, M. J. Townsend, R. Fallon, P. Smith and A. N. 
McKenzie (2002). IL-4 induces characteristic Th2 responses even in the combined absence 
of IL-5, IL-9, and IL-13. Immunity 17: 7-17. 
Farias, L. P., D. Rodrigues, V. Cunna, H. K. Rofatto, E. L. Faquim-Mauro and L. C. C. Leite (2012). 
Schistosoma mansoni venom allergen like proteins present differential allergic responses in a 
murine model of airway inflammation. PLoS neglected tropical diseases 6: e1510. 
Faulkner, H., N. Humphreys, J. C. Renauld, J. Van Snick and R. Grencis (1997). Interleukin-9 is 
involved in host protective immunity to intestinal nematode infection. European Journal of 
Immunology 27: 2536-2540. 
Faulkner, H., J. C. Renauld, J. Van Snick and R. K. Grencis (1998). Interleukin-9 enhances resistance 
to the intestinal nematode Trichuris muris. Infection and Immunity 66: 3832-3840. 
Feary, J., J. Britton and J. Leonardi-Bee (2011). Atopy and current intestinal parasite infection: a 
systematic review and meta-analysis. Allergy 66: 569-578. 
Ferrick, D. A., M. D. Schrenzel, T. Mulvania, B. Hsieh, W. G. Ferlin and H. Lepper (1995). 
Differential production of interferon-gamma and interleukin-4 in response to Th1- and Th2-
stimulating pathogens by gamma delta T cells in vivo. Nature 373: 255-257. 
Figueiredo, C. A., M. L. Barreto, L. C. Rodrigues, P. J. Cooper, N. B. Silva, L. D. Amorim and N. M. 
Alcantara-Neves (2010). Chronic intestinal helminth infections are associated with immune 
hyporesponsiveness and induction of a regulatory network. Infection and Immunity 78: 
3160-3167. 
Fingerle-Rowson, G., D. R. Kaleswarapu, C. Schlander, N. Kabgani, T. Brocks, N. Reinart, R. Busch, 
A. Schütz, H. Lue, X. Du, A. Liu, H. Xiong, Y. Chen, A. Nemajerova, M. Hallek, J. 
Bernhagen, L. Leng and R. Bucala (2009). A tautomerase-null macrophage migration-
inhibitory factor (MIF) gene knock-in mouse model reveals that protein interactions and not 
enzymatic activity mediate MIF-dependent growth regulation. Molecular and cellular 
biology 29: 1922-1932. 
Finkelman, F. D., J. Holmes, I. M. Katona, J. F. Urban, Jr., M. P. Beckmann, L. S. Park, K. A. 
Schooley, R. L. Coffman, T. R. Mosmann and W. E. Paul (1990). Lymphokine control of in 
vivo immunoglobulin isotype selection. Annual Review of Immunology 8: 303-333. 
Finkelman, F. D., T. Shea-Donohue, J. Goldhill, C. A. Sullivan, S. C. Morris, K. B. Madden, W. C. 
Gause and J. F. Urban (1997). Cytokine regulation of host defense against parasitic 
gastrointestinal nematodes: lessons from studies with rodent models. Annual Review of 
Immunology 15: 505-533. 
Finkelman, F. D., T. Shea-Donohue, S. C. Morris, L. Gildea, R. Strait, K. B. Madden, L. Schopf and J. 
F. Urban, Jr. (2004). Interleukin-4- and interleukin-13-mediated host protection against 
intestinal nematode parasites. Immunology Reviews 201: 139-155. 
Finney, C. A. M., M. D. Taylor, M. S. Wilson and R. M. Maizels (2007). Expansion and activation of 
CD4+CD25+ regulatory T cells in Heligmosomoides polygyrus infection. European Journal 
of Immunology 37: 1874-1886. 
Fleming, J. O. (2013). Helminth therapy and multiple sclerosis. International Journal for Parasitology 
43: 259-274. 
Fleming, T. J., M. L. Fleming and T. R. Malek (1993). Selective expression of Ly-6G on myeloid 
lineage cells in mouse bone marrow. RB6-8C5 mAb to granulocyte-differentiation antigen 
(Gr-1) detects members of the Ly-6 family. Journal of Immunology 151: 2399-2408. 
Flores, M., R. Saavedra, R. Bautista, R. Viedma, E. P. Tenorio, L. Leng, Y. Sanchez, I. Juarez, A. A. 
Satoskar, A. S. Shenoy, L. I. Terrazas, R. Bucala, J. Barbi, A. R. Satoskar and M. Rodriguez-
Sosa (2008). Macrophage migration inhibitory factor (MIF) is critical for the host resistance 
against Toxoplasma gondii. FASEB journal 22: 3661-3671. 
Fontenot, J. D., M. A. Gavin and A. Y. Rudensky (2003). Foxp3 programs the development and 
function of CD4+CD25+ regulatory T cells. Nature Immunology 4: 330-336. 
Forman, R. A., M. L. deSchoolmeester, R. J. M. Hurst, S. H. Wright, A. D. Pemberton and K. J. Else 
(2012). The goblet cell is the cellular source of the anti-microbial angiogenin 4 in the large 
intestine post Trichuris muris infection. PLoS ONE 7: e42248. 
Fort, M. M., J. Cheung, D. Yen, J. Li, S. M. Zurawski, S. Lo, S. Menon, T. Clifford, B. Hunte, R. 
Lesley, T. Muchamuel, S. D. Hurst, G. Zurawski, M. W. Leach, D. M. Gorman and D. M. 
	   232	  
Rennick (2001). IL-25 induces IL-4, IL-5, and IL-13 and Th2-associated pathologies in vivo. 
Immunity 15: 985-995. 
Foster, J. M., Y. Zhang, S. Kumar and C. K. Carlow (2005). Parasitic nematodes have two distinct 
chitin synthases. Molecular and Biochemical Parasitology 142: 126-132. 
Franco, G. R., M. D. Adams, M. B. Soares, A. J. Simpson, J. C. Venter and S. D. Pena (1995). 
Identification of new Schistosoma mansoni genes by the EST strategy using a directional 
cDNA library. Gene 152: 141-147. 
Fridlender, Z. G., J. Sun, I. Mishalian, S. Singhal, G. Cheng, V. Kapoor, W. Horng, G. Fridlender, R. 
Bayuh, G. S. Worthen and S. M. Albelda (2012). Transcriptomic Analysis Comparing 
Tumor-Associated Neutrophils with Granulocytic Myeloid-Derived Suppressor Cells and 
Normal Neutrophils. PLoS ONE 7: e31524. 
Fröhlich, A., B. J. Marsland, I. Sonderegger, M. Kurrer, M. R. Hodge, N. L. Harris and M. Kopf 
(2007). IL-21 receptor signaling is integral to the development of Th2 effector responses in 
vivo. Blood 109: 2023-2031. 
Gabrilovich, D. I. and S. Nagaraj (2009). Myeloid-derived suppressor cells as regulators of the 
immune system. Nature Reviews Immunology 9: 162-174. 
Gadjeva, M., J. Nagashima, T. Zaidi, R. A. Mitchell and G. B. Pier (2010). Inhibition of macrophage 
migration inhibitory factor ameliorates ocular Pseudomonas aeruginosa-induced keratitis. 
PLoS Pathog 6: e1000826. 
Gajewski, T. F. and F. W. Fitch (1988). Anti-proliferative effect of IFN-gamma in immune regulation. 
I. IFN-gamma inhibits the proliferation of Th2 but not Th1 murine helper T lymphocyte 
clones. Journal of Immunology 140: 4245-4252. 
Galioto, A. M., J. A. Hess, T. J. Nolan, G. A. Schad, J. J. Lee and D. Abraham (2006). Role of 
eosinophils and neutrophils in innate and adaptive protective immunity to larval 
Strongyloides stercoralis in mice. Infection and Immunity 74: 5730-5738. 
Galli, S. J., S. Nakae and M. Tsai (2005). Mast cells in the development of adaptive immune 
responses. Nature Immunology 6: 135-142. 
Galli, S. J. and M. Tsai (2010). Mast cells in allergy and infection: versatile effector and regulatory 
cells in innate and adaptive immunity. European Journal of Immunology 40: 1843-1851. 
Gansmuller, A., A. Anteunis, S. M. Venturiello, F. Bruschi and R. A. Binaghi (1987). Antibody-
dependent in-vitro cytotoxicity of newborn Trichinella spiralis larvae: nature of the cells 
involved. Parasite Immunology 9: 281-292. 
Gao, B., R. Allen, T. Maier, E. L. Davis, T. J. Baum and R. S. Hussey (2001). Molecular 
characterisation and expression of two venom allergen-like protein genes in Heterodera 
glycines. International Journal for Parasitology 31: 1617-1625. 
Garai, J. and T. Lóránd (2009). Macrophage migration inhibitory factor (MIF) tautomerase inhibitors 
as potential novel anti-inflammatory agents: current developments. Current medicinal 
chemistry 16: 1091-1114. 
Garg, G. and S. Ranganathan (2012). Helminth secretome database (HSD): a collection of helminth 
excretory/secretory proteins predicted from expressed sequence tags (ESTs). BMC genomics 
13 Suppl 7: S8. 
Garrett, W. S., C. A. Gallini, T. Yatsunenko, M. Michaud, A. DuBois, M. L. Delaney, S. Punit, M. 
Karlsson, L. Bry, J. N. Glickman, J. I. Gordon, A. B. Onderdonk and L. H. Glimcher (2010). 
Enterobacteriaceae act in concert with the gut microbiota to induce spontaneous and 
maternally transmitted colitis. Cell Host Microbe 8: 292-300. 
Gause, W. C., S. J. Chen, R. J. Greenwald, M. J. Halvorson, P. Lu, X. D. Zhou, S. C. Morris, K. P. 
Lee, C. H. June, F. D. Finkelman, J. F. Urban and R. Abe (1997). CD28 dependence of T cell 
differentiation to IL-4 production varies with the particular type 2 immune response. Journal 
of Immunology 158: 4082-4087. 
Gause, W. C., P. Lu, X. D. Zhou, S. J. Chen, K. B. Madden, S. C. Morris, P. S. Linsley, F. D. 
Finkelman and J. F. Urban (1996). H. polygyrus: B7-independence of the secondary type 2 
response. Experimental Parasitology 84: 264-273. 
Gause, W. C., J. F. Urban and M. J. Stadecker (2003). The immune response to parasitic helminths: 
insights from murine models. Trends in Immunology 24: 269-277. 
Gause, W. C., T. A. Wynn and J. E. Allen (2013). Type 2 immunity and wound healing: evolutionary 
refinement of adaptive immunity by helminths. Nat Rev Immunol 13: 607-614. 
Geng, J., J. Plenefisch, P. R. Komuniecki and R. Komuniecki (2002). Secretion of a novel 
developmentally regulated chitinase (family 19 glycosyl hydrolase) into the perivitelline 
	   233	  
fluid of the parasitic nematode, Ascaris suum. Molecular and Biochemical Parasitology 124: 
11-21. 
Gessner, A., K. Mohrs and M. Mohrs (2005). Mast cells, basophils, and eosinophils acquire 
constitutive IL-4 and IL-13 transcripts during lineage differentiation that are sufficient for 
rapid cytokine production. Journal of Immunology 174: 1063-1072. 
Ghassabeh, G. H., P. De Baetselier, L. Brys, W. Noël, J. A. Van Ginderachter, S. Meerschaut, A. 
Beschin, F. Brombacher and G. Raes (2006). Identification of a common gene signature for 
type II cytokine-associated myeloid cells elicited in vivo in different pathologic conditions. 
Blood 108: 575-583. 
Ghedin, E., S. Wang, D. Spiro, E. Caler, Q. Zhao, J. Crabtree, J. E. Allen, A. L. Delcher, D. B. 
Guiliano, D. Miranda-Saavedra, S. V. Angiuoli, T. Creasy, P. Amedeo, B. Haas, N. M. El-
Sayed, J. R. Wortman, T. Feldblyum, L. Tallon, M. Schatz, M. Shumway, H. Koo, S. L. 
Salzberg, S. Schobel, M. Pertea, M. Pop, O. White, G. J. Barton, C. K. S. Carlow, M. J. 
Crawford, J. Daub, M. W. Dimmic, C. F. Estes, J. M. Foster, M. Ganatra, W. F. Gregory, N. 
M. Johnson, J. Jin, R. Komuniecki, I. Korf, S. Kumar, S. Laney, B.-W. Li, W. Li, T. H. 
Lindblom, S. Lustigman, D. Ma, C. V. Maina, D. M. A. Martin, J. P. McCarter, L. 
McReynolds, M. Mitreva, T. B. Nutman, J. Parkinson, J. M. Peregrín-Alvarez, C. Poole, Q. 
Ren, L. Saunders, A. E. Sluder, K. Smith, M. Stanke, T. R. Unnasch, J. Ware, A. D. Wei, G. 
Weil, D. J. Williams, Y. Zhang, S. A. Williams, C. Fraser-Liggett, B. Slatko, M. L. Blaxter 
and A. L. Scott (2007). Draft genome of the filarial nematode parasite Brugia malayi. 
Science 317: 1756-1760. 
Ghosh, K. and P. J. Hotez (1999). Antibody-dependent reductions in mouse hookworm burden after 
vaccination with Ancylostoma caninum secreted protein 1. Journal of Infectious Diseases 
180: 1674-1681. 
Giacomin, P. R., M. C. Siracusa, K. P. Walsh, R. K. Grencis, M. Kubo, M. R. Comeau and D. Artis 
(2012). Thymic stromal lymphopoietin-dependent basophils promote Th2 cytokine responses 
following intestinal helminth infection. Journal of Immunology 189: 4371-4378. 
Gilliver, S. C., E. Emmerson, J. Bernhagen and M. J. Hardman (2010). MIF: a key player in 
cutaneous biology and wound healing. Experimental Dermatology 20: 1-6. 
Gomez-Escobar, N., W. F. Gregory and R. M. Maizels (2000). Identification of tgh-2, a filarial 
nematode homolog of Caenorhabditis elegans daf-7 and human transforming growth factor-
β, expressed in microfilarial and adult stages of Brugia malayi. Infection and Immunity 68: 
6402-6410. 
Gomez-Garcia, L., L. M. Lopez-Marin, R. Saavedra, J. L. Reyes, M. Rodriguez-Sosa and L. I. 
Terrazas (2005). Intact glycans from cestode antigens are involved in innate activation of 
myeloid suppressor cells. Parasite Immunology 27: 395-405. 
Goodnow, C. C., J. Crosbie, S. Adelstein, T. B. Lavoie, S. J. Smith-Gill, R. A. Brink, H. Pritchard-
Briscoe, J. S. Wotherspoon, R. H. Loblay, K. Raphael and et al. (1988). Altered 
immunoglobulin expression and functional silencing of self-reactive B lymphocytes in 
transgenic mice. Nature 334: 676-682. 
Gordon, S. (2003). Alternative activation of macrophages. Nature Reviews Immunology 3: 23-35. 
Gordon, S. and F. O. Martinez (2010). Alternative activation of macrophages: mechanism and 
functions. Immunity 32: 593-604. 
Gorelik, L. and R. A. Flavell (2000). Abrogation of TGF-β signaling in T cells leads to spontaneous T 
cell differentiation and autoimmune disease. Immunity 12: 171-181. 
Gouÿ de Bellocq, J., H. Ferté, J. Depaquit, J. L. Justine, A. Tillier and M. C. Durette-Desset (2001). 
Phylogeny of the Trichostrongylina (Nematoda) inferred from 28S rDNA sequences. 
Molecular phylogenetics and evolution 19: 430-442. 
Grainger, J. R., K. A. Smith, J. P. Hewitson, H. J. McSorley, Y. Harcus, K. J. Filbey, C. A. M. Finney, 
E. J. D. Greenwood, D. P. Knox, M. S. Wilson, Y. Belkaid, A. Y. Rudensky and R. M. 
Maizels (2010). Helminth secretions induce de novo T cell Foxp3 expression and regulatory 
function through the TGF-β pathway. Journal of Experimental Medicine 207: 2331-2341. 
Gray, C. A. and R. A. Lawrence (2002). A role for antibody and Fc receptor in the clearance of 
Brugia malayi microfilariae. European Journal of Immunology 32: 1114-1120. 
Gray, D., M. Gray and T. Barr (2007). Innate responses of B cells. European Journal of Immunology 
37: 3304-3310. 
	   234	  
Greene, B. M., M. M. Fanning and J. J. Ellner (1983). Non-specific suppression of antigen-induced 
lymphocyte blastogenesis in Onchocerca volvulus infection in man. Clinical and 
experimental immunology 52: 259-265. 
Greenwald, R. J., P. Lu, M. J. Halvorson, X. Zhou, S. Chen, K. B. Madden, P. J. Perrin, S. C. Morris, 
F. D. Finkelman, R. Peach, P. S. Linsley, J. F. Urban and W. C. Gause (1997). Effects of 
blocking B7-1 and B7-2 interactions during a type 2 in vivo immune response. Journal of 
Immunology 158: 4088-4096. 
Greenwald, R. J., J. F. Urban, M. J. Ekkens, S. Chen, D. Nguyen, H. Fang, F. D. Finkelman, A. H. 
Sharpe and W. C. Gause (1999). B7-2 is required for the progression but not the initiation of 
the type 2 immune response to a gastrointestinal nematode parasite. Journal of Immunology 
162: 4133-4139. 
Grencis, R. K., C. Crawford, D. I. Pritchard, J. M. Behnke and D. Wakelin (1986). Immunization of 
mice with surface antigens from the muscle larvae of Trichinella spiralis. Parasite 
Immunology 8: 587-596. 
Griga, T., C. Wilkens, N. Wirkus, J. Epplen, W. Schmiegel and W. Klein (2007). A polymorphism in 
the macrophage migration inhibitory factor gene is involved in the genetic predisposition of 
Crohn's disease and associated with cumulative steroid doses. Hepatogastroenterology 54: 
784-786. 
Grimaldi, J. C., N. X. Yu, G. Grunig, B. W. Seymour, F. Cottrez, D. S. Robinson, N. Hosken, W. G. 
Ferlin, X. Wu, H. Soto, A. O'Garra, M. C. Howard and R. L. Coffman (1999). Depletion of 
eosinophils in mice through the use of antibodies specific for C-C chemokine receptor 3 
(CCR3). Journal of Leukocyte Biology 65: 846-853. 
Groschwitz, K. R., D. Wu, H. Osterfeld, R. Ahrens and S. P. Hogan (2013). Chymase-mediated 
intestinal epithelial permeability is regulated by a protease-activating receptor/matrix 
metalloproteinase-2-dependent mechanism. American Journal of Physiology - 
Gastrointestinal and Liver Physiology 304: G479-489. 
Gupta, R., P. Bajpai, L. M. Tripathi, V. M. Srivastava, S. K. Jain and S. Misra-Bhattacharya (2004). 
Macrophages in the development of protective immunity against experimental Brugia malayi 
infection. Parasitology 129: 311-323. 
Gurish, M. F., P. J. Bryce, H. Tao, A. B. Kisselgof, E. M. Thornton, H. R. Miller, D. S. Friend and H. 
C. Oettgen (2004). IgE enhances parasite clearance and regulates mast cell responses in mice 
infected with Trichinella spiralis. Journal of Immunology 172: 1139-1145. 
Halim, T. Y., A. MacLaren, M. T. Romanish, M. J. Gold, K. M. McNagny and F. Takei (2012). 
Retinoic-acid-receptor-related orphan nuclear receptor alpha is required for natural helper 
cell development and allergic inflammation. Immunity 37: 463-474. 
Hang, L., T. Setiawan, A. M. Blum, J. Urban, K. Stoyanoff, S. Arihiro, H. C. Reinecker and J. V. 
Weinstock (2010). Heligmosomoides polygyrus Infection Can Inhibit Colitis through Direct 
Interaction with Innate Immunity. The Journal of Immunology 185: 3184-3189. 
Harada, M., T. Hirota, A. I. Jodo, Y. Hitomi, M. Sakashita, T. Tsunoda, T. Miyagawa, S. Doi, M. 
Kameda, K. Fujita, A. Miyatake, T. Enomoto, E. Noguchi, H. Masuko, T. Sakamoto, N. 
Hizawa, Y. Suzuki, S. Yoshihara, M. Adachi, M. Ebisawa, H. Saito, K. Matsumoto, T. 
Nakajima, R. A. Mathias, N. Rafaels, K. C. Barnes, B. E. Himes, Q. L. Duan, K. G. Tantisira, 
S. T. Weiss, Y. Nakamura, S. F. Ziegler and M. Tamari (2011). Thymic stromal 
lymphopoietin gene promoter polymorphisms are associated with susceptibility to bronchial 
asthma. American journal of respiratory cell and molecular biology 44: 787-793. 
Harbord, M., M. Novelli, B. Canas, D. Power, C. Davis, J. Godovac-Zimmermann, J. Roes and A. W. 
Segal (2002). Ym1 is a neutrophil granule protein that crystallizes in p47phox-deficient mice. 
Journal of Biological Chemistry 277: 5468-5475. 
Harcus, Y., G. Nicoll, J. Murray, K. Filbey, N. Gomez-Escobar and R. M. Maizels (2009). C-type 
lectins from the nematode parasites Heligmosomoides polygyrus and Nippostrongylus 
brasiliensis. Parasitology international 58: 461-470. 
Harcus, Y. M., J. Parkinson, C. Fernández, J. Daub, M. E. Selkirk, M. L. Blaxter and R. M. Maizels 
(2004). Signal sequence analysis of expressed sequence tags from the nematode 
Nippostrongylus brasiliensis and the evolution of secreted proteins in parasites. Genome 
biology 5: R39. 
Hardman, M. J., A. Waite, L. Zeef, M. Burow, T. Nakayama and G. S. Ashcroft (2005). Macrophage 
migration inhibitory factor: a central regulator of wound healing. The American journal of 
pathology 167: 1561-1574. 
	   235	  
Harnett, M. M., A. J. Melendez and W. Harnett (2010). The therapeutic potential of the filarial 
nematode-derived immunodulator, ES-62 in inflammatory disease. Clinical and experimental 
immunology 159: 256-267. 
Harnett, W. and M. M. Harnett (2010). Helminth-derived immunomodulators: can understanding the 
worm produce the pill? Nature Reviews Immunology 10: 278-284. 
Harris, D. P., S. Goodrich, K. Mohrs, M. Mohrs and F. E. Lund (2005). Cutting edge: the 
development of IL-4-producing B cells (B effector 2 cells) is controlled by IL-4, IL-4 
receptor alpha, and Th2 cells. Journal of Immunology 175: 7103-7107. 
Harris, D. P., L. Haynes, P. C. Sayles, D. K. Duso, S. M. Eaton, N. M. Lepak, L. L. Johnson, S. L. 
Swain and F. E. Lund (2000). Reciprocal regulation of polarized cytokine production by 
effector B and T cells. Nature Immunology 1: 475-482. 
Harris, N. and W. C. Gause (2011). To B or not to B: B cells and the Th2-type immune response to 
helminths. Trends in Immunology 32: 80-88. 
Harris, N. L. (2011). Advances in helminth immunology: optimism for future vaccine design? Trends 
in Parasitology 27: 288-293. 
Harris, N. L., I. Spoerri, J. F. Schopfer, C. Nembrini, P. Merky, J. Massacand, J. F. Urban, A. Lamarre, 
K. Bürki, B. Odermatt, R. M. Zinkernagel and A. J. Macpherson (2006). Mechanisms of 
neonatal mucosal antibody protection. Journal of Immunology 177: 6256-6262. 
Hart, P. H., C. S. Bonder, J. Balogh, H. L. Dickensheets, R. P. Donnelly and J. J. Finlay-Jones (1999). 
Differential responses of human monocytes and macrophages to IL-4 and IL-13. Journal of 
Leukocyte Biology 66: 575-578. 
Hartmann, S., C. Schnoeller, A. Dahten, A. Avagyan, S. Rausch, M. Lendner, C. Bocian, S. Pillai, C. 
Loddenkemper, R. Lucius, M. Worm and E. Hamelmann (2009). Gastrointestinal nematode 
infection interferes with experimental allergic airway inflammation but not atopic dermatitis. 
Clinical & Experimental Allergy 39: 1585-1596. 
Harvie, M., M. Camberis and G. Le Gros (2013). Development of CD4 T Cell Dependent Immunity 
Against N. brasiliensis Infection. Frontiers in immunology 4: 74. 
Hashimoto, K., R. Uchikawa, T. Tegoshi, K. Takeda, M. Yamada and N. Arizono (2009a). Depleted 
intestinal goblet cells and severe pathological changes in SCID mice infected with 
Heligmosomoides polygyrus. Parasite Immunology 31: 457-465. 
Hashimoto, K., R. Uchikawa, T. Tegoshi, K. Takeda, M. Yamada and N. Arizono (2009b). Immunity-
mediated regulation of fecundity in the nematode Heligmosomoides polygyrus – the potential 
role of mast cells. Parasitology 137: 881. 
Hasnain, S. Z., C. M. Evans, M. Roy, A. L. Gallagher, K. N. Kindrachuk, L. Barron, B. F. Dickey, M. 
S. Wilson, T. A. Wynn, R. K. Grencis and D. J. Thornton (2011). Muc5ac: a critical 
component mediating the rejection of enteric nematodes. Journal of Experimental Medicine 
208: 893-900. 
Hasnain, S. Z., H. Wang, J. E. Ghia, N. Haq, Y. Deng, A. Velcich, R. K. Grencis, D. J. Thornton and 
W. I. Khan (2010). Mucin Gene Deficiency in Mice Impairs Host Resistance to an Enteric 
Parasitic Infection. Gastroenterology 138: 1763-1771.e1765. 
Havaux, X., A. Zeine, A. Dits and O. Denis (2005). A new mouse model of lung allergy induced by 
the spores of Alternaria alternata and Cladosporium herbarum molds. Clinical and 
experimental immunology 139: 179-188. 
Hawdon, J. M., B. F. Jones, D. R. Hoffman and P. J. Hotez (1996). Cloning and characterization of 
Ancylostoma-secreted protein. A novel protein associated with the transition to parasitism by 
infective hookworm larvae. The Journal of biological chemistry 271: 6672-6678. 
Hayday, A. C. (2000). γδ cells: a right time and a right place for a conserved third way of protection. 
Annual Review of Immunology 18: 975-1026. 
Hayes, K. S., A. J. Bancroft and R. K. Grencis (2004). Immune-mediated regulation of chronic 
intestinal nematode infection. Immunology Reviews 201: 75-88. 
He, W., M. L. Wang, H. Q. Jiang, C. M. Steppan, M. E. Shin, M. C. Thurnheer, J. J. Cebra, M. A. 
Lazar and G. D. Wu (2003). Bacterial colonization leads to the colonic secretion of 
RELMbeta/FIZZ2, a novel goblet cell-specific protein. Gastroenterology 125: 1388-1397. 
Heinzel, F. P., M. D. Sadick, B. J. Holaday, R. L. Coffman and R. M. Locksley (1989). Reciprocal 
expression of interferon gamma or interleukin 4 during the resolution or progression of 
murine leishmaniasis. Evidence for expansion of distinct helper T cell subsets. Journal of 
Experimental Medicine 169: 59-72. 
	   236	  
Helmby, H. and R. K. Grencis (2003). Contrasting roles for IL-10 in protective immunity to different 
life cycle stages of intestinal nematode parasites. European Journal of Immunology 33: 2382-
2390. 
Hepworth, M. R., E. Danilowicz-Luebert, S. Rausch, M. Metz, C. Klotz, M. Maurer and S. Hartmann 
(2012). Mast cells orchestrate type 2 immunity to helminths through regulation of tissue-
derived cytokines. PNAS 109: 6644-6649. 
Herbert, D. a. b. R., T. J. Nolan, G. A. Schad and D. Abraham (2002). The role of B cells in immunity 
against larval Strongyloides stercoralis in mice. Parasite Immunology 24: 95-101. 
Herbert, D. b. R., C. Hölscher, M. Mohrs, B. Arendse, A. Schwegmann, M. Radwanska, M. Leeto, R. 
Kirsch, P. Hall, H. Mossmann, B. Claussen, I. Förster and F. Brombacher (2004). Alternative 
macrophage activation is essential for survival during schistosomiasis and downmodulates T 
helper 1 responses and immunopathology. Immunity 20: 623-635. 
Herbert, D. R., J. Q. Yang, S. P. Hogan, K. Groschwitz, M. Khodoun, A. Munitz, T. Orekov, C. 
Perkins, Q. Wang, F. Brombacher, J. F. Urban, M. E. Rothenberg and F. D. Finkelman 
(2009). Intestinal epithelial cell secretion of RELM-β protects against gastrointestinal worm 
infection. Journal of Experimental Medicine 206: 2947-2957. 
Herbst, T., J. Esser, M. Prati, M. Kulagin, R. Stettler, M. M. Zaiss, J. P. Hewitson, P. Merky, J. S. 
Verbeek, C. Bourquin, M. Camberis, M. Prout, R. M. Maizels, G. Le Gros and N. L. Harris 
(2012). Antibodies and IL-3 support helminth-induced basophil expansion. PNAS 109: 
14954-14959. 
Hermanowski-Vosatka, A., S. S. Mundt, J. M. Ayala, S. Goyal, W. A. Hanlon, R. M. Czerwinski, S. 
D. Wright and C. P. Whitman (1999). Enzymatically inactive macrophage migration 
inhibitory factor inhibits monocyte chemotaxis and random migration. Biochemistry 38: 
12841-12849. 
Hernandez, J.-L. R., G. Leung and D. M. McKay (2013). Cestode regulation of inflammation and 
inflammatory diseases. International Journal for Parasitology 43: 233-243. 
Herndon, F. J. and S. G. Kayes (1992). Depletion of eosinophils by anti-IL-5 monoclonal antibody 
treatment of mice infected with Trichinella spiralis does not alter parasite burden or 
immunologic resistance to reinfection. Journal of Immunology 149: 3642-3647. 
Hesse, M., M. Modolell, A. C. La Flamme, M. Schito, J. M. Fuentes, A. W. Cheever, E. J. Pearce and 
T. A. Wynn (2001). Differential regulation of nitric oxide synthase-2 and arginase-1 by type 
1/type 2 cytokines in vivo: granulomatous pathology is shaped by the pattern of L-arginine 
metabolism. Journal of Immunology 167: 6533-6544. 
Hesse, M., C. A. Piccirillo, Y. Belkaid, J. Prufer, M. Mentink-Kane, M. Leusink, A. W. Cheever, E. 
M. Shevach and T. A. Wynn (2004). The pathogenesis of schistosomiasis is controlled by 
cooperating IL-10-producing innate effector and regulatory T cells. Journal of Immunology 
172: 3157-3166. 
Hewitson, J. P., K. J. Filbey, J. R. Grainger, A. A. Dowle, M. Pearson, J. Murray, Y. Harcus and R. M. 
Maizels (2011a). Heligmosomoides polygyrus Elicits a Dominant Nonprotective Antibody 
Response Directed against Restricted Glycan and Peptide Epitopes. The Journal of 
Immunology 187: 4764-4777. 
Hewitson, J. P., J. R. Grainger and R. M. Maizels (2009). Helminth immunoregulation: The role of 
parasite secreted proteins in modulating host immunity. Molecular and Biochemical 
Parasitology 167: 1-11. 
Hewitson, J. P., Y. Harcus, J. Murray, M. van Agtmaal, K. J. Filbey, J. R. Grainger, S. Bridgett, M. L. 
Blaxter, P. D. Ashton, D. A. Ashford, R. S. Curwen, R. A. Wilson, A. A. Dowle and R. M. 
Maizels (2011b). Proteomic analysis of secretory products from the model gastrointestinal 
nematode Heligmosomoides polygyrus reveals dominance of venom allergen-like (VAL) 
proteins. Journal of proteomics 74: 1573-1594. 
Hewitson, J. P., Y. M. Harcus, R. S. Curwen, A. A. Dowle, A. K. Atmadja, P. D. Ashton, A. Wilson 
and R. M. Maizels (2008). The secretome of the filarial parasite, Brugia malayi: proteomic 
profile of adult excretory-secretory products. Molecular and Biochemical Parasitology 160: 
8-21. 
Hickey, M. J. (2012). Has Ly6G finally found a job? Blood 120: 1352-1353. 
Ho, I. C., M. R. Hodge, J. W. Rooney and L. H. Glimcher (1996). The proto-oncogene c-maf is 
responsible for tissue-specific expression of interleukin-4. Cell 85: 973-983. 
	   237	  
Hochweller, K., T. Miloud, J. Striegler, S. Naik, G. J. Hammerling and N. Garbi (2009). Homeostasis 
of dendritic cells in lymphoid organs is controlled by regulation of their precursors via a 
feedback loop. Blood 114: 4411-4421. 
Hoerauf, A., J. Satoguina, M. Saeftel and S. Specht (2005). Immunomodulation by filarial nematodes. 
Parasite Immunology 27: 417-429. 
Hoeve, M. A., K. J. Mylonas, K. J. Fairlie-Clarke, S. M. Mahajan, J. E. Allen and A. L. Graham 
(2009). Plasmodium chabaudi limits early Nippostrongylus brasiliensis-induced pulmonary 
immune activation and Th2 polarization in co-infected mice. BMC Immunology 10: 60. 
Hogan, S. P., L. Seidu, C. Blanchard, K. Groschwitz, A. Mishra, M. L. Karow, R. Ahrens, D. Artis, A. 
J. Murphy, D. M. Valenzuela, G. D. Yancopoulos and M. E. Rothenberg (2006). Resistin-
like molecule beta regulates innate colonic function: barrier integrity and inflammation 
susceptibility. Journal of Allergy and Clinical Immunology 118: 257-268. 
Holcomb, I. N., R. C. Kabakoff, B. Chan, T. W. Baker, A. Gurney, W. Henzel, C. Nelson, H. B. 
Lowman, B. D. Wright, N. J. Skelton, G. D. Frantz, D. B. Tumas, F. V. Peale, Jr., D. L. 
Shelton and C. C. Hebert (2000). FIZZ1, a novel cysteine-rich secreted protein associated 
with pulmonary inflammation, defines a new gene family. EMBO J 19: 4046-4055. 
Homer, R. J., Z. Zhu, L. Cohn, C. G. Lee, W. I. White, S. Chen and J. A. Elias (2006). Differential 
expression of chitinases identify subsets of murine airway epithelial cells in allergic 
inflammation. American Journal of Physiology -  Lung Cellular and Molecular Physiology 
291: L502-511. 
Hooper, L. V., D. R. Littman and A. J. Macpherson (2012). Interactions between the microbiota and 
the immune system. Science 336: 1268-1273. 
Hooper, L. V., T. S. Stappenbeck, C. V. Hong and J. I. Gordon (2003). Angiogenins: a new class of 
microbicidal proteins involved in innate immunity. Nature Immunology 4: 269-273. 
Hoshino, K., S. Kashiwamura, K. Kuribayashi, T. Kodama, T. Tsujimura, K. Nakanishi, T. 
Matsuyama, K. Takeda and S. Akira (1999). The absence of interleukin 1 receptor-related 
T1/ST2 does not affect T helper cell type 2 development and its effector function. Journal of 
Experimental Medicine 190: 1541-1548. 
Hotez, P. J., P. J. Brindley, J. M. Bethony, C. H. King, E. J. Pearce and J. Jacobson (2008). Helminth 
infections: the great neglected tropical diseases. Journal of Clinical Investigation 118: 1311-
1321. 
Hotez, P. J., B. Zhan, J. M. Bethony, A. Loukas, A. Williamson, G. N. Goud, J. M. Hawdon, A. 
Dobardzic, R. Dobardzic, K. Ghosh, M. E. Bottazzi, S. Mendez, B. Zook, Y. Wang, S. Liu, I. 
Essiet-Gibson, S. Chung-Debose, S. Xiao, D. Knox, M. Meagher, M. Inan, R. Correa-
Oliveira, P. Vilk, H. R. Shepherd, W. Brandt and P. K. Russell (2003). Progress in the 
development of a recombinant vaccine for human hookworm disease: the Human Hookworm 
Vaccine Initiative. International Journal for Parasitology 33: 1245-1258. 
Hoyler, T., C. S. N. Klose, A. Souabni, A. Turqueti-Neves, D. Pfeifer, E. L. Rawlins, D. Voehringer, 
M. Busslinger and A. Diefenbach (2012). The Transcription Factor GATA-3 Controls Cell 
Fate and Maintenance of Type 2 Innate Lymphoid Cells. Immunity 37: 634-648. 
Huehn, J., K. Siegmund, J. C. U. Lehmann, C. Siewert, U. Haubold, M. Feuerer, G. F. Debes, J. 
Lauber, O. Frey, G. K. Przybylski, U. Niesner, M. de la Rosa, C. A. Schmidt, R. Bräuer, J. 
Buer, A. Scheffold and A. Hamann (2004). Developmental stage, phenotype, and migration 
distinguish naive- and effector/memory-like CD4+ regulatory T cells. The Journal of 
experimental medicine 199: 303-313. 
Hume, D. A. (2011). Applications of myeloid-specific promoters in transgenic mice support in vivo 
imaging and functional genomics but do not support the concept of distinct macrophage and 
dendritic cell lineages or roles in immunity. Journal of Leukocyte Biology 89: 525-538. 
Humphreys, N. E., J. J. Worthington, M. C. Little, E. J. Rice and R. K. Grencis (2004). The role of 
CD8+ cells in the establishment and maintenance of a Trichuris muris infection. Parasite 
Immunology 26: 187-196. 
Humphreys, N. E., D. Xu, M. R. Hepworth, F. Y. Liew and R. K. Grencis (2008). IL-33, a potent 
inducer of adaptive immunity to intestinal nematodes. Journal of Immunology 180: 2443-
2449. 
Hung, L.-Y., I. P. Lewkowich, L. A. Dawson, J. Downey, Y. Yang, D. E. Smith and D. a. b. R. 
Herbert (2013). IL-33 drives biphasic IL-13 production for noncanonical Type 2 immunity 
against hookworms. PNAS 110: 282-287. 
	   238	  
Hung, S. I., A. C. Chang, I. Kato and N. C. Chang (2002). Transient expression of Ym1, a heparin-
binding lectin, during developmental hematopoiesis and inflammation. Journal of Leukocyte 
Biology 72: 72-82. 
Hutchings, P., A. Varey and A. Cooke (1986). Immunological defects in SJL mice. Immunology 59: 
445. 
Ikeda, K., H. Nakajima, K. Suzuki, S. Kagami, K. Hirose, A. Suto, Y. Saito and I. Iwamoto (2003). 
Mast cells produce interleukin-25 upon Fc epsilon RI-mediated activation. Blood 101: 3594-
3596. 
Inagaki-Ohara, K., Y. Sakamoto, T. Dohi and A. L. Smith (2011). γδ T cells play a protective role 
during infection with Nippostrongylus brasiliensis by promoting goblet cell function in the 
small intestine. Immunology 134: 448-458. 
Incani, R. N. and D. J. McLaren (1984). Histopathological and ultrastructural studies of cutaneous 
reactions elicited in naive and chronically infected mice by invading schistosomula of 
Schistosoma mansoni. International Journal of Parasitology 14: 259-276. 
Ince, M. N., D. E. Elliott, T. Setiawan, A. Metwali, A. Blum, H.-L. Chen, J. F. Urban, R. A. Flavell 
and J. V. Weinstock (2009). Role of T cell TGF-β signaling in intestinal cytokine responses 
and helminthic immune modulation. European Journal of Immunology 39: 1870-1878. 
Ishikawa, N., Y. Horii and Y. Nawa (1993). Immune-mediated alteration of the terminal sugars of 
goblet cell mucins in the small intestine of Nippostrongylus brasiliensis-infected rats. 
Immunology 78: 303-307. 
Ivanov, II, K. Atarashi, N. Manel, E. L. Brodie, T. Shima, U. Karaoz, D. Wei, K. C. Goldfarb, C. A. 
Santee, S. V. Lynch, T. Tanoue, A. Imaoka, K. Itoh, K. Takeda, Y. Umesaki, K. Honda and 
D. R. Littman (2009). Induction of intestinal Th17 cells by segmented filamentous bacteria. 
Cell 139: 485-498. 
Jackson, J. A., J. D. Turner, L. Rentoul, H. Faulkner, J. M. Behnke, M. Hoyle, R. K. Grencis, K. J. 
Else, J. Kamgno, M. Boussinesq and J. E. Bradley (2004). T helper cell type 2 
responsiveness predicts future susceptibility to gastrointestinal nematodes in humans. The 
Journal of infectious diseases 190: 1804-1811. 
Jacob, C., P. C. Yang, D. Darmoul, S. Amadesi, T. Saito, G. S. Cottrell, A. M. Coelho, P. Singh, E. F. 
Grady, M. Perdue and N. W. Bunnett (2005). Mast cell tryptase controls paracellular 
permeability of the intestine. Role of protease-activated receptor 2 and beta-arrestins. Journal 
of Biological Chemistry 280: 31936-31948. 
Jacobsen, E. A., S. I. Ochkur, R. S. Pero, A. G. Taranova, C. A. Protheroe, D. C. Colbert, N. A. Lee 
and J. J. Lee (2008). Allergic pulmonary inflammation in mice is dependent on eosinophil-
induced recruitment of effector T cells. Journal of Experimental Medicine 205: 699-710. 
Jain, V., S. McClintock, A. C. Nagpal, A. P. Dash, J. K. Stiles, V. Udhayakumar, N. Singh and N. W. 
Lucchi (2009). Macrophage migration inhibitory factor is associated with mortality in 
cerebral malaria patients in India. BMC Res Notes 2: 36. 
Jang, S. I., H. S. Lillehoj, S. H. Lee, D. K. Kim, M. Pagés, Y. H. Hong, W. Min and E. P. Lillehoj 
(2011). Distinct immunoregulatory properties of macrophage migration inhibitory factors 
encoded by Eimeria parasites and their chicken host. Vaccine 29: 8998-9004. 
Jankovic, D., A. Sher and G. Yap (2001). Th1/Th2 effector choice in parasitic infection: decision 
making by committee. Current Opinion in Immunology 13: 403-409. 
Jenkins, S. J. and J. E. Allen (2010). Similarity and Diversity in Macrophage Activation by 
Nematodes, Trematodes, and Cestodes. Journal of Biomedicine and Biotechnology 2010: 1-
15. 
Jenkins, S. J., J. P. Hewitson, G. R. Jenkins and A. P. Mountford (2005). Modulation of the host's 
immune response by schistosome larvae. Parasite Immunology 27: 385-393. 
Jenkins, S. J., D. Ruckerl, P. C. Cook, L. H. Jones, F. D. Finkelman, N. Van Rooijen, A. S. 
MacDonald and J. E. Allen (2011). Local macrophage proliferation, rather than recruitment 
from the blood, is a signature of TH2 inflammation. Science 332: 1284-1288. 
Jessup, H. K., A. W. Brewer, M. Omori, E. A. Rickel, A. L. Budelsky, B.-R. P. Yoon, S. F. Ziegler 
and M. R. Comeau (2008). Intradermal administration of thymic stromal lymphopoietin 
induces a T cell- and eosinophil-dependent systemic Th2 inflammatory response. The 
Journal of Immunology 181: 4311-4319. 
Jiang, H. R., M. Milovanovic, D. Allan, W. Niedbala, A. G. Besnard, S. Y. Fukada, J. C. Alves-Filho, 
D. Togbe, C. S. Goodyear, C. Linington, D. Xu, M. L. Lukic and F. Y. Liew (2012). IL-33 
	   239	  
attenuates EAE by suppressing IL-17 and IFN-gamma production and inducing alternatively 
activated macrophages. European Journal of Immunology 42: 1804-1814. 
Jiménez, L., D. A. Fernández-Velasco, K. Willms and A. Landa (2003). A comparative study of 
biochemical and immunological properties of triosephosphate isomerase from Taenia solium 
and Sus scrofa. Journal of Parasitology 89: 209-214. 
Jin, H. M., N. G. Copeland, D. J. Gilbert, N. A. Jenkins, R. B. Kirkpatrick and M. Rosenberg (1998). 
Genetic characterization of the murine Ym1 gene and identification of a cluster of highly 
homologous genes. Genomics 54: 316-322. 
Johnson, P., C. D. Mackenzie, R. R. Suswillo and D. A. Denham (1981). Serum-mediated adherence 
of feline granulocytes to microfilariae of Brugia pahangi in vitro: variations with parasite 
maturation. Parasite Immunology 3: 69-80. 
Josefowicz, S. Z., R. E. Niec, H. Y. Kim, P. Treuting, T. Chinen, Y. Zheng, D. T. Umetsu and A. Y. 
Rudensky (2012). Extrathymically generated regulatory T cells control mucosal TH2 
inflammation. Nature 482: 395-399. 
Juttner, S., J. Bernhagen, C. N. Metz, M. Rollinghoff, R. Bucala and A. Gessner (1998). Migration 
inhibitory factor induces killing of Leishmania major by macrophages: dependence on 
reactive nitrogen intermediates and endogenous TNF-alpha. Journal of Immunology 161: 
2383-2390. 
Kabelitz, D., L. Marischen, H. H. Oberg, W. Holtmeier and D. Wesch (2005). Epithelial defence by 
gamma delta T cells. International archives of allergy and immunology 137: 73-81. 
Källberg, E., M. Stenström, D. Liberg, F. Ivars and T. Leanderson (2012). CD11b+Ly6C++Ly6G- 
cells show distinct function in mice with chronic inflammation or tumor burden. BMC 
Immunology 13: 69. 
Kane, C. M., L. Cervi, J. Sun, A. S. McKee, K. S. Masek, S. Shapira, C. A. Hunter and E. J. Pearce 
(2004). Helminth antigens modulate TLR-initiated dendritic cell activation. Journal of 
Immunology 173: 7454-7461. 
Kang, C. M., A. S. Jang, M. H. Ahn, J. A. Shin, J. H. Kim, Y. S. Choi, T. Y. Rhim and C. S. Park 
(2005). Interleukin-25 and interleukin-13 production by alveolar macrophages in response to 
particles. American journal of respiratory cell and molecular biology 33: 290-296. 
Kang, Z., S. Swaidani, W. Yin, C. Wang, J. L. Barlow, M. F. Gulen, K. Bulek, J.-s. Do, M. Aronica, 
A. N. J. McKenzie, B. Min and X. Li (2012). Epithelial Cell-Specific Act1 Adaptor Mediates 
Interleukin-25-Dependent Helminth Expulsion through Expansion of Lin-c-Kit+ Innate Cell 
Population. Immunity 36: 821-833. 
Kaplan, M. H., U. Schindler, S. T. Smiley and M. J. Grusby (1996). Stat6 is required for mediating 
responses to IL-4 and for development of Th2 cells. Immunity 4: 313-319. 
Kapsenberg, M. L. (2003). Dendritic-cell control of pathogen-driven T-cell polarization. Nature 
Reviews Immunology 3: 984-993. 
Karasuyama, H., T. Wada, S. Yoshikawa and K. Obata (2011). Emerging roles of basophils in 
protective immunity against parasites. Trends in Immunology 32: 125-130. 
Kassis, A. I., M. Aikawa and A. F. Mahmoud (1979). Mouse antibody-dependent eosinophil and 
macrophage adherence and damage to schistosomula of Schistosoma mansoni. Journal of 
Immunology 122: 398-405. 
Katona, I. M., J. F. Urban, S. S. Kang, W. E. Paul and F. D. Finkelman (1991). IL-4 requirements for 
the generation of secondary in vivo IgE responses. Journal of Immunology 146: 4215-4221. 
Kawada, M., Y. Hachiya, A. Arihiro and E. Mizoguchi (2007). Role of mammalian chitinases in 
inflammatory conditions. Keio Journal of Medicine 56: 21-27. 
Kawai, Y., J. Yamauchi, K. Soga, M. Yamada, R. Uchikawa, T. Tegoshi and N. Arizono (2007). T 
cell-dependent and -independent expression of intestinal epithelial cell-related molecules in 
rats infected with the nematode Nippostrongylus brasiliensis. Acta pathologica, 
microbiologica, et immunologica Scandinavica 115: 210-217. 
Kelava, T., I. Cavar and F. Culo (2011). Biological actions of drug solvents. PERIODICUM 
BIOLOGORUM 113: 311-320. 
Kennedy, M. W. and F. Qureshi (1986). Stage-specific secreted antigens of the parasitic larval stages 
of the nematode Ascaris. Immunology 58: 515-522. 
Khan, A. R. and P. G. Fallon (2013). Helminth therapies: translating the unknown unknowns to 
known knowns. International Journal for Parasitology 43: 293-299. 
	   240	  
Khan, I. A., R. Hakak, K. Eberle, P. Sayles, L. M. Weiss and J. F. Urban (2008). Coinfection with 
Heligmosomoides polygyrus Fails To Establish CD8+ T-Cell Immunity against Toxoplasma 
gondii. Infection and Immunity 76: 1305-1313. 
Khan, W. I., T. Abe, N. Ishikawa, Y. Nawa and K. Yoshimura (1995). Reduced amount of intestinal 
mucus by treatment with anti-CD4 antibody interferes with the spontaneous cure of 
Nippostrongylus brasiliensis-infection in mice. Parasite Immunology 17: 485-491. 
Khan, W. I., P. Blennerhasset, C. Ma, K. I. Matthaei and S. M. Collins (2001). Stat6 dependent goblet 
cell hyperplasia during intestinal nematode infection. Parasite Immunology 23: 39-42. 
Khan, W. I. and S. M. Collins (2004). Immune-mediated alteration in gut physiology and its role in 
host defence in nematode infection. Parasite Immunology 26: 319-326. 
Khan, W. I., M. Richard, H. Akiho, P. A. Blennerhasset, N. E. Humphreys, R. K. Grencis, J. Van 
Snick and S. M. Collins (2003). Modulation of intestinal muscle contraction by interleukin-9 
(IL-9) or IL-9 neutralization: correlation with worm expulsion in murine nematode infections. 
Infection and Immunity 71: 2430-2438. 
King, C., S. G. Tangye and C. R. Mackay (2008). T follicular helper (TFH) cells in normal and 
dysregulated immune responses. Annual Review of Immunology 26: 741-766. 
King, C. L., S. Mahanty, V. Kumaraswami, J. S. Abrams, J. Regunathan, K. Jayaraman, E. A. Ottesen 
and T. B. Nutman (1993). Cytokine control of parasite-specific anergy in human lymphatic 
filariasis. Preferential induction of a regulatory T helper type 2 lymphocyte subset. Journal of 
Clinical Investigation 92: 1667-1673. 
King, C. L., A. Medhat, I. Malhotra, M. Nafeh, A. Helmy, J. Khaudary, S. Ibrahim, M. El-Sherbiny, S. 
Zaky, R. J. Stupi, K. Brustoski, M. Shehata and M. T. Shata (1996). Cytokine control of 
parasite-specific anergy in human urinary schistosomiasis. IL-10 modulates lymphocyte 
reactivity. The Journal of Immunology 156: 4715-4721. 
King, C. L., J. Xianli, I. Malhotra, S. Liu, A. A. Mahmoud and H. C. Oettgen (1997). Mice with a 
targeted deletion of the IgE gene have increased worm burdens and reduced granulomatous 
inflammation following primary infection with Schistosoma mansoni. Journal of 
Immunology 158: 294-300. 
King, I. L., K. Mohrs and M. Mohrs (2010). A Nonredundant Role for IL-21 Receptor Signaling in 
Plasma Cell Differentiation and Protective Type 2 Immunity against Gastrointestinal 
Helminth Infection. The Journal of Immunology 185: 6138-6145. 
King, I. L. and M. Mohrs (2009). IL-4-producing CD4+ T cells in reactive lymph nodes during 
helminth infection are T follicular helper cells. Journal of Experimental Medicine 206: 1001-
1007. 
Kitamura, D., J. Roes, R. Kühn and K. Rajewsky (1991). A B cell-deficient mouse by targeted 
disruption of the membrane exon of the immunoglobulin mu chain gene. Nature 350: 423-
426. 
Kleemann, R., H. Rorsman, E. Rosengren, R. Mischke, N. T. Mai and J. Bernhagen (2000). 
Dissection of the enzymatic and immunologic functions of macrophage migration inhibitory 
factor. Full immunologic activity of N-terminally truncated mutants. European Journal of 
Biochemistry 267: 7183-7193. 
Klementowicz, J. E., M. A. Travis and R. K. Grencis (2012). Trichuris muris: a model of 
gastrointestinal parasite infection. Seminars in Immunopathology 34: 815-828. 
Klion, A. D. and T. B. Nutman (2004). The role of eosinophils in host defense against helminth 
parasites. Journal of Allergy and Clinical Immunology 113: 30-37. 
Knight, P. A., S. H. Wright, C. E. Lawrence, Y. Y. Paterson and H. R. Miller (2000). Delayed 
expulsion of the nematode Trichinella spiralis in mice lacking the mucosal mast cell-specific 
granule chymase, mouse mast cell protease-1. Journal of Experimental Medicine 192: 1849-
1856. 
Knott, M. L., K. I. Matthaei, P. R. Giacomin, H. Wang, P. S. Foster and L. A. Dent (2007). Impaired 
resistance in early secondary Nippostrongylus brasiliensis infections in mice with defective 
eosinophilopoeisis. International Journal of Parasitology 37: 1367-1378. 
Knowles, S. C. L. (2011). The effect of helminth co-infection on malaria in mice: a meta-analysis. 
International Journal for Parasitology 41: 1041-1051. 
Kobayashi, S., K. Satomura, J. M. Levsky, T. Sreenath, G. J. Wistow, I. Semba, L. Shum, H. C. 
Slavkin and A. B. Kulkarni (1999). Expression pattern of macrophage migration inhibitory 
factor during embryogenesis. Mech Dev 84: 153-156. 
	   241	  
Koebernick, H., L. Grode, J. R. David, W. Rohde, M. S. Rolph, H. W. Mittrucker and S. H. 
Kaufmann (2002). Macrophage migration inhibitory factor (MIF) plays a pivotal role in 
immunity against Salmonella typhimurium. PNAS 99: 13681-13686. 
Komano, H., Y. Fujiura, M. Kawaguchi, S. Matsumoto, Y. Hashimoto, S. Obana, P. Mombaerts, S. 
Tonegawa, H. Yamamoto, S. Itohara and et al. (1995). Homeostatic regulation of intestinal 
epithelia by intraepithelial gamma delta T cells. PNAS 92: 6147-6151. 
Komori, H. K., T. F. Meehan and W. L. Havran (2006). Epithelial and mucosal gamma delta T cells. 
Current Opinion in Immunology 18: 534-538. 
Korsgren, M., L. Kallstrom, L. Uller, T. Bjerke, F. Sundler, C. G. Persson and O. Korsgren (2000). 
Role of macrophage migration inhibitory factor (MIF) in allergic and endotoxin-induced 
airway inflammation in mice. Mediators of Inflammation 9: 15-23. 
Kouriba, B., C. Chevillard, J. H. Bream, L. Argiro, H. Dessein, V. Arnaud, L. Sangare, A. Dabo, A. H. 
Beavogui, C. Arama, H. A. Traore, O. Doumbo and A. Dessein (2005). Analysis of the 5q31-
q33 locus shows an association between IL13-1055C/T IL-13-591A/G polymorphisms and 
Schistosoma haematobium infections. Journal of Immunology 174: 6274-6281. 
Koyama, K., H. Tamauchi and Y. Ito (1995). The role of CD4+ and CD8+ T cells in protective 
immunity to the murine nematode parasite Trichuris muris. Parasite Immunology 17: 161-
165. 
Kreider, T., R. M. Anthony, J. F. Urban Jr and W. C. Gause (2007). Alternatively activated 
macrophages in helminth infections. Current Opinion in Immunology 19: 448-453. 
Krishnaswamy, J. K., T. Chu and S. C. Eisenbarth (2013). Beyond pattern recognition: NOD-like 
receptors in dendritic cells. Trends in Immunology 34: 224-233. 
Kurowska-Stolarska, M., B. Stolarski, P. Kewin, G. Murphy, C. J. Corrigan, S. Ying, N. Pitman, A. 
Mirchandani, B. Rana, N. van Rooijen, M. Shepherd, C. McSharry, I. B. McInnes, D. Xu and 
F. Y. Liew (2009). IL-33 amplifies the polarization of alternatively activated macrophages 
that contribute to airway inflammation. Journal of Immunology 183: 6469-6477. 
Kusel, J. R., P. E. Mackenzie and D. J. McLaren (1975). The release of membrane antigens into 
culture by adult Schistosoma mansoni. Parasitology 71: 247-259. 
Lahl, K., C. Loddenkemper, C. Drouin, J. Freyer, J. Arnason, G. Eberl, A. Hamann, H. Wagner, J. 
Huehn and T. Sparwasser (2007). Selective depletion of Foxp3+ regulatory T cells induces a 
scurfy-like disease. Journal of Experimental Medicine 204: 57-63. 
Lantz, C. S., B. Min, M. Tsai, D. Chatterjea, G. Dranoff and S. J. Galli (2008). IL-3 is required for 
increases in blood basophils in nematode infection in mice and can enhance IgE-dependent 
IL-4 production by basophils in vitro. Laboratory Investigation 88: 1134-1142. 
Larson, D., P. J. Cooper, M. P. Hübner, J. Reyes, M. Vaca, M. Chico, H. H. Kong and E. Mitre 
(2012a). Helminth infection is associated with decreased basophil responsiveness in human 
beings. J Allergy Clin Immunol 130: 270-272. 
Larson, D., M. P. Hübner, M. N. Torrero, C. P. Morris, A. Brankin, B. E. Swierczewski, S. J. Davies, 
B. M. Vonakis and E. Mitre (2012b). Chronic helminth infection reduces basophil 
responsiveness in an IL-10-dependent manner. The Journal of Immunology 188: 4188-4199. 
Larsson, E., V. Tremaroli, Y. S. Lee, O. Koren, I. Nookaew, A. Fricker, J. Nielsen, R. E. Ley and F. 
Backhed (2012). Analysis of gut microbial regulation of host gene expression along the 
length of the gut and regulation of gut microbial ecology through MyD88. Gut 61: 1124-
1131. 
Laskin, D. L., V. R. Sunil, C. R. Gardner and J. D. Laskin (2011). Macrophages and tissue injury: 
agents of defense or destruction? Annu Rev Pharmacol Toxicol 51: 267-288. 
Lawrence, C. E. and D. I. Pritchard (1993). Differential secretion of acetylcholinesterase and 
proteases during the development of Heligmosomoides polygyrus. International Journal for 
Parasitology 23: 309-314. 
Lawrence, C. E. and D. I. Pritchard (1994). Immune response profiles in responsive and non-
responsive mouse strains infected with Heligmosomoides polygyrus. International Journal for 
Parasitology 24: 487-494. 
Le Goff, L., P. Loke, H. F. Ali, D. W. Taylor and J. E. Allen (2000). Interleukin-5 is essential for 
vaccine-mediated immunity but not innate resistance to a filarial parasite. Infection and 
Immunity 68: 2513-2517. 
Le Gros, G., S. Z. Ben-Sasson, D. H. Conrad, I. Clark-Lewis, F. D. Finkelman, M. Plaut and W. E. 
Paul (1990a). IL-3 promotes production of IL-4 by splenic non-B, non-T cells in response to 
Fc receptor cross-linkage. Journal of Immunology 145: 2500-2506. 
	   242	  
Le Gros, G., S. Z. Ben-Sasson, R. Seder, F. D. Finkelman and W. E. Paul (1990b). Generation of 
interleukin 4 (IL-4)-producing cells in vivo and in vitro: IL-2 and IL-4 are required for in 
vitro generation of IL-4-producing cells. Journal of Experimental Medicine 172: 921-929. 
Ledingham, D. L., V. C. McAlister, H. N. Ehigiator, C. Giacomantonio, M. Theal and T. D. Lee 
(1996). Prolongation of rat kidney allograft survival by nematodes. Transplantation 61: 184-
188. 
Lee, C. G., E. L. Herzog, F. Ahangari, Y. Zhou, M. Gulati, C. M. Lee, X. Peng, C. Feghali-Bostwick, 
S. A. Jimenez, J. Varga and J. A. Elias (2012). Chitinase 1 Is a Biomarker for and 
Therapeutic Target in Scleroderma-Associated Interstitial Lung Disease That Augments 
TGF-β1 Signaling. The Journal of Immunology 189: 2635-2644. 
Lee, E., J. Yook, K. Haa and H. W. Chang (2005). Induction of Ym1/2 in mouse bone marrow-
derived mast cells by IL-4 and identification of Ym1/2 in connective tissue type-like mast 
cells derived from bone marrow cells cultured with IL-4 and stem cell factor. Immunology 
and Cell Biology 83: 468-474. 
Lee, P. Y., J. X. Wang, E. Parisini, C. C. Dascher and P. A. Nigrovic (2013). Ly6 family proteins in 
neutrophil biology. Journal of Leukocyte Biology. 
Leon-Cabrera, S. and A. Flisser (2012). Are basophils important mediators for helminth-induced Th2 
immune responses? A debate. Journal of Biomedicine and Biotechnology 2012: 274150. 
Li, C. K., R. Seth, T. Gray, R. Bayston, Y. R. Mahida and D. Wakelin (1998). Production of 
proinflammatory cytokines and inflammatory mediators in human intestinal epithelial cells 
after invasion by Trichinella spiralis. Infection and Immunity 66: 2200-2206. 
Li, M. O. and R. A. Flavell (2008). TGF-β: a master of all T cell trades. Cell 134: 392-404. 
Li, M. O., Y. Y. Wan, S. Sanjabi, A.-K. L. Robertson and R. A. Flavell (2006). Transforming growth 
factor-β regulation of immune responses. Annual Review of Immunology 24: 99-146. 
Li, T., J.-M. Zhao, Y. Zhang, Z.-l. Pai, W. Zhang, T.-H. Tuxun, L. Bai, J. Wu and H. Wen (2011a). 
Suppression of acute rejective response following orthotopic liver transplantation in 
experimental rats infected with Echinococcus multilocularis. Chinese medical journal 124: 
2818-2823. 
Li, Z., G. Liu, Y. Chen, Y. Liu, B. Liu and Z. Su (2011b). The phenotype and function of naturally 
existing regulatory dendritic cells in nematode-infected mice. International Journal for 
Parasitology 41: 1129-1137. 
Liew, F. Y. (2002). T(H)1 and T(H)2 cells: a historical perspective. Nature Reviews Immunology 2: 
55-60. 
Lightowlers, M. W. and M. D. Rickard (1988). Excretory-secretory products of helminth parasites: 
effects on host immune responses. Parasitology 96: S123-S166. 
Liu, A., H. Jin, O. Dirsch, M. Deng, H. Huang, M. Brocker-Preuss and U. Dahmen (2010a). Release 
of danger signals during ischemic storage of the liver: a potential marker of organ damage? 
Mediators of Inflammation 2010: 436145. 
Liu, Q., T. Kreider, S. Bowdridge, Z. Liu, Y. Song, A. G. Gaydo, J. F. Urban and W. C. Gause 
(2010b). B Cells Have Distinct Roles in Host Protection against Different Nematode 
Parasites. The Journal of Immunology 184: 5213-5223. 
Liu, Q., K. Sundar, P. K. Mishra, G. Mousavi, Z. Liu, A. Gaydo, F. Alem, D. Lagunoff, D. Bleich and 
W. C. Gause (2009). Helminth Infection Can Reduce Insulitis and Type 1 Diabetes through 
CD25- and IL-10-Independent Mechanisms. Infection and Immunity 77: 5347-5358. 
Liu, Z., Q. Liu, J. Pesce, R. M. Anthony, E. Lamb, J. Whitmire, H. Hamed, M. Morimoto, J. F. Urban 
and W. C. Gause (2004). Requirements for the development of IL-4-producing T cells during 
intestinal nematode infections: what it takes to make a Th2 cell in vivo. Immunological 
reviews 201: 57-74. 
Liwski, R., J. Zhou, V. McAlister and T. D. Lee (2000). Prolongation of allograft survival by 
Nippostrongylus brasiliensis is associated with decreased allospecific cytotoxic T 
lymphocyte activity and development of T cytotoxic cell type 2 cells. Transplantation 69: 
1912-1922. 
Loke, P., A. S. MacDonald, A. Robb, R. M. Maizels and J. E. Allen (2000). Alternatively activated 
macrophages induced by nematode infection inhibit proliferation via cell-to-cell contact. 
European Journal of Immunology 30: 2669-2678. 
Loke, P. a. n., I. Gallagher, M. G. Nair, X. Zang, F. Brombacher, M. Mohrs, J. P. Allison and J. E. 
Allen (2007). Alternative activation is an innate response to injury that requires CD4+ T cells 
to be sustained during chronic infection. Journal of Immunology 179: 3926-3936. 
	   243	  
Loke, P. a. n., M. G. Nair, J. Parkinson, D. Guiliano, M. Blaxter and J. E. Allen (2002). IL-4 
dependent alternatively-activated macrophages have a distinctive in vivo gene expression 
phenotype. BMC Immunology 3: 7. 
Lu, P., J. F. Urban, X. D. Zhou, S. J. Chen, K. Madden, M. Moorman, H. Nguyen, S. C. Morris, F. D. 
Finkelman and W. C. Gause (1996). CD40-mediated stimulation contributes to lymphocyte 
proliferation, antibody production, eosinophilia, and mastocytosis during an in vivo type 2 
response, but is not required for T cell IL-4 production. Journal of Immunology 156: 3327-
3333. 
Lu, P., X. Zhou, S. J. Chen, M. Moorman, S. C. Morris, F. D. Finkelman, P. Linsley, J. F. Urban and 
W. C. Gause (1994). CTLA-4 ligands are required to induce an in vivo interleukin 4 response 
to a gastrointestinal nematode parasite. The Journal of experimental medicine 180: 693-698. 
Lubetsky, J. B., A. Dios, J. Han, B. Aljabari, B. Ruzsicska, R. Mitchell, E. Lolis and Y. Al-Abed 
(2002). The tautomerase active site of macrophage migration inhibitory factor is a potential 
target for discovery of novel anti-inflammatory agents. Journal of Biological Chemistry 277: 
24976-24982. 
Ludwig-Portugall, I. and L. E. Layland (2012). TLRs, Treg, and B Cells, an Interplay of Regulation 
during Helminth Infection. Frontiers in immunology 3: 8. 
Lue, H., M. Dewor, L. Leng, R. Bucala and J. Bernhagen (2011). Activation of the JNK signalling 
pathway by macrophage migration inhibitory factor (MIF) and dependence on CXCR4 and 
CD74. Cellular signalling 23: 135-144. 
Lue, H., R. Kleemann, T. Calandra, T. Roger and J. Bernhagen (2002). Macrophage migration 
inhibitory factor (MIF): mechanisms of action and role in disease. Microbes and Infection 4: 
449-460. 
Lund, F. E. (2008). Cytokine-producing B lymphocytes—key regulators of immunity. Current 
Opinion in Immunology 20: 332-338. 
Lund, F. E. and T. D. Randall (2010). Effector and regulatory B cells: modulators of CD4+ T cell 
immunity. Nature Reviews Immunology 10: 236-247. 
Lustigman, S., R. K. Prichard, A. Gazzinelli, W. N. Grant, B. A. Boatin, J. S. McCarthy and M.-G. 
Basáñez (2012). A Research Agenda for Helminth Diseases of Humans: The Problem of 
Helminthiases. PLoS neglected tropical diseases 6: e1582. 
Lutzelschwab, C., C. Lunderius, L. Enerback and L. Hellman (1998). A kinetic analysis of the 
expression of mast cell protease mRNA in the intestines of Nippostrongylus brasiliensis-
infected rats. European Journal of Immunology 28: 3730-3737. 
Lynch, N. R., I. Hagel, M. Perez, M. C. Di Prisco, R. Lopez and N. Alvarez (1993). Effect of 
anthelmintic treatment on the allergic reactivity of children in a tropical slum. Journal of 
Allergy and Clinical Immunology 92: 404-411. 
Maaser, C., L. Eckmann, G. Paesold, H. S. Kim and M. F. Kagnoff (2002). Ubiquitous production of 
macrophage migration inhibitory factor by human gastric and intestinal epithelium. 
Gastroenterology 122: 667-680. 
MacDonald, A. S. and R. M. Maizels (2008). Alarming dendritic cells for Th2 induction. Journal of 
Experimental Medicine 205: 13-17. 
MacDonald, A. S., A. D. Straw, N. M. Dalton and E. J. Pearce (2002). Cutting edge: Th2 response 
induction by dendritic cells: a role for CD40. Journal of Immunology 168: 537-540. 
Mackenzie, C. D., P. M. Preston and B. M. Ogilvie (1978). Immunological properties of the surface of 
parasitic nematodes. Nature 276: 826-828. 
Macpherson, A. J., D. Gatto, E. Sainsbury, G. R. Harriman, H. Hengartner and R. M. Zinkernagel 
(2000). A primitive T cell-independent mechanism of intestinal mucosal IgA responses to 
commensal bacteria. Science 288: 2222-2226. 
Macpherson, A. J., K. D. McCoy, F.-E. Johansen and P. Brandtzaeg (2008). The immune geography 
of IgA induction and function. Mucosal Immunology 1: 11-22. 
Madden, K. B., J. F. Urban, Jr., H. J. Ziltener, J. W. Schrader, F. D. Finkelman and I. M. Katona 
(1991). Antibodies to IL-3 and IL-4 suppress helminth-induced intestinal mastocytosis. 
Journal of Immunology 147: 1387-1391. 
Madden, K. B., K. A. Yeung, A. Zhao, W. C. Gause, F. D. Finkelman, I. M. Katona, J. F. Urban and 
T. Shea-Donohue (2004). Enteric nematodes induce stereotypic STAT6-dependent 
alterations in intestinal epithelial cell function. Journal of Immunology 172: 5616-5621. 
Magalhães, E. S., D. S. Mourao-Sa, A. Vieira-de-Abreu, R. T. Figueiredo, A. L. Pires, F. A. Farias-
Filho, B. P. F. Fonseca, J. P. B. Viola, C. Metz, M. A. Martins, H. C. Castro-Faria-Neto, P. T. 
	   244	  
Bozza and M. T. Bozza (2007). Macrophage migration inhibitory factor is essential for 
allergic asthma but not for Th2 differentiation. European Journal of Immunology 37: 1097-
1106. 
Magalhães, E. S., C. N. Paiva, H. S. P. Souza, A. S. Pyrrho, D. Mourão-Sá, R. T. Figueiredo, A. 
Vieira-de-Abreu, H. S. Dutra, M. S. Silveira, M. I. C. Gaspar-Elsas, P. Xavier-Elsas, P. T. 
Bozza and M. T. Bozza (2009). Macrophage migration inhibitory factor is critical to 
interleukin-5-driven eosinophilopoiesis and tissue eosinophilia triggered by Schistosoma 
mansoni infection. FASEB journal 23: 1262-1271. 
Mahanty, S., S. N. Mollis, M. Ravichandran, J. S. Abrams, V. Kumaraswami, K. Jayaraman, E. A. 
Ottesen and T. B. Nutman (1996). High levels of spontaneous and parasite antigen-driven 
interleukin-10 production are associated with antigen-specific hyporesponsiveness in human 
lymphatic filariasis. The Journal of infectious diseases 173: 769-773. 
Maizels, R. M., A. Balic, N. Gomez-Escobar, M. Nair, M. D. Taylor and J. E. Allen (2004). Helminth 
parasites--masters of regulation. Immunological reviews 201: 89-116. 
Maizels, R. M., D. A. Bundy, M. E. Selkirk, D. F. Smith and R. M. Anderson (1993). Immunological 
modulation and evasion by helminth parasites in human populations. Nature 365: 797-805. 
Maizels, R. M., J. P. Hewitson and W. C. Gause (2010). Heligmosomoides polygyrus: one species still. 
Trends in Parasitology: 1-2. 
Maizels, R. M., J. P. Hewitson, J. Murray, Y. M. Harcus, B. Dayer, K. J. Filbey, J. R. Grainger, H. J. 
McSorley, L. A. Reynolds and K. A. Smith (2011). Immune modulation and modulators in 
Heligmosomoides polygyrus infection. Experimental Parasitology 132: 76-89. 
Maizels, R. M., J. P. Hewitson and K. A. Smith (2012). Susceptibility and immunity to helminth 
parasites. Current Opinion in Immunology 24: 459-466. 
Maizels, R. M., D. Savigny and B. M. Ogilvie (1984). Characterization of surface and excretory‐
secretory antigens of Toxocara canis infective larvae. Parasite Immunology 6: 23-37. 
Maizels, R. M. and M. Yazdanbakhsh (2003). Immune regulation by helminth parasites: cellular and 
molecular mechanisms. Nature Reviews Immunology 3: 733-744. 
Makepeace, B. L., C. Martin, J. D. Turner and S. Specht (2012). Granulocytes in helminth infection -- 
who is calling the shots? Current medicinal chemistry 19: 1567-1586. 
Malu, D. T., B. Bélanger, F. Desautels, K. Kelendji, E. Dalko, J. Sanchez-Dardon, L. Leng, R. Bucala, 
A. R. Satoskar and T. Scorza (2011). Macrophage migration inhibitory factor: a 
downregulator of early T cell-dependent IFN-gamma responses in Plasmodium chabaudi 
adami (556 KA)-infected mice. The Journal of Immunology 186: 6271-6279. 
Mangan, N. E., R. E. Fallon, P. Smith, N. Van Rooijen, A. N. McKenzie and P. G. Fallon (2004). 
Helminth infection protects mice from anaphylaxis via IL-10-producing B cells. Journal of 
Immunology 173: 6346-6356. 
Mansfield, L. S. and G. A. Schad (1992). Strongyloides stercoralis infection in IgA-deficient dogs. 
American Journal of Tropical Medicine and Hygiene 47: 830-836. 
Marillier, R. G., T. M. Brombacher, B. Dewals, M. Leeto, M. Barkhuizen, D. Govender, L. Kellaway, 
W. G. Horsnell and F. Brombacher (2010). IL-4Rα-responsive smooth muscle cells increase 
intestinal hypercontractility and contribute to resistance during acute Schistosomiasis. 
American Journal of Physiology - Gastrointestinal and Liver Physiology 298: G943-951. 
Marshall, M. A., D. Jankovic, V. E. Maher, A. Sher and J. A. Berzofsky (2001). Mice infected with 
Schistosoma mansoni develop a novel non-T-lymphocyte suppressor population which 
inhibits virus-specific CTL induction via a soluble factor. Microbes and Infection 3: 1051-
1061. 
Marsland, B. J., M. Kurrer, R. Reissmann, N. L. Harris and M. Kopf (2008). Nippostrongylus 
brasiliensis infection leads to the development of emphysema associated with the induction 
of alternatively activated macrophages. European Journal of Immunology 38: 479-488. 
Martin, C., K. M. Al-Qaoud, M. N. Ungeheuer, K. Paehle, P. N. Vuong, O. Bain, B. Fleischer and A. 
Hoerauf (2000). IL-5 is essential for vaccine-induced protection and for resolution of primary 
infection in murine filariasis. Med Microbiol Immunol 189: 67-74. 
Martin, P. and S. J. Leibovich (2005). Inflammatory cells during wound repair: the good, the bad and 
the ugly. Trends Cell Biol 15: 599-607. 
Martinez, F. O., L. Helming, R. Milde, A. Varin, B. N. Melgert, C. Draijer, B. Thomas, M. Fabbri, A. 
Crawshaw, L. P. Ho, N. H. Ten Hacken, V. Cobos Jimenez, N. A. Kootstra, J. Hamann, D. R. 
Greaves, M. Locati, A. Mantovani and S. Gordon (2013). Genetic programs expressed in 
	   245	  
resting and IL-4 alternatively activated mouse and human macrophages: similarities and 
differences. Blood 121: e57-69. 
Martínez-Grueiro, M. M. (2002). Acid phosphatase activity in excretion/secretion products from 
Heligmosomoides polygyrus adults: an indicator of the physiological status of the worms. 
Parasitology Research 88: 946-949. 
Massacand, J. C., R. C. Stettler, R. Meier, N. E. Humphreys, R. K. Grencis, B. J. Marsland and N. L. 
Harris (2009). Helminth products bypass the need for TSLP in Th2 immune responses by 
directly modulating dendritic cell function. PNAS 106: 13968-13973. 
Masure, D., J. Vlaminck, T. Wang, K. Chiers, W. Van den Broeck, J. Vercruysse and P. Geldhof 
(2013). A role for eosinophils in the intestinal immunity against infective Ascaris suum 
larvae. PLoS neglected tropical diseases 7: e2138. 
Mattes, J., M. Yang, S. Mahalingam, J. Kuehr, D. C. Webb, L. Simson, S. P. Hogan, A. Koskinen, A. 
N. McKenzie, L. A. Dent, M. E. Rothenberg, K. I. Matthaei, I. G. Young and P. S. Foster 
(2002). Intrinsic defect in T cell production of interleukin (IL)-13 in the absence of both IL-5 
and eotaxin precludes the development of eosinophilia and airways hyperreactivity in 
experimental asthma. Journal of Experimental Medicine 195: 1433-1444. 
McCoy, K. D., M. Stoel, R. Stettler, P. Merky, K. Fink, B. M. Senn, C. Schaer, J. Massacand, B. 
Odermatt, H. C. Oettgen, R. M. Zinkernagel, N. A. Bos, H. Hengartner, A. J. Macpherson 
and N. L. Harris (2008). Polyclonal and Specific Antibodies Mediate Protective Immunity 
against Enteric Helminth Infection. Cell Host & Microbe 4: 362-373. 
McDermott, J. R., R. E. Bartram, P. A. Knight, H. R. Miller, D. R. Garrod and R. K. Grencis (2003). 
Mast cells disrupt epithelial barrier function during enteric nematode infection. PNAS 100: 
7761-7766. 
McDevitt, M. A., J. Xie, G. Shanmugasundaram, J. Griffith, A. Liu, C. McDonald, P. Thuma, V. R. 
Gordeuk, C. N. Metz, R. Mitchell, J. Keefer, J. David, L. Leng and R. Bucala (2006). A 
critical role for the host mediator macrophage migration inhibitory factor in the pathogenesis 
of malarial anemia. Journal of Experimental Medicine 203: 1185-1196. 
McInnes, I. B., B. P. Leung, M. Harnett, J. A. Gracie, F. Y. Liew and W. Harnett (2003). A novel 
therapeutic approach targeting articular inflammation using the filarial nematode-derived 
phosphorylcholine-containing glycoprotein ES-62. The Journal of Immunology 171: 2127-
2133. 
McKay, D. M. (2006). The beneficial helminth parasite? Parasitology 132: 1-12. 
McLaren, D. J. and F. J. Ramalho-Pinto (1979). Eosinophil-mediated killing of schistosomula of 
Schistosoma mansoni in vitro: synergistic effect of antibody and complement. Journal of 
Immunology 123: 1431-1438. 
McSorley, H. J., J. R. Grainger, Y. Harcus, J. Murray, A. J. Nisbet, D. P. Knox and R. M. Maizels 
(2009). daf-7-related TGF-β homologues from Trichostrongyloid nematodes show 
contrasting life-cycle expression patterns. Parasitology 137: 159. 
McSorley, H. J., Y. M. Harcus, J. Murray, M. D. Taylor and R. M. Maizels (2008). Expansion of 
Foxp3+ regulatory T cells in mice infected with the filarial parasite Brugia malayi. The 
Journal of Immunology 181: 6456-6466. 
McSorley, H. J., J. P. Hewitson and R. M. Maizels (2013). Immunomodulation by helminth parasites: 
defining mechanisms and mediators. International Journal of Parasitology 43: 301-310. 
McSorley, H. J. and R. M. Maizels (2012). Helminth infections and host immune regulation. Clinical 
microbiology reviews 25: 585-608. 
McSorley, H. J., M. T. O'Gorman, N. Blair, T. E. Sutherland, K. J. Filbey and R. M. Maizels (2012). 
Suppression of type 2 immunity and allergic airway inflammation by secreted products of the 
helminth Heligmosomoides polygyrus. European Journal of Immunology 42: 2667-2682. 
McVay, C. S., A. Tsung and J. Appleton (1998). Participation of parasite surface glycoproteins in 
antibody-mediated protection of epithelial cells against Trichinella spiralis. Infection and 
Immunity 66: 1941-1945. 
Mehta, K., A. Kumar and H. I. Kim (2010). Transglutaminase 2: a multi-tasking protein in the 
complex circuitry of inflammation and cancer. Biochem Pharmacol 80: 1921-1929. 
Mei, B., R. Komuniecki and P. R. Komuniecki (1997). Localization of cytochrome oxidase and the 2-
methyl branched-chain enoyl CoA reductase in muscle and hypodermis of Ascaris suum 
larvae and adults. Journal of Parasitology 83: 760-763. 
	   246	  
Mejri, N., N. Müller, A. Hemphill and B. Gottstein (2011). Intraperitoneal Echinococcus 
multilocularis infection in mice modulates peritoneal CD4+ and CD8+ regulatory T cell 
development. Parasitology international 60: 45-53. 
Melon, A., A. Wang, V. Phan and D. M. McKay (2010). Infection with Hymenolepis diminuta is more 
effective than daily corticosteroids in blocking chemically induced colitis in mice. Journal of 
Biomedicine and Biotechnology 2010: 384523. 
Menzies, F. M., F. L. Henriquez, J. Alexander and C. W. Roberts (2010). Sequential expression of 
macrophage anti-microbial/inflammatory and wound healing markers following innate, 
alternative and classical activation. Clinical Experimental Immunology 160: 369-379. 
Metwali, A., T. Setiawan, A. M. Blum, J. Urban, D. E. Elliott, L. Hang and J. V. Weinstock (2006). 
Induction of CD8+ regulatory T cells in the intestine by Heligmosomoides polygyrus 
infection. American Journal of Physiology - Gastrointestinal and Liver Physiology 291: 
G253-259. 
Meyer-Siegler, K. L., M. A. Bellino and M. Tannenbaum (2002). Macrophage migration inhibitory 
factor evaluation compared with prostate specific antigen as a biomarker in patients with 
prostate carcinoma. Cancer 94: 1449-1456. 
Miller, H. R., J. F. Huntley and G. R. Wallace (1981). Immune exclusion and mucus trapping during 
the rapid expulsion of Nippostrongylus brasiliensis from primed rats. Immunology 44: 419-
429. 
Min, B., M. Prout, J. Hu-Li, J. Zhu, D. Jankovic, E. S. Morgan, J. F. Urban, A. M. Dvorak, F. D. 
Finkelman, G. LeGros and W. E. Paul (2004). Basophils produce IL-4 and accumulate in 
tissues after infection with a Th2-inducing parasite. The Journal of experimental medicine 
200: 507-517. 
Mirchandani, A. S., R. J. Salmond and F. Y. Liew (2012). Interleukin-33 and the function of innate 
lymphoid cells. Trends in Immunology 33: 389-396. 
Mishra, P. K., N. Patel, W. Wu, D. Bleich and W. C. Gause (2013). Prevention of type 1 diabetes 
through infection with an intestinal nematode parasite requires IL-10 in the absence of a Th2-
type response. Mucosal Immunology 6: 297-308. 
Mitchell, G. F., K. M. Cruise, C. B. Chapman, R. F. Anders and M. C. Howard (1979). Hybridoma 
antibody immunoassays for the detection of parasitic infection: development of a model 
system using a larval cestode infection in mice. Australian Journal of Experimental Biology 
and Medical Science 57: 287-302. 
Mitchell, R. A., H. Liao, J. Chesney, G. Fingerle-Rowson, J. Baugh, J. David and R. Bucala (2002). 
Macrophage migration inhibitory factor (MIF) sustains macrophage proinflammatory 
function by inhibiting p53: regulatory role in the innate immune response. PNAS 99: 345-
350. 
Mizoguchi, A. and A. K. Bhan (2006). A case for regulatory B cells. Journal of Immunology 176: 
705-710. 
Mjösberg, J., J. Bernink, K. Golebski, J. J. Karrich, C. P. Peters, B. Blom, A. A. te Velde, W. J. 
Fokkens, C. M. van Drunen and H. Spits (2012). The Transcription Factor GATA3 Is 
Essential for the Function of Human Type 2 Innate Lymphoid Cells. Immunity 37: 649-659. 
Mohrs, K., D. P. Harris, F. E. Lund and M. Mohrs (2005). Systemic dissemination and persistence of 
Th2 and type 2 cells in response to infection with a strictly enteric nematode parasite. Journal 
of Immunology 175: 5306-5313. 
Mohrs, M., K. Shinkai, K. Mohrs and R. M. Locksley (2001). Analysis of type 2 immunity in vivo 
with a bicistronic IL-4 reporter. Immunity 15: 303-311. 
Molinari, J. A., J. L. Ebersole and R. H. Cypess (1978). Specific antibody levels in the serum of 
Heligmosomoides polygyrus-infected mice. The Journal of parasitology 64: 233-238. 
Mollinedo, F., N. Borregaard and L. A. Boxer (1999). Novel trends in neutrophil structure, function 
and development. Immunology today 20: 535-537. 
Molofsky, A. B., J. C. Nussbaum, H.-E. Liang, S. J. Van Dyken, L. E. Cheng, A. Mohapatra, A. 
Chawla and R. M. Locksley (2013). Innate lymphoid type 2 cells sustain visceral adipose 
tissue eosinophils and alternatively activated macrophages. Journal of Experimental 
Medicine 210: 535-549. 
Monroy, F. G., J. H. Adams, I. J. East and C. Dobson (1989a). Excretory-secretory antigens from 
adult Nematospiroides dubius. Immunology and Cell Biology 67: 115-120. 
	   247	  
Monroy, F. G., C. J. Cayzer, J. H. Adams and C. Dobson (1989b). Proteolytic enzymes in excretory-
secretory products from adult Nematospiroides dubius. International Journal for Parasitology 
19: 129-131. 
Monroy, F. G., C. Dobson and J. H. Adams (1989c). Low molecular weight immunosuppressors 
secreted by adult Nematospiroides dubius. International Journal for Parasitology 19: 125-127. 
Monroy, F. G., I. J. East, C. Dobson and J. H. Adams (1989d). Immunity in mice vaccinated with a 
molecular weight 60,000 glycoprotein secreted by adult Nematospiroides dubius. 
International Journal for Parasitology 19: 71-76. 
Morales-Montor, J., F. Mohamed, A. Baghdadi, S. Baig, C. Hallal-Calleros and R. T. Damian (2003). 
Expression of mRNA for interleukin-1beta, interleukin-6, tumor necrosis factor-alpha and 
macrophage migration inhibitory factor in HPA-axis tissues in Schistosoma mansoni-infected 
baboons (Papio cynocephalus). International Journal of Parasitology 33: 1515-1524. 
Moreno, Y. and T. G. Geary (2008). Stage- and gender-specific proteomic analysis of Brugia malayi 
excretory-secretory products. PLoS neglected tropical diseases 2: e326. 
Moreno, Y., P.-P. Gros, M. Tam, M. Segura, R. Valanparambil, T. G. Geary and M. M. Stevenson 
(2011). Proteomic Analysis of Excretory-Secretory Products of Heligmosomoides polygyrus 
Assessed with Next-Generation Sequencing Transcriptomic Information. PLoS neglected 
tropical diseases 5: e1370. 
Morgan, C., E. J. LaCourse, B. J. Rushbrook, D. Greetham, J. V. Hamilton, J. Barrett, K. Bailey and P. 
M. Brophy (2006). Plasticity demonstrated in the proteome of a parasitic nematode within 
the intestine of different host strains. Proteomics 6: 4633-4645. 
Morimoto, M., M. Morimoto, J. Whitmire, S. Xiao, R. M. Anthony, H. Mirakami, R. A. Star, J. F. 
Urban and W. C. Gause (2004). Peripheral CD4 T cells rapidly accumulate at the host: 
parasite interface during an inflammatory Th2 memory response. Journal of Immunology 
172: 2424-2430. 
Morimoto, M., A. Zhao, R. Sun, J. Stiltz, K. B. Madden, M. Mentink-Kane, T. Ramalingam, T. A. 
Wynn, J. F. Urban and T. Shea-Donohue (2009). IL-13 receptor alpha2 regulates the immune 
and functional response to Nippostrongylus brasiliensis infection. The Journal of 
Immunology 183: 1934-1939. 
Moro, K., T. Yamada, M. Tanabe, T. Takeuchi, T. Ikawa, H. Kawamoto, J.-i. Furusawa, M. Ohtani, H. 
Fujii and S. Koyasu (2010). Innate production of TH2 cytokines by adipose tissue-associated 
c-Kit+Sca-1+ lymphoid cells. Nature 463: 540-544. 
Mosmann, T. R., H. Cherwinski, M. W. Bond, M. A. Giedlin and R. L. Coffman (1986). Two types of 
murine helper T cell clone. I. Definition according to profiles of lymphokine activities and 
secreted proteins. Journal of Immunology 136: 2348-2357. 
Mosser, D. M. and J. P. Edwards (2008). Exploring the full spectrum of macrophage activation. 
Nature Reviews Immunology 8: 958-969. 
Mucida, D., Y. Park, G. Kim, O. Turovskaya, I. Scott, M. Kronenberg and H. Cheroutre (2007). 
Reciprocal TH17 and regulatory T cell differentiation mediated by retinoic acid. Science 
317: 256-260. 
Mukai, K., K. Matsuoka, C. Taya, H. Suzuki, H. Yokozeki, K. Nishioka, K. Hirokawa, M. Etori, M. 
Yamashita, T. Kubota, Y. Minegishi, H. Yonekawa and H. Karasuyama (2005). Basophils 
play a critical role in the development of IgE-mediated chronic allergic inflammation 
independently of T cells and mast cells. Immunity 23: 191-202. 
Mulvenna, J., B. Hamilton, S. H. Nagaraj, D. Smyth, A. Loukas and J. J. Gorman (2009). Proteomics 
analysis of the excretory/secretory component of the blood-feeding stage of the hookworm, 
Ancylostoma caninum. Molecular & Cellular Proteomics 8: 109-121. 
Munder, M., B. S. Choi, M. Rogers and P. Kropf (2009). L-arginine deprivation impairs Leishmania 
major-specific T-cell responses. European Journal of Immunology 39: 2161-2172. 
Munder, M., K. Eichmann and M. Modolell (1998). Alternative metabolic states in murine 
macrophages reflected by the nitric oxide synthase/arginase balance: competitive regulation 
by CD4+ T cells correlates with Th1/Th2 phenotype. Journal of Immunology 160: 5347-
5354. 
Murakami, H., S. M. Akbar, H. Matsui and M. Onji (2001). Macrophage migration inhibitory factor in 
the sera and at the colonic mucosa in patients with ulcerative colitis: clinical implications and 
pathogenic significance. Eur J Clin Invest 31: 337-343. 
Murphy, K. M. and S. L. Reiner (2002). The lineage decisions of helper T cells. Nature Reviews 
Immunology 2: 933-944. 
	   248	  
Murphy, K. M. and B. Stockinger (2010). Effector T cell plasticity: flexibility in the face of changing 
circumstances. Nature Immunology 11: 674-680. 
Murray, J., A. Murray, M. Murray and C. Murray (1978). The biological suppression of malaria: an 
ecological and nutritional interrelationship of a host and two parasites. The American journal 
of clinical nutrition 31: 1363-1366. 
Mylonas, K. J., M. G. Nair, L. Prieto-Lafuente, D. Paape and J. E. Allen (2009). Alternatively 
Activated Macrophages Elicited by Helminth Infection Can Be Reprogrammed to Enable 
Microbial Killing. The Journal of Immunology 182: 3084-3094. 
Nacher, M., F. Gay, P. Singhasivanon, S. Krudsood, S. Treeprasertsuk, D. Mazier, I. Vouldoukis and 
S. Looareesuwan (2000). Ascaris lumbricoides infection is associated with protection from 
cerebral malaria. Parasite Immunology 22: 107-113. 
Nacher, M., P. Singhasivanon, S. Yimsamran, W. Manibunyong, N. Thanyavanich, R. Wuthisen and 
S. Looareesuwan (2002). Intestinal helminth infections are associated with increased 
incidence of Plasmodium falciparum malaria in Thailand. The Journal of parasitology 88: 
55-58. 
Nagaraj, S., K. Gupta, V. Pisarev, L. Kinarsky, S. Sherman, L. Kang, D. L. Herber, J. Schneck and D. 
I. Gabrilovich (2007). Altered recognition of antigen is a mechanism of CD8+ T cell 
tolerance in cancer. Nature Medicine 13: 828-835. 
Nagaraj, S. H., R. B. Gasser and S. Ranganathan (2008). Needles in the EST haystack: large-scale 
identification and analysis of excretory-secretory (ES) proteins in parasitic nematodes using 
expressed sequence tags (ESTs). PLoS neglected tropical diseases 2: e301. 
Nagaraj, S. H., H. C. Harsha, A. Reverter, M. L. Colgrave, R. Sharma, N. Andronicos, P. Hunt, M. 
Menzies, M. S. Lees, N. R. Sekhar, A. Pandey and A. Ingham (2012). Proteomic analysis of 
the abomasal mucosal response following infection by the nematode, Haemonchus contortus, 
in genetically resistant and susceptible sheep. Journal of proteomics 75: 2141-2152. 
Nagarkar, D. R., J. A. Poposki, M. R. Comeau, A. Biyasheva, P. C. Avila, R. P. Schleimer and A. 
Kato (2012). Airway epithelial cells activate TH2 cytokine production in mast cells through 
IL-1 and thymic stromal lymphopoietin. Journal of Allergy and Clinical Immunology 130: 
225-232 e224. 
Nair, M. G., D. W. Cochrane and J. E. Allen (2003). Macrophages in chronic type 2 inflammation 
have a novel phenotype characterized by the abundant expression of Ym1 and Fizz1 that can 
be partly replicated in vitro. Immunology Letters 85: 173-180. 
Nair, M. G., Y. Du, J. G. Perrigoue, C. Zaph, J. J. Taylor, M. Goldschmidt, G. P. Swain, G. D. 
Yancopoulos, D. M. Valenzuela, A. Murphy, M. Karow, S. Stevens, E. J. Pearce and D. Artis 
(2009). Alternatively activated macrophage-derived RELM-α is a negative regulator of type 
2 inflammation in the lung. Journal of Experimental Medicine 206: 937-952. 
Nair, M. G., I. J. Gallagher, M. D. Taylor, P. a. n. Loke, P. S. Coulson, R. A. Wilson, R. M. Maizels 
and J. E. Allen (2005). Chitinase and Fizz family members are a generalized feature of 
nematode infection with selective upregulation of Ym1 and Fizz1 by antigen-presenting cells. 
Infection and Immunity 73: 385-394. 
Nair, M. G., K. J. Guild and D. Artis (2006). Novel effector molecules in type 2 inflammation: lessons 
drawn from helminth infection and allergy. Journal of Immunology 177: 1393-1399. 
Namangala, B., P. De Baetselier, W. Noel, L. Brys and A. Beschin (2001). Alternative versus 
classical macrophage activation during experimental African trypanosomosis. Journal of 
Leukocyte Biology 69: 387-396. 
Nash, T. E. and A. M. Deelder (1985). Comparison of four schistosome excretory-secretory antigens: 
phenol sulfuric test active peak, cathodic circulating antigen, gut-associated proteoglycan, 
and circulating anodic antigen. The American journal of tropical medicine and hygiene 34: 
236-241. 
Nathan, C. (2006). Neutrophils and immunity: challenges and opportunities. Nature Reviews 
Immunology 6: 173-182. 
Neill, D. R. and A. N. J. McKenzie (2011). Nuocytes and beyond: new insights into helminth 
expulsion. Trends in Parasitology 27: 214-221. 
Neill, D. R., S. H. Wong, A. Bellosi, R. J. Flynn, M. Daly, T. K. A. Langford, C. Bucks, C. M. Kane, 
P. G. Fallon, R. Pannell, H. E. Jolin and A. N. J. McKenzie (2010). Nuocytes represent a new 
innate effector leukocyte that mediates type-2 immunity. Nature: 1-5. 
Nel, H. J., E. Hams, S. P. Saunders, N. E. Mangan, P. Smith, A. Atzberger, R. A. Flavell, S. Akira, A. 
N. McKenzie and P. G. Fallon (2011). Impaired basophil induction leads to an age-dependent 
	   249	  
innate defect in type 2 immunity during helminth infection in mice. The Journal of 
Immunology 186: 4631-4639. 
Nfon, C. K., B. L. Makepeace, L. M. Njongmeta, V. N. Tanya, O. Bain and A. J. Trees (2006). 
Eosinophils contribute to killing of adult Onchocerca ochengi within onchocercomata 
following elimination of Wolbachia. Microbes and Infection 8: 2698-2705. 
Nisbet, A. J., N. E. V. Bell, T. N. McNeilly, D. P. Knox, R. M. Maizels, L. I. Meikle, L. A. Wildblood 
and J. B. Matthews (2010). A macrophage migration inhibitory factor-like tautomerase from 
Teladorsagia circumcincta (Nematoda: Strongylida). Parasite Immunology 32: 503-511. 
Nishihira, J. (2012). Molecular function of macrophage migration inhibitory factor and a novel 
therapy for inflammatory bowel disease. Annals of the New York Academy of Sciences 
1271: 53-57. 
Noel, W., G. Raes, G. Hassanzadeh Ghassabeh, P. De Baetselier and A. Beschin (2004). Alternatively 
activated macrophages during parasite infections. Trends in Parasitology 20: 126-133. 
Noland, G. S., T. K. Graczyk, B. Fried and N. Kumar (2007). Enhanced malaria parasite transmission 
from helminth co-infected mice. The American journal of tropical medicine and hygiene 76: 
1052-1056. 
Noland, G. S., J. F. Urban, Jr., B. Fried and N. Kumar (2008). Counter-regulatory anti-parasite 
cytokine responses during concurrent Plasmodium yoelii and intestinal helminth infections in 
mice. Experimental Parasitology 119: 272-278. 
Nono, J. K., K. Pletinckx, M. B. Lutz and K. Brehm (2012). Excretory/secretory-products of 
Echinococcus multilocularis larvae induce apoptosis and tolerogenic properties in dendritic 
cells in vitro. PLoS neglected tropical diseases 6: e1516. 
O' Garra, A., L. Gabryšová and H. Spits (2011). Quantitative events determine the differentiation and 
function of helper T cells. Nature Immunology 12: 288-294. 
O'Connell, A. E., J. A. Hess, G. A. Santiago, T. J. Nolan, J. B. Lok, J. J. Lee and D. Abraham (2011). 
Major basic protein from eosinophils and myeloperoxidase from neutrophils are required for 
protective immunity to Strongyloides stercoralis in mice. Infection and Immunity 79: 2770-
2778. 
Ochoa, J. B., J. Strange, P. Kearney, G. Gellin, E. Endean and E. Fitzpatrick (2001). Effects of L-
arginine on the proliferation of T lymphocyte subpopulations. Journal of Parenteral and 
Enteral Nutrition 25: 23-29. 
Oestreich, K. J. and A. S. Weinmann (2012). Master regulators or lineage-specifying? Changing 
views on CD4+ T cell transcription factors. Nature Reviews Immunology 12: 799-804. 
Ogilvie, B. M. and V. E. Jones (1971). Parasitological review. Nippostrongylus brasiliensis: a review 
of immunity and host-parasite relationship in the rat. Experimental Parasitology 29: 138-177. 
Ogilvie, B. M., T. L. Rothwell, K. C. Bremner, H. J. Schnitzerling, J. Nolan and R. K. Keith (1973). 
Acetylcholinesterase secretion by parasitic nematodes. I. Evidence for secretion of the 
enzyme by a number of species. International Journal for Parasitology 3: 589-597. 
Ohkawara, T., J. Nishihira, H. Takeda, M. Asaka and T. Sugiyama (2005). Pathophysiological roles of 
macrophage migration inhibitory factor in gastrointestinal, hepatic, and pancreatic disorders. 
Journal of gastroenterology 40: 117-122. 
Ohkawara, T., J. Nishihira, H. Takeda, S. Hige, M. Kato, T. Sugiyama, T. Iwanaga, H. Nakamura, Y. 
Mizue and M. Asaka (2002). Amelioration of dextran sulfate sodium-induced colitis by anti-
macrophage migration inhibitory factor antibody in mice. Gastroenterology 123: 256-270. 
Ohnmacht, C., A. Pullner, S. B. King, I. Drexler, S. Meier, T. Brocker and D. Voehringer (2009). 
Constitutive ablation of dendritic cells breaks self-tolerance of CD4 T cells and results in 
spontaneous fatal autoimmunity. Journal of Experimental Medicine 206: 549-559. 
Ohnmacht, C., A. Pullner, N. Van Rooijen and D. Voehringer (2007). Analysis of eosinophil turnover 
in vivo reveals their active recruitment to and prolonged survival in the peritoneal cavity. 
Journal of Immunology 179: 4766-4774. 
Ohnmacht, C., C. Schwartz, M. Panzer, I. Schiedewitz, R. Naumann and D. Voehringer (2010). 
Basophils orchestrate chronic allergic dermatitis and protective immunity against helminths. 
Immunity 33: 364-374. 
Ohnmacht, C. and D. Voehringer (2009). Basophil effector function and homeostasis during helminth 
infection. Blood 113: 2816-2825. 
Ohnmacht, C. and D. Voehringer (2010). Basophils protect against reinfection with hookworms 
independently of mast cells and memory Th2 cells. The Journal of Immunology 184: 344-
350. 
	   250	  
Okoye, I. S. and M. S. Wilson (2011). CD4+ T helper 2 cells--microbial triggers, differentiation 
requirements and effector functions. Immunology 134: 368-377. 
Olds, G. R. and A. A. Mahmoud (1980). Role of host granulomatous response in murine 
Schistosomiasis mansoni. Eosinophil-mediated destruction of eggs. Journal of Clinical 
Investigation 66: 1191-1199. 
Oliphant, C. J., J. L. Barlow and A. N. J. McKenzie (2011). Insights into the initiation of type 2 
immune responses. Immunology 134: 378-385. 
Osada, Y. and T. Kanazawa (2010). Parasitic Helminths: New Weapons against Immunological 
Disorders. Journal of Biomedicine and Biotechnology 2010: 1-9. 
Osada, Y., S. Shimizu, T. Kumagai, S. Yamada and T. Kanazawa (2009). Schistosoma mansoni 
infection reduces severity of collagen-induced arthritis via down-regulation of pro-
inflammatory mediators. International Journal for Parasitology 39: 457-464. 
Osborne, J. and E. Devaney (1999). Interleukin-10 and antigen-presenting cells actively suppress Th1 
cells in BALB/c mice infected with the filarial parasite Brugia pahangi. Infection and 
Immunity 67: 1599-1605. 
Ouertatani-Sakouhi, H., F. El-Turk, B. Fauvet, M.-K. Cho, D. Pinar Karpinar, D. Le Roy, M. Dewor, 
T. Roger, J. Bernhagen, T. Calandra, M. Zweckstetter and H. A. Lashuel (2010). 
Identification and characterization of novel classes of macrophage migration inhibitory factor 
(MIF) inhibitors with distinct mechanisms of action. Journal of Biological Chemistry 285: 
26581-26598. 
Owhashi, M., H. Arita and N. Hayai (2000). Identification of a novel eosinophil chemotactic cytokine 
(ECF-L) as a chitinase family protein. Journal of Biological Chemistry 275: 1279-1286. 
Owyang, A. M., C. Zaph, E. H. Wilson, K. J. Guild, T. McClanahan, H. R. Miller, D. J. Cua, M. 
Goldschmidt, C. A. Hunter, R. A. Kastelein and D. Artis (2006a). Interleukin 25 regulates 
type 2 cytokine-dependent immunity and limits chronic inflammation in the gastrointestinal 
tract. Journal of Experimental Medicine 203: 843-849. 
Owyang, A. M., C. Zaph, E. H. Wilson, K. J. Guild, T. McClanahan, H. R. P. Miller, D. J. Cua, M. 
Goldschmidt, C. A. Hunter, R. A. Kastelein and D. Artis (2006b). Interleukin 25 regulates 
type 2 cytokine-dependent immunity and limits chronic inflammation in the gastrointestinal 
tract. Journal of Experimental Medicine 203: 843-849. 
Park, H.-K., M. K. Cho, H. Y. Park, K. U. Kim, Y. S. Kim, M. K. Lee, S. K. Park, D.-H. Kim and H. 
S. Yu (2012). Macrophage migration inhibitory factor isolated from a parasite inhibited Th2 
cytokine production in PBMCs of atopic asthma patients. The Journal of Asthma 49: 10-15. 
Park, S. K., M. K. Cho, H.-K. Park, K. H. Lee, S. J. Lee, S. H. Choi, M. S. Ock, H. J. Jeong, M. H. 
Lee and H. S. Yu (2009). Macrophage migration inhibitory factor homologs of Anisakis 
simplex suppress Th2 response in allergic airway inflammation model via 
CD4+CD25+Foxp3+ T cell recruitment. The Journal of Immunology 182: 6907-6914. 
Parker, S. J. and C. J. Inchley (1990). Heligmosomoides polygyrus: influence of infection on 
lymphocyte subpopulations in mouse mesenteric lymph nodes. Experimental Parasitology 
71: 249-258. 
Parkhouse, R. M., N. W. Clark, R. M. Maizels and D. A. Denham (1985). Brugia pahangi: labelling 
of secreted antigens with 35S-methionine in vitro. Parasite Immunology 7: 665-668. 
Parkinson, J., M. Mitreva, N. Hall and M. Blaxter (2003). 400 000 nematode ESTs on the Net. Trends 
in Parasitology 19: 283-286. 
Pastrana, D. V., N. Raghavan, P. FitzGerald, S. W. Eisinger, C. Metz, R. Bucala, R. P. Schleimer, C. 
Bickel and A. L. Scott (1998). Filarial nematode parasites secrete a homologue of the human 
cytokine macrophage migration inhibitory factor. Infection and Immunity 66: 5955-5963. 
Patel, N., T. Kreider, J. F. Urban and W. C. Gause (2009). Characterisation of effector mechanisms at 
the host:parasite interface during the immune response to tissue-dwelling intestinal nematode 
parasites. International Journal for Parasitology 39: 13-21. 
Paul, W. E. (2010). What determines Th2 differentiation, in vitro and in vivo? Immunology and Cell 
Biology 88: 236-239. 
Paul, W. E. and J. Zhu (2010). How are TH2-type immune responses initiated and amplified? Nature 
Reviews Immunology 10: 225-235. 
Paveley, R. A., S. A. Aynsley, P. C. Cook, J. D. Turner and A. P. Mountford (2009). Fluorescent 
imaging of antigen released by a skin-invading helminth reveals differential uptake and 
activation profiles by antigen presenting cells. PLoS neglected tropical diseases 3: e528. 
	   251	  
Pearce, E. J. and A. S. MacDonald (2002). The immunobiology of schistosomiasis. Nature Reviews 
Immunology 2: 499-511. 
Pearson, M. S., D. A. Pickering, L. Tribolet, L. Cooper, J. Mulvenna, L. M. Oliveira, J. M. Bethony, P. 
J. Hotez and A. Loukas (2010). Neutralizing antibodies to the hookworm hemoglobinase Na-
APR-1: implications for a multivalent vaccine against hookworm infection and 
schistosomiasis. The Journal of infectious diseases 201: 1561-1569. 
Peisong, G., A. Yamasaki, X. Q. Mao, T. Enomoto, Z. Feng, F. Gloria-Bottini, E. Bottini, T. 
Shirakawa, D. Sun and J. M. Hopkin (2004). An asthma-associated genetic variant of STAT6 
predicts low burden of Ascaris worm infestation. Genes and immunity 5: 58-62. 
Pemberton, A. D., P. A. Knight, J. Gamble, W. H. Colledge, J. K. Lee, M. Pierce and H. R. Miller 
(2004a). Innate BALB/c enteric epithelial responses to Trichinella spiralis: inducible 
expression of a novel goblet cell lectin, intelectin-2, and its natural deletion in C57BL/10 
mice. Journal of Immunology 173: 1894-1901. 
Pemberton, A. D., P. A. Knight, S. H. Wright and H. R. Miller (2004b). Proteomic analysis of mouse 
jejunal epithelium and its response to infection with the intestinal nematode, Trichinella 
spiralis. Proteomics 4: 1101-1108. 
Pentilla, I. A., P. L. Ey, A. F. Lopez and C. R. Jenkin (1985). Suppression of early immunity to 
Nematospiroides dubius in mice by selective depletion of neutrophils with monoclonal 
antibody. The Australian journal of experimental biology and medical science 63: 531-543. 
Penttila, I. A., P. L. Ey and C. R. Jenkin (1983). Adherence of murine peripheral blood eosinophils 
and neutrophils to the different parasitic stages of Nematospiroides dubius. The Australian 
journal of experimental biology and medical science 61: 617-627. 
Penttila, I. A., P. L. Ey and C. R. Jenkin (1984a). Infection of mice with Nematospiroides dubius: 
demonstration of neutrophil-mediated immunity in vivo in the presence of antibodies. 
Immunology 53: 147-154. 
Penttila, I. A., P. L. Ey and C. R. Jenkin (1984b). Reduced infectivity of Nematospiroides dubius 
larvae after incubation in vitro with neutrophils or eosinophils from infected mice and a lack 
of effect by neutrophils from normal mice. Parasite Immunology 6: 295-308. 
Peranzoni, E., S. Zilio, I. Marigo, L. Dolcetti, P. Zanovello, S. Mandruzzato and V. Bronte (2010). 
Myeloid-derived suppressor cell heterogeneity and subset definition. Current Opinion in 
Immunology 22: 238-244. 
Periago, M. V. and J. M. Bethony (2012). Hookworm virulence factors: making the most of the host. 
Microbes and Infection: 1-14. 
Perrigoue, J. G., F. A. Marshall and D. Artis (2008). On the hunt for helminths: innate immune cells 
in the recognition and response to helminth parasites. Cellular Microbiology 10: 1757-1764. 
Perrigoue, J. G., S. A. Saenz, M. C. Siracusa, E. J. Allenspach, B. C. Taylor, P. R. Giacomin, M. G. 
Nair, Y. Du, C. Zaph, N. van Rooijen, M. R. Comeau, E. J. Pearce, T. M. Laufer and D. Artis 
(2009). MHC class II-dependent basophil-CD4+ T cell interactions promote T(H)2 cytokine-
dependent immunity. Nature Immunology 10: 697-705. 
Pesce, J., M. Kaviratne, T. R. Ramalingam, R. W. Thompson, J. F. Urban, Jr., A. W. Cheever, D. A. 
Young, M. Collins, M. J. Grusby and T. A. Wynn (2006). The IL-21 receptor augments Th2 
effector function and alternative macrophage activation. Journal of Clinical Investigation 
116: 2044-2055. 
Pesce, J. T., Z. Liu, H. Hamed, F. Alem, J. Whitmire, H. Lin, Q. Liu, J. F. Urban and W. C. Gause 
(2008). Neutrophils clear bacteria associated with parasitic nematodes augmenting the 
development of an effective Th2-type response. Journal of Immunology 180: 464-474. 
Pesce, J. T., T. R. Ramalingam, M. M. Mentink-Kane, M. S. Wilson, K. C. El Kasmi, A. M. Smith, R. 
W. Thompson, A. W. Cheever, P. J. Murray and T. A. Wynn (2009a). Arginase-1-expressing 
macrophages suppress Th2 cytokine-driven inflammation and fibrosis. PLoS Pathogens 5: 
e1000371. 
Pesce, J. T., T. R. Ramalingam, M. S. Wilson, M. M. Mentink-Kane, R. W. Thompson, A. W. 
Cheever, J. F. Urban and T. A. Wynn (2009b). Retnla (relmalpha/fizz1) suppresses helminth-
induced Th2-type immunity. PLoS Pathogens 5: e1000393. 
Philipp, M., R. M. Parkhouse and B. M. Ogilvie (1980). Changing proteins on the surface of a 
parasitic nematode. Nature 287: 538-540. 
Phythian-Adams, A. T., P. C. Cook, R. J. Lundie, L. H. Jones, K. A. Smith, T. A. Barr, K. Hochweller, 
S. M. Anderton, G. J. Hämmerling, R. M. Maizels and A. S. MacDonald (2010). CD11c 
	   252	  
depletion severely disrupts Th2 induction and development in vivo. Journal of Experimental 
Medicine 207: 2089-2096. 
Pillay, J., V. M. Kamp, E. van Hoffen, T. Visser, T. Tak, J. W. Lammers, L. H. Ulfman, L. P. Leenen, 
P. Pickkers and L. Koenderman (2012). A subset of neutrophils in human systemic 
inflammation inhibits T cell responses through Mac-1. Journal of Clinical Investigation 122: 
327-336. 
Pillay, J., T. Tak, V. M. Kamp and L. Koenderman (2013). Immune suppression by neutrophils and 
granulocytic myeloid-derived suppressor cells: similarities and differences. Cellular and 
Molecular Life Sciences. 
Plant, B. J., C. G. Gallagher, R. Bucala, J. A. Baugh, S. Chappell, L. Morgan, C. M. O'Connor, K. 
Morgan and S. C. Donnelly (2005). Cystic fibrosis, disease severity, and a macrophage 
migration inhibitory factor polymorphism. American journal of respiratory and critical care 
medicine 172: 1412-1415. 
Pleass, R. J. and A. E. Bianco (1996). Irradiated larval vaccination and antibody responses evaluated 
in relation to the expression of immunity to Heligmosomoides polygyrus. Parasitology 
Research 82: 445-453. 
Podolsky, D. K. (1997). Healing the epithelium: solving the problem from two sides. Journal of 
gastroenterology 32: 122-126. 
Price, A. E., H.-E. Liang, B. M. Sullivan, R. L. Reinhardt, C. J. Eisley, D. J. Erle and R. M. Locksley 
(2010). Systemically dispersed innate IL-13-expressing cells in type 2 immunity. PNAS 107: 
11489-11494. 
Prieto-Lafuente, L., W. F. Gregory, J. E. Allen and R. M. Maizels (2009). MIF homologues from a 
filarial nematode parasite synergize with IL-4 to induce alternative activation of host 
macrophages. Journal of Leukocyte Biology 85: 844-854. 
Pritchard, D. I., J. M. Behnke and D. J. Williams (1984). Primary infection sera and IgG1 do not 
block host-protective immunity to Nematospiroides dubius. Immunology 51: 73-81. 
Pritchard, D. I., C. E. Lawrence, P. Appleby, I. A. Gibb and K. Glover (1994). Immunosuppressive 
proteins secreted by the gastrointestinal nematode parasite Heligmosomoides polygyrus. 
International Journal for Parasitology 24: 495-500. 
Pritchard, D. I., D. J. Williams, J. M. Behnke and T. D. Lee (1983). The role of IgG1 
hypergammaglobulinaemia in immunity to the gastrointestinal nematode Nematospiroides 
dubius. The immunochemical purification, antigen-specificity and in vivo anti-parasite effect 
of IgG1 from immune serum. Immunology 49: 353-365. 
Prowse, S. J., P. L. Ey and C. R. Jenkin (1978). Immunity to Nematospiroides dubius: cell and 
immunoglobulin changes associated with the onset of immunity in mice. The Australian 
journal of experimental biology and medical science 56: 237-246. 
Prowse, S. J. and G. F. Mitchell (2005). On the choice of mice for dissection of strain variations in the 
development of resistance to infection with Nematospiroides dubius. The Australian journal 
of experimental biology and medical science 58: 603-605. 
Prowse, S. J., G. F. Mitchell, P. L. Ey and C. R. Jenkin (1979). The development of resistance in 
different inbred strains of mice to infection with Nematospiroides dubius. Parasite 
Immunology 1: 277-288. 
Pulendran, B. and D. Artis (2012). New Paradigms in Type 2 Immunity. Science 337: 431-435. 
Raber, P., A. C. Ochoa and P. C. Rodriguez (2012). Metabolism of L-arginine by myeloid-derived 
suppressor cells in cancer: mechanisms of T cell suppression and therapeutic perspectives. 
Immunol Invest 41: 614-634. 
Raes, G., P. De Baetselier, W. Noel, A. Beschin, F. Brombacher and G. Hassanzadeh Gh (2002). 
Differential expression of FIZZ1 and Ym1 in alternatively versus classically activated 
macrophages. Journal of Leukocyte Biology 71: 597-602. 
Raghavan, M. and P. J. Bjorkman (1996). Fc receptors and their interactions with immunoglobulins. 
Annual Review of Cellular Developmental Biology 12: 181-220. 
Rajan, T. V., F. K. Nelson, N. Killeen, L. D. Shultz, J. A. Yates, J. M. Bailis, D. R. Littman and D. L. 
Greiner (1994). CD4+ T-lymphocytes are not required for murine resistance to the human 
filarial parasite, Brugia malayi. Experimental Parasitology 78: 352-360. 
Ramachandran, R., F. Noorbakhsh, K. Defea and M. D. Hollenberg (2012). Targeting proteinase-
activated receptors: therapeutic potential and challenges. Nature Reviews Drug Discovery 
11: 69-86. 
	   253	  
Ramalingam, T. R., J. T. Pesce, M. M. Mentink-Kane, S. Madala, A. W. Cheever, M. R. Comeau, S. 
F. Ziegler and T. A. Wynn (2009). Regulation of Helminth-Induced Th2 Responses by 
Thymic Stromal Lymphopoietin. The Journal of Immunology 182: 6452-6459. 
Rausch, S., J. Held, J. Stange, M. Lendner, M. R. Hepworth, C. Klotz, R. Lucius, T. Pogonka and S. 
Hartmann (2010). A matter of timing: Early, not chronic phase intestinal nematode infection 
restrains control of a concurrent enteric protozoan infection. European Journal of 
Immunology 40: 2804-2815. 
Rausch, S., J. Huehn, D. Kirchhoff, J. Rzepecka, C. Schnoeller, S. Pillai, C. Loddenkemper, A. 
Scheffold, A. Hamann, R. Lucius and S. Hartmann (2008). Functional Analysis of Effector 
and Regulatory T Cells in a Parasitic Nematode Infection. Infection and Immunity 76: 1908-
1919. 
Rausch, S., J. Huehn, C. Loddenkemper, M. R. Hepworth, C. Klotz, T. Sparwasser, A. Hamann, R. 
Lucius and S. Hartmann (2009). Establishment of nematode infection despite increased Th2 
responses and immunopathology after selective depletion of Foxp3+ cells. European Journal 
of Immunology 39: 3066-3077. 
Redpath, S. A., N. van der Werf, A. M. Cervera, A. S. MacDonald, D. Gray, R. M. Maizels and M. D. 
Taylor (2013). ICOS controls Foxp3+ regulatory T-cell expansion, maintenance, and IL-10 
production during helminth infection. European Journal of Immunology 43: 705-715. 
Reece, J. J., M. C. Siracusa and A. L. Scott (2006). Innate immune responses to lung-stage helminth 
infection induce alternatively activated alveolar macrophages. Infection and Immunity 74: 
4970-4981. 
Reece, J. J., M. C. Siracusa, T. L. Southard, C. F. Brayton, J. F. Urban, Jr. and A. L. Scott (2008). 
Hookworm-induced persistent changes to the immunological environment of the lung. 
Infection and Immunity 76: 3511-3524. 
Reiner, S. L. and R. M. Locksley (1993). Cytokines in the differentiation of Th1/Th2 CD4+ subsets in 
leishmaniasis. J Cell Biochem 53: 323-328. 
Reinhardt, R. L., H.-E. Liang and R. M. Locksley (2009). Cytokine-secreting follicular T cells shape 
the antibody repertoire. Nature Immunology 10: 385-393. 
Renganathan, E. A., K. U. Schaefer and Q. Bickle (1993). Use of human infection and vaccine-
protected baboon sera for the characterisation of cloned Schistosoma haematobium antigen 
genes. Tropical Medicine and Parasitology 44: 187-191. 
Repp, A. C., E. S. Mayhew, S. Apte and J. Y. Niederkorn (2000). Human uveal melanoma cells 
produce macrophage migration-inhibitory factor to prevent lysis by NK cells. Journal of 
Immunology 165: 710-715. 
Resende Co, T., C. S. Hirsch, Z. Toossi, R. Dietze and R. Ribeiro-Rodrigues (2007). Intestinal 
helminth co-infection has a negative impact on both anti-Mycobacterium tuberculosis 
immunity and clinical response to tuberculosis therapy. Clinical and experimental 
immunology 147: 45-52. 
Reyes, J. L. and L. I. Terrazas (2007). The divergent roles of alternatively activated macrophages in 
helminthic infections. Parasite Immunology 29: 609-619. 
Reyes, J. L., L. I. Terrazas, B. Espinoza, D. Cruz-Robles, V. Soto, I. Rivera-Montoya, L. Gomez-
Garcia, H. Snider, A. R. Satoskar and M. Rodriguez-Sosa (2006). Macrophage migration 
inhibitory factor contributes to host defense against acute Trypanosoma cruzi infection. 
Infection and Immunity 74: 3170-3179. 
Reynolds, L. A., K. J. Filbey and R. M. Maizels (2012). Immunity to the model intestinal helminth 
parasite Heligmosomoides polygyrus. Seminars in Immunopathology 34: 829-846. 
Reynolds, L. A. and R. M. Maizels (2012). Cutting Edge: In the Absence of TGF-β Signaling in T 
Cells, Fewer CD103+ Regulatory T Cells Develop, but Exuberant IFN-γ Production Renders 
Mice More Susceptible to Helminth Infection. The Journal of Immunology 189: 1113-1117. 
Reynolds, L. A., K. A. Smith, K. J. Filbey, Y. Harcus, J. P. Hewitson, M. J. Yebra and R. M. Maizels 
(2013). Commensal-Pathogen Interactions in the Intestinal Tract: Lactobacilli Promote 
Infection with Helminth Parasites. Submitted for review. 
Rhoads, M. L. (1981). Cholinesterase in the parasitic nematode, Stephanurus dentatus. 
Characterization and sex dependence of a secretory cholinesterase. The Journal of biological 
chemistry 256: 9316-9323. 
Richard, M., R. K. Grencis, N. E. Humphreys, J. C. Renauld and J. Van Snick (2000). Anti-IL-9 
vaccination prevents worm expulsion and blood eosinophilia in Trichuris muris-infected 
mice. PNAS 97: 767-772. 
	   254	  
Robinson, M., T. R. Gustad, M. R. Erickson, J. L. Ferguson and C. S. David (1997). Non-specific 
binding of IgG1 to Heligmosomoides polygyrus: adult worm homogenate superantigen is a 
target for immunoglobulin-induced inhibition. Parasite Immunology 19: 469-474. 
Rodríguez-Sosa, M., L. E. Rosas, J. R. David, R. Bojalil, A. R. Satoskar and L. I. Terrazas (2003). 
Macrophage migration inhibitory factor plays a critical role in mediating protection against 
the helminth parasite Taenia crassiceps. Infection and Immunity 71: 1247-1254. 
Roger, T., M. P. Glauser and T. Calandra (2001). Macrophage migration inhibitory factor (MIF) 
modulates innate immune responses induced by endotoxin and Gram-negative bacteria. J 
Endotoxin Res 7: 456-460. 
Rose, S., A. Misharin and H. Perlman (2012). A novel Ly6C/Ly6G-based strategy to analyze the 
mouse splenic myeloid compartment. Cytometry 81: 343-350. 
Rossi, A. G., C. Haslett, N. Hirani, A. P. Greening, I. Rahman, C. N. Metz, R. Bucala and S. C. 
Donnelly (1998). Human circulating eosinophils secrete macrophage migration inhibitory 
factor (MIF). Potential role in asthma. Journal of Clinical Investigation 101: 2869-2874. 
Rowe, A., C. Gondro, D. Emery and N. Sangster (2009). Sequential microarray to identify timing of 
molecular responses to Haemonchus contortus infection in sheep. Veterinary Parasitology 
161: 76-87. 
Rzepecka, J., S. Rausch, C. Klotz, C. Schnöller, T. Kornprobst, J. Hagen, R. Ignatius, R. Lucius and S. 
Hartmann (2009). Calreticulin from the intestinal nematode Heligmosomoides polygyrus is a 
Th2-skewing protein and interacts with murine scavenger receptor-A. Molecular 
Immunology 46: 1109-1119. 
Sabin, E. A., M. I. Araujo, E. M. Carvalho and E. J. Pearce (1996). Impairment of tetanus toxoid-
specific Th1-like immune responses in humans infected with Schistosoma mansoni. The 
Journal of infectious diseases 173: 269-272. 
Saenz, S. A., M. Noti and D. Artis (2010a). Innate immune cell populations function as initiators and 
effectors in Th2 cytokine responses. Trends in Immunology 31: 407-413. 
Saenz, S. A., M. C. Siracusa, J. G. Perrigoue, S. P. Spencer, J. F. Urban, Jr., J. E. Tocker, A. L. 
Budelsky, M. A. Kleinschek, R. A. Kastelein, T. Kambayashi, A. Bhandoola and D. Artis 
(2010b). IL25 elicits a multipotent progenitor cell population that promotes T(H)2 cytokine 
responses. Nature 464: 1362-1366. 
Saenz, S. A., B. C. Taylor and D. Artis (2008). Welcome to the neighborhood: epithelial cell-derived 
cytokines license innate and adaptive immune responses at mucosal sites. Immunological 
reviews 226: 172-190. 
Saiwai, H., H. Kumamaru, Y. Ohkawa, K. Kubota, K. Kobayakawa, H. Yamada, T. Yokomizo, Y. 
Iwamoto and S. Okada (2013). Ly6C+ Ly6G- Myeloid-derived suppressor cells play a 
critical role in the resolution of acute inflammation and the subsequent tissue repair process 
after spinal cord injury. Journal of neurochemistry 125: 74-88. 
Sakai, Y., A. Masamune, A. Satoh, J. Nishihira, T. Yamagiwa and T. Shimosegawa (2003). 
Macrophage migration inhibitory factor is a critical mediator of severe acute pancreatitis. 
Gastroenterology 124: 725-736. 
Saleem, S. J., R. K. Martin, J. K. Morales, J. L. Sturgill, D. R. Gibb, L. Graham, H. D. Bear, M. H. 
Manjili, J. J. Ryan and D. H. Conrad (2012). Cutting Edge: Mast Cells Critically Augment 
Myeloid-Derived Suppressor Cell Activity. The Journal of Immunology 189: 511-515. 
Salmond, R. J., A. S. Mirchandani, A. G. Besnard, C. C. Bain, N. C. Thomson and F. Y. Liew (2012). 
IL-33 induces innate lymphoid cell-mediated airway inflammation by activating mammalian 
target of rapamycin. Journal of Allergy and Clinical Immunology 130: 1159-1166 e1156. 
Sanderson, C. J., A. O'Garra, D. J. Warren and G. G. Klaus (1986). Eosinophil differentiation factor 
also has B-cell growth factor activity: proposed name interleukin 4. PNAS 83: 437-440. 
Sandler, N. G., M. M. Mentink-Kane, A. W. Cheever and T. A. Wynn (2003). Global gene expression 
profiles during acute pathogen-induced pulmonary inflammation reveal divergent roles for 
Th1 and Th2 responses in tissue repair. Journal of Immunology 171: 3655-3667. 
Santos, L. L., H. Fan, P. Hall, D. Ngo, C. R. Mackay, G. Fingerle-Rowson, R. Bucala, M. J. Hickey 
and E. F. Morand (2011). Macrophage migration inhibitory factor regulates neutrophil 
chemotactic responses in inflammatory arthritis in mice. Arthritis and rheumatism 63: 960-
970. 
Santos, L. L. and E. F. Morand (2009). Macrophage migration inhibitory factor: A key cytokine in RA, 
SLE and atherosclerosis. Clinica Chimica Acta 399: 1-7. 
	   255	  
Sasaki, O., H. Sugaya, K. Ishida and K. Yoshimura (1993). Ablation of eosinophils with anti-IL-5 
antibody enhances the survival of intracranial worms of Angiostrongylus cantonensis in the 
mouse. Parasite Immunology 15: 349-354. 
Satoguina, J., M. Mempel, J. Larbi, M. Badusche, C. Löliger, O. Adjei, G. Gachelin, B. Fleischer and 
A. Hoerauf (2002). Antigen-specific T regulatory-1 cells are associated with 
immunosuppression in a chronic helminth infection (onchocerciasis). Microbes and Infection 
4: 1291-1300. 
Satoguina, J. S., E. Weyand, J. Larbi and A. Hoerauf (2005). T regulatory-1 cells induce IgG4 
production by B cells: role of IL-10. Journal of Immunology 174: 4718-4726. 
Satoskar, A. R., M. Bozza, M. Rodriguez Sosa, G. Lin and J. R. David (2001). Migration-inhibitory 
factor gene-deficient mice are susceptible to cutaneous Leishmania major infection. Infection 
and Immunity 69: 906-911. 
Schlecker, E., A. Stojanovic, C. Eisen, C. Quack, C. S. Falk, V. Umansky and A. Cerwenka (2012). 
Tumor-Infiltrating Monocytic Myeloid-Derived Suppressor Cells Mediate CCR5-Dependent 
Recruitment of Regulatory T Cells Favoring Tumor Growth. The Journal of Immunology 
189: 5602-5611. 
Schneider, B., A. R. Jariwala, M. V. Periago, M. F. Gazzinelli, S. N. Bose, P. J. Hotez, D. J. Diemert 
and J. M. Bethony (2011). A history of hookworm vaccine development. Human vaccines 7: 
1234-1244. 
Schneider, E., N. Thieblemont, M. L. De Moraes and M. Dy (2010). Basophils: new players in the 
cytokine network. Eur Cytokine Netw 21: 142-153. 
Schopf, L. R., K. F. Hoffmann, A. W. Cheever, J. F. Urban and T. A. Wynn (2002). IL-10 is critical 
for host resistance and survival during gastrointestinal helminth infection. Journal of 
Immunology 168: 2383-2392. 
Schwartz, V., A. Krüttgen, J. Weis, C. Weber, T. Ostendorf, H. Lue and J. Bernhagen (2012). Role for 
CD74 and CXCR4 in clathrin-dependent endocytosis of the cytokine MIF. European journal 
of cell biology 91: 435-449. 
Schwartz, V., H. Lue, S. Kraemer, J. Korbiel, R. Krohn, K. Ohl, R. Bucala, C. Weber and J. 
Bernhagen (2009). A functional heteromeric MIF receptor formed by CD74 and CXCR4. 
FEBS letters 583: 2749-2757. 
Scudamore, C. L., M. A. Jepson, B. H. Hirst and H. R. Miller (1998). The rat mucosal mast cell 
chymase, RMCP-II, alters epithelial cell monolayer permeability in association with altered 
distribution of the tight junction proteins ZO-1 and occludin. European journal of cell 
biology 75: 321-330. 
Segura, M., Z. Su, C. Piccirillo and M. M. Stevenson (2007). Impairment of dendritic cell function by 
excretory-secretory products: a potential mechanism for nematode-induced 
immunosuppression. European Journal of Immunology 37: 1887-1904. 
Seidl, A., M. Panzer and D. Voehringer (2011). Protective immunity against the gastrointestinal 
nematode Nippostrongylus brasiliensis requires a broad T-cell receptor repertoire. 
Immunology 134: 214-223. 
Sekirov, I., S. L. Russell, L. C. M. Antunes and B. B. Finlay (2010). Gut microbiota in health and 
disease. Physiological reviews 90: 859-904. 
Selkirk, M. E., P. J. Rutherford, D. A. Denham, F. Partono and R. M. Maizels (1987). Cloned antigen 
genes of Brugia filarial parasites. Biochemical Society symposium 53: 91-102. 
Senter, P. D., Y. Al-Abed, C. N. Metz, F. Benigni, R. A. Mitchell, J. Chesney, J. Han, C. G. Gartner, 
S. D. Nelson, G. J. Todaro and R. Bucala (2002). Inhibition of macrophage migration 
inhibitory factor (MIF) tautomerase and biological activities by acetaminophen metabolites. 
PNAS 99: 144-149. 
Setiawan, T., A. Metwali, A. M. Blum, M. N. Ince, J. F. J. Urban, D. E. Elliott and J. V. Weinstock 
(2007). Heligmosomoides polygyrus promotes regulatory T-Cell cytokine production in the 
murine normal distal intestine. Infection and Immunity 75: 4655-4663. 
Shaw, R. J., M. M. McNeill, D. R. Maass, W. R. Hein, T. K. Barber, M. Wheeler, C. A. Morris and C. 
B. Shoemaker (2003). Identification and characterisation of an aspartyl protease inhibitor 
homologue as a major allergen of Trichostrongylus colubriformis. International Journal for 
Parasitology 33: 1233-1243. 
Shea-Donohue, T., L. Notari, J. Stiltz, R. Sun, K. B. Madden, J. F. Urban Jr and A. Zhao (2010). Role 
of enteric nerves in immune-mediated changes in protease-activated receptor 2 effects on gut 
function. Neurogastroenterology and Motility 22: 1138-e1291. 
	   256	  
Shea-Donohue, T., C. Sullivan, F. D. Finkelman, K. B. Madden, S. C. Morris, J. Goldhill, V. Piñeiro-
Carrero and J. F. Urban (2001). The role of IL-4 in Heligmosomoides polygyrus-induced 
alterations in murine intestinal epithelial cell function. Journal of Immunology 167: 2234-
2239. 
Shekels, L. L., R. E. Anway, J. Lin, M. W. Kennedy, P. Garside, C. E. Lawrence and S. B. Ho (2001). 
Coordinated Muc2 and Muc3 mucin gene expression in Trichinella spiralis infection in wild-
type and cytokine-deficient mice. Dig Dis Sci 46: 1757-1764. 
Shen, Y. C., D. L. Thompson, M. K. Kuah, K. L. Wong, K. L. Wu, S. A. Linn, E. M. Jewett, A. C. 
Shu-Chien and K. F. Barald (2012). The cytokine macrophage migration inhibitory factor 
(MIF) acts as a neurotrophin in the developing inner ear of the zebrafish, Danio rerio. Dev 
Biol 363: 84-94. 
Sher, A., R. L. Coffman, S. Hieny and A. W. Cheever (1990). Ablation of eosinophil and IgE 
responses with anti-IL-5 or anti-IL-4 antibodies fails to affect immunity against Schistosoma 
mansoni in the mouse. Journal of Immunology 145: 3911-3916. 
Sher, A., R. T. Gazzinelli, I. P. Oswald, M. Clerici, M. Kullberg, E. J. Pearce, J. A. Berzofsky, T. R. 
Mosmann, S. L. James and H. C. Morse (1992). Role of T-cell derived cytokines in the 
downregulation of immune responses in parasitic and retroviral infection. Immunological 
reviews 127: 183-204. 
Shi, X., L. Leng, T. Wang, W. Wang, X. Du, J. Li, C. McDonald, Z. Chen, J. W. Murphy, E. Lolis, P. 
Noble, W. Knudson and R. Bucala (2006). CD44 is the signaling component of the 
macrophage migration inhibitory factor-CD74 receptor complex. Immunity 25: 595-606. 
Shimizu, T., R. Abe, A. Ohkawara, Y. Mizue and J. Nishihira (1997). Macrophage migration 
inhibitory factor is an essential immunoregulatory cytokine in atopic dermatitis. Biochemical 
and biophysical research communications 240: 173-178. 
Shimizu, T., A. Ogata, A. Honda, J. Nishihira, H. Watanabe, R. Abe, Y. Zhao and H. Shimizu (2005). 
Expression of macrophage migration inhibitory factor in rat skin during embryonic 
development. Experimental Dermatology 14: 819-823. 
Shin, E. H., Y. Osada, J. Y. Chai, N. Matsumoto, K. Takatsu and S. Kojima (1997). Protective roles of 
eosinophils in Nippostrongylus brasiliensis infection. International archives of allergy and 
immunology 114 Suppl 1: 45-50. 
Shin, E. H., Y. Osada, H. Sagara, K. Takatsu and S. Kojima (2001). Involvement of complement and 
fibronectin in eosinophil-mediated damage to Nippostrongylus brasiliensis larvae. Parasite 
Immunology 23: 27-37. 
Shin, H.-N., H.-H. Moon and J.-L. Ku (2012). Stromal cell-derived factor-1α and macrophage 
migration-inhibitory factor induce metastatic behavior in CXCR4-expressing colon cancer 
cells. International journal of molecular medicine 30: 1537-1543. 
Simons, J. E., C. A. Gray and R. A. Lawrence (2010). Absence of regulatory IL-10 enhances innate 
protection against filarial parasites by a neutrophil-independent mechanism. Parasite 
Immunology 32: 473-478. 
Simpson, K. D., D. J. Templeton and J. V. Cross (2012). Macrophage Migration Inhibitory Factor 
Promotes Tumor Growth and Metastasis by Inducing Myeloid-Derived Suppressor Cells in 
the Tumor Microenvironment. The Journal of Immunology 189: 5533-5540. 
Sinha, P., V. K. Clements, S. K. Bunt, S. M. Albelda and S. Ostrand-Rosenberg (2007). Cross-talk 
between myeloid-derived suppressor cells and macrophages subverts tumor immunity toward 
a type 2 response. Journal of Immunology 179: 977-983. 
Siracusa, M. C., S. A. Saenz, D. A. Hill, B. S. Kim, M. B. Headley, T. A. Doering, E. J. Wherry, H. K. 
Jessup, L. A. Siegel, T. Kambayashi, E. C. Dudek, M. Kubo, A. Cianferoni, J. M. Spergel, S. 
F. Ziegler, M. R. Comeau and D. Artis (2011). TSLP promotes interleukin-3-independent 
basophil haematopoiesis and type 2 inflammation. Nature 477: 229-233. 
Smith, K. A., K. Hochweller, G. J. Hämmerling, L. Boon, A. S. MacDonald and R. M. Maizels (2011). 
Chronic helminth infection promotes immune regulation in vivo through dominance of 
CD11cloCD103- dendritic cells. The Journal of Immunology 186: 7098-7109. 
Smith, P., C. M. Walsh, N. E. Mangan, R. E. Fallon, J. R. Sayers, A. N. McKenzie and P. G. Fallon 
(2004). Schistosoma mansoni worms induce anergy of T cells via selective up-regulation of 
programmed death ligand 1 on macrophages. Journal of Immunology 173: 1240-1248. 
Smithgall, M. D., M. R. Comeau, B. R. Yoon, D. Kaufman, R. Armitage and D. E. Smith (2008). IL-
33 amplifies both Th1- and Th2-type responses through its activity on human basophils, 
allergen-reactive Th2 cells, iNKT and NK cells. International Immunology 20: 1019-1030. 
	   257	  
Sonnenberg, G. F. and D. Artis (2012). Innate Lymphoid Cell Interactions with Microbiota: 
Implications for Intestinal Health and Disease. Immunity 37: 601-610. 
Soumelis, V., P. A. Reche, H. Kanzler, W. Yuan, G. Edward, B. Homey, M. Gilliet, S. Ho, S. 
Antonenko, A. Lauerma, K. Smith, D. Gorman, S. Zurawski, J. Abrams, S. Menon, T. 
McClanahan, R. de Waal-Malefyt Rd, F. Bazan, R. A. Kastelein and Y. J. Liu (2002). 
Human epithelial cells trigger dendritic cell mediated allergic inflammation by producing 
TSLP. Nature Immunology 3: 673-680. 
Specian, R. D. and M. G. Oliver (1991). Functional biology of intestinal goblet cells. American 
Journal of Physiology 260: C183-193. 
Spencer, L. A. and P. F. Weller (2010). Eosinophils and Th2 immunity: contemporary insights. 
Immunology and Cell Biology 88: 250-256. 
Spits, H., D. Artis, M. Colonna, A. Diefenbach, J. P. Di Santo, G. Eberl, S. Koyasu, R. M. Locksley, 
A. N. J. McKenzie, R. E. Mebius, F. Powrie and E. Vivier (2013). Innate lymphoid cells — a 
proposal for uniform nomenclature. Nature Reviews Immunology 13: 145-149. 
Spits, H. and T. Cupedo (2012). Innate lymphoid cells: emerging insights in development, lineage 
relationships, and function. Annual Review of Immunology 30: 647-675. 
Stassen, M., E. Schmitt and T. Bopp (2012). From interleukin-9 to T helper 9 cells. Annals of the 
New York Acadamy of Science 1247: 56-68. 
Stavitsky, A. B., C. Metz, S. Liu, J. Xianli and R. Bucala (2003). Blockade of macrophage migration 
inhibitory factor (MIF) in Schistosoma japonicum-infected mice results in an increased adult 
worm burden and reduced fecundity. Parasite Immunology 25: 369-374. 
Steppan, C. M., E. J. Brown, C. M. Wright, S. Bhat, R. R. Banerjee, C. Y. Dai, G. H. Enders, D. G. 
Silberg, X. Wen, G. D. Wu and M. A. Lazar (2001). A family of tissue-specific resistin-like 
molecules. PNAS 98: 502-506. 
Stevens, T. L., A. Bossie, V. M. Sanders, R. Fernandez-Botran, R. L. Coffman, T. R. Mosmann and E. 
S. Vitetta (1988). Regulation of antibody isotype secretion by subsets of antigen-specific 
helper T cells. Nature 334: 255-258. 
Stirewalt, M. A. (1963). Chemical biology of secretions of larval helminths. Annals of the New York 
Academy of Sciences 113: 36-53. 
Strugnell, R. A. and O. L. C. Wijburg (2010). The role of secretory antibodies in infection immunity. 
Nature 8: 656-667. 
Su, C.-w., Y. Cao, M. Zhang, J. Kaplan, L. Su, Y. Fu, W. A. Walker, R. Xavier, B. J. Cherayil and H. 
N. Shi (2012). Helminth infection impairs autophagy-mediated killing of bacterial 
enteropathogens by macrophages. The Journal of Immunology 189: 1459-1466. 
Su, Z., M. Segura, K. Morgan, J. C. Loredo-Osti and M. M. Stevenson (2005). Impairment of 
protective immunity to blood-stage malaria by concurrent nematode infection. Infection and 
Immunity 73: 3531-3539. 
Subauste, C. S. (2009). CD40 and the immune response to parasitic infections. Seminars in 
Immunology 21: 273-282. 
Subrahmanyam, D., K. Mehta, D. S. Nelson, Y. V. Rao and C. K. Rao (1978). Immune reactions in 
human filariasis. Journal of Clinical Microbiology 8: 228-232. 
Sullivan, B. M., H. E. Liang, J. K. Bando, D. Wu, L. E. Cheng, J. K. McKerrow, C. D. Allen and R. 
M. Locksley (2011). Genetic analysis of basophil function in vivo. Nature Immunology 12: 
527-535. 
Summers, R. W., D. E. Elliott, J. F. Urban, R. A. Thompson and J. V. Weinstock (2005). Trichuris 
suis therapy for active ulcerative colitis: a randomized controlled trial. Gastroenterology 128: 
825-832. 
Sun, T., T. Holowka, Y. Song, S. Zierow, L. Leng, Y. Chen, H. Xiong, J. Griffith, M. Nouraie, P. E. 
Thuma, E. Lolis, C. J. Janse, V. R. Gordeuk, K. Augustijn and R. Bucala (2012). A 
Plasmodium-encoded cytokine suppresses T-cell immunity during malaria. PNAS 109: 
E2117-2126. 
Sunderkotter, C., T. Nikolic, M. J. Dillon, N. Van Rooijen, M. Stehling, D. A. Drevets and P. J. 
Leenen (2004). Subpopulations of mouse blood monocytes differ in maturation stage and 
inflammatory response. Journal of Immunology 172: 4410-4417. 
Sutherland, T. E., R. M. Maizels and J. E. Allen (2009). Chitinases and chitinase-like proteins: 
potential therapeutic targets for the treatment of T-helper type 2 allergies. Clinical and 
Experimental Allergy 39: 943-955. 
	   258	  
Suzukawa, M., M. Iikura, R. Koketsu, H. Nagase, C. Tamura, A. Komiya, S. Nakae, K. Matsushima, 
K. Ohta, K. Yamamoto and M. Yamaguchi (2008). An IL-1 cytokine member, IL-33, 
induces human basophil activation via its ST2 receptor. Journal of Immunology 181: 5981-
5989. 
Suzuki, M., H. Sugimoto, A. Nakagawa, I. Tanaka, J. Nishihira and M. Sakai (1996). Crystal structure 
of the macrophage migration inhibitory factor from rat liver. Nat Struct Biol 3: 259-266. 
Svetić, A., K. B. Madden, X. D. Zhou, P. Lu, I. M. Katona, F. D. Finkelman, J. F. Urban and W. C. 
Gause (1993). A primary intestinal helminthic infection rapidly induces a gut-associated 
elevation of Th2-associated cytokines and IL-3. Journal of Immunology 150: 3434-3441. 
Swain, S. L., A. D. Weinberg, M. English and G. Huston (1990). IL-4 directs the development of 
Th2-like helper effectors. Journal of Immunology 145: 3796-3806. 
Swidsinski, A., B. C. Sydora, Y. Doerffel, V. Loening-Baucke, M. Vaneechoutte, M. Lupicki, J. 
Scholze, H. Lochs and L. A. Dieleman (2007). Viscosity gradient within the mucus layer 
determines the mucosal barrier function and the spatial organization of the intestinal 
microbiota. Inflammatory bowel diseases 13: 963-970. 
Swope, M., H. W. Sun, P. R. Blake and E. Lolis (1998). Direct link between cytokine activity and a 
catalytic site for macrophage migration inhibitory factor. The EMBO Journal 17: 3534-3541. 
Tait Wojno, E. D. and D. Artis (2012). Innate lymphoid cells: balancing immunity, inflammation, and 
tissue repair in the intestine. Cell Host Microbe 12: 445-457. 
Takamiya, S., Y. Yu, M. E. Cavaleante, K. Murayama, H. Taka, S. Tateno, T. Takeuchi and T. Aoki 
(1996). Molecular and functional properties of cytochrome c from adult Ascaris suum muscle. 
Molecular and Biochemical Parasitology 79: 61-70. 
Takamoto, M., K. S. Ovington, C. A. Behm, K. Sugane, I. G. Young and K. I. Matthaei (1997). 
Eosinophilia, parasite burden and lung damage in Toxocara canis infection in C57Bl/6 mice 
genetically deficient in IL-5. Immunology 90: 511-517. 
Takeda, K., T. Tanaka, W. Shi, M. Matsumoto, M. Minami, S. Kashiwamura, K. Nakanishi, N. 
Yoshida, T. Kishimoto and S. Akira (1996). Essential role of Stat6 in IL-4 signalling. Nature 
380: 627-630. 
Tan, T. H., S. A. Edgerton, R. Kumari, M. S. McAlister, S. M. Roe, S. Nagl, L. H. Pearl, M. E. 
Selkirk, A. E. Bianco, N. F. Totty, C. Engwerda, C. A. Gray, D. J. Meyer and S. M. Rowe 
(2001). Macrophage migration inhibitory factor of the parasitic nematode Trichinella spiralis. 
The Biochemical journal 357: 373-383. 
Tao, X., S. Constant, P. Jorritsma and K. Bottomly (1997). Strength of TCR signal determines the 
costimulatory requirements for Th1 and Th2 CD4+ T cell differentiation. Journal of 
Immunology 159: 5956-5963. 
Taylor, B. C., C. Zaph, A. E. Troy, Y. Du, K. J. Guild, M. R. Comeau and D. Artis (2009a). TSLP 
regulates intestinal immunity and inflammation in mouse models of helminth infection and 
colitis. Journal of Experimental Medicine 206: 655-667. 
Taylor, J. J., M. Mohrs and E. J. Pearce (2006a). Regulatory T cell responses develop in parallel to Th 
responses and control the magnitude and phenotype of the Th effector population. The 
Journal of Immunology 176: 5839-5847. 
Taylor, M. D., A. Harris, M. G. Nair, R. M. Maizels and J. E. Allen (2006b). F4/80+ alternatively 
activated macrophages control CD4+ T cell hyporesponsiveness at sites peripheral to filarial 
infection. Journal of Immunology 176: 6918-6927. 
Taylor, M. D., L. LeGoff, A. Harris, E. Malone, J. E. Allen and R. M. Maizels (2005). Removal of 
regulatory T cell activity reverses hyporesponsiveness and leads to filarial parasite clearance 
in vivo. The Journal of Immunology 174: 4924-4933. 
Taylor, M. D., N. van der Werf, A. Harris, A. L. Graham, O. Bain, J. E. Allen and R. M. Maizels 
(2009b). Early recruitment of natural CD4+ Foxp3+ Treg cells by infective larvae determines 
the outcome of filarial infection. European Journal of Immunology 39: 192-206. 
Taylor, M. D., N. van der Werf and R. M. Maizels (2012). T cells in helminth infection: the regulators 
and the regulated. Trends in Immunology 33: 181-189. 
Telford, G., D. J. Wheeler, P. Appleby, J. G. Bowen and D. I. Pritchard (1998). Heligmosomoides 
polygyrus immunomodulatory factor (IMF), targets T-lymphocytes. Parasite Immunology 
20: 601-611. 
Tendler, M., M. M. Vilar, C. A. Brito, N. M. Freire, N. Katz and A. Simpson (1995). Vaccination 
against schistosomiasis and fascioliasis with the new recombinant antigen Sm14: potential 
	   259	  
basis of a multi-valent anti-helminth vaccine? Memórias do Instituto Oswaldo Cruz 90: 255-
256. 
Terrazas, C. A., L. Gómez-García and L. I. Terrazas (2010a). Impaired pro-inflammatory cytokine 
production and increased Th2-biasing ability of dendritic cells exposed to Taenia 
excreted/secreted antigens: A critical role for carbohydrates but not for STAT6 signaling. 
International Journal for Parasitology 40: 1051-1062. 
Terrazas, C. A., I. Juarez, L. I. Terrazas, R. Saavedra, E. A. Calleja and M. Rodriguez-Sosa (2010b). 
Toxoplasma gondii: impaired maturation and pro-inflammatory response of dendritic cells in 
MIF-deficient mice favors susceptibility to infection. Experimental Parasitology 126: 348-
358. 
Terrazas, C. A., F. Sanchez-Munoz, A. M. Mejia-Dominguez, L. M. Amezcua-Guerra, L. I. Terrazas, 
R. Bojalil and L. Gomez-Garcia (2011). Cestode antigens induce a tolerogenic-like 
phenotype and inhibit LPS inflammatory responses in human dendritic cells. International 
journal of biological sciences 7: 1391-1400. 
Terrazas, C. A., L. I. Terrazas and L. Gomez-Garcia (2010c). Modulation of dendritic cell responses 
by parasites: a common strategy to survive. Journal of Biomedicine and Biotechnology 2010: 
357106. 
Terrazas, L. I., D. Montero, C. A. Terrazas, J. L. Reyes and M. Rodriguez-Sosa (2005). Role of the 
programmed Death-1 pathway in the suppressive activity of alternatively activated 
macrophages in experimental cysticercosis. International Journal of Parasitology 35: 1349-
1358. 
Terrazas, L. I., K. L. Walsh, D. Piskorska, E. McGuire and D. A. Harn, Jr. (2001). The schistosome 
oligosaccharide lacto-N-neotetraose expands Gr1(+) cells that secrete anti-inflammatory 
cytokines and inhibit proliferation of naive CD4(+) cells: a potential mechanism for immune 
polarization in helminth infections. Journal of Immunology 167: 5294-5303. 
Tesseur, I., K. Zou, E. Berber, H. Zhang and T. Wyss-Coray (2006). Highly sensitive and specific 
bioassay for measuring bioactive TGF-β. BMC cell biology 7: 15. 
Tetsutani, K., K. Ishiwata, H. Ishida, L. Tu, M. Torii, S. Hamano, K. Himeno and H. Hisaeda (2009). 
Concurrent infection with Heligmosomoides polygyrus suppresses anti-Plasmodium yoelii 
protection partially by induction of CD4+CD25+Foxp3+ Treg in mice. European Journal of 
Immunology 39: 2822-2830. 
Thomas, G. D., D. Ruckerl, B. H. Maskrey, P. D. Whitfield, M. L. Blaxter and J. E. Allen (2012). The 
biology of nematode- and IL4Ralpha-dependent murine macrophage polarization in vivo as 
defined by RNA-Seq and targeted lipidomics. Blood 120: e93-e104. 
Thomas, G. R., M. McCrossan and M. E. Selkirk (1997). Cytostatic and cytotoxic effects of activated 
macrophages and nitric oxide donors on Brugia malayi. Infection and Immunity 65: 2732-
2739. 
Tilp, C., V. Kapur, W. Loging and K. J. Erb (2013). Prerequisites for the pharmaceutical industry to 
develop and commercialise helminths and helminth-derived product therapy. International 
Journal for Parasitology 43: 319-325. 
Toledo, R., J. G. Esteban and B. FRIED (2012). Current status of food-borne trematode infections. 
European Journal of Clinical Microbiology & Infectious Diseases 31: 1705-1718. 
Torrero, M. N., M. P. Hubner, D. Larson, H. Karasuyama and E. Mitre (2010). Basophils amplify type 
2 immune responses, but do not serve a protective role, during chronic infection of mice with 
the filarial nematode Litomosoides sigmodontis. Journal of Immunology 185: 7426-7434. 
Torrero, M. N., C. P. Morris, B. K. Mitre, M. P. Hubner, E. M. Fox, H. Karasuyama and E. Mitre 
(2013). Basophils help establish protective immunity induced by irradiated larval vaccination 
for filariasis. Vaccine 31: 3675-3682. 
Townsend, J. M., G. P. Fallon, J. D. Matthews, P. Smith, E. H. Jolin and N. A. McKenzie (2000a). IL-
9-deficient mice establish fundamental roles for IL-9 in pulmonary mastocytosis and goblet 
cell hyperplasia but not T cell development. Immunity 13: 573-583. 
Townsend, M. J., P. G. Fallon, D. J. Matthews, H. E. Jolin and A. N. McKenzie (2000b). T1/ST2-
deficient mice demonstrate the importance of T1/ST2 in developing primary T helper cell 
type 2 responses. Journal of Experimental Medicine 191: 1069-1076. 
Tsubokawa, D., Y. Goso, T. Nakamura, H. Maruyama, F. Yatabe, M. Kurihara, T. Ichikawa and K. 
Ishihara (2012). Rapid and specific alterations of goblet cell mucin in rat airway and small 
intestine associated with resistance against Nippostrongylus brasiliensis reinfection. 
Experimental Parasitology 130: 209-217. 
	   260	  
Tsuji, S., J. Uehori, M. Matsumoto, Y. Suzuki, A. Matsuhisa, K. Toyoshima and T. Seya (2001). 
Human intelectin is a novel soluble lectin that recognizes galactofuranose in carbohydrate 
chains of bacterial cell wall. Journal of Biological Chemistry 276: 23456-23463. 
Tsuji, S., M. Yamashita, A. Nishiyama, T. Shinohara, Z. Li, Q. N. Myrvik, D. R. Hoffman, R. A. 
Henriksen and Y. Shibata (2007). Differential structure and activity between human and 
mouse intelectin-1: human intelectin-1 is a disulfide-linked trimer, whereas mouse 
homologue is a monomer. Glycobiology 17: 1045-1051. 
Tucker, C. F., D. L. Nebane-Ambe, A. Chhabra, S. A. Parnell, Y. Zhao, P. Alard and M. M. 
Kosiewicz (2011). Decreased frequencies of CD4+CD25+Foxp3+ cells and the potent 
CD103+ subset in peripheral lymph nodes correlate with autoimmune disease predisposition 
in some strains of mice. Autoimmunity 44: 453-464. 
Tumova, S., A. Woods and J. R. Couchman (2000). Heparan sulfate proteoglycans on the cell surface: 
versatile coordinators of cellular functions. International Journal of Biochemistry and Cell 
Biology 32: 269-288. 
Turner, J. D., H. Faulkner, J. Kamgno, F. Cormont, J. Van Snick, K. J. Else, R. K. Grencis, J. M. 
Behnke, M. Boussinesq and J. E. Bradley (2003). Th2 cytokines are associated with reduced 
worm burdens in a human intestinal helminth infection. Journal of Infectious Diseases 188: 
1768-1775. 
Turner, J. D., J. A. Jackson, H. Faulkner, J. Behnke, K. J. Else, J. Kamgno, M. Boussinesq and J. E. 
Bradley (2008). Intensity of intestinal infection with multiple worm species is related to 
regulatory cytokine output and immune hyporesponsiveness. The Journal of infectious 
diseases 197: 1204-1212. 
Turner, J. D., G. R. Jenkins, K. G. Hogg, S. A. Aynsley, R. A. Paveley, P. C. Cook, M. C. Coles and 
A. P. Mountford (2011). CD4+CD25+ regulatory cells contribute to the regulation of colonic 
Th2 granulomatous pathology caused by schistosome infection. PLoS neglected tropical 
diseases 5: e1269. 
Umemura, N., M. Saio, T. Suwa, Y. Kitoh, J. Bai, K. Nonaka, G. F. Ouyang, M. Okada, M. Balazs, R. 
Adany, T. Shibata and T. Takami (2008). Tumor-infiltrating myeloid-derived suppressor 
cells are pleiotropic-inflamed monocytes/macrophages that bear M1- and M2-type 
characteristics. Journal of Leukocyte Biology 83: 1136-1144. 
Urb, M. and D. C. Sheppard (2012). The role of mast cells in the defence against pathogens. PLoS 
Pathogens 8: e1002619. 
Urban, J. F., Jr., N. Noben-Trauth, D. D. Donaldson, K. B. Madden, S. C. Morris, M. Collins and F. D. 
Finkelman (1998). IL-13, IL-4Rα, and Stat6 are required for the expulsion of the 
gastrointestinal nematode parasite Nippostrongylus brasiliensis. Immunity 8: 255-264. 
Urban, J. F., I. M. Katona and F. D. Finkelman (1991a). Heligmosomoides polygyrus: CD4+ but not 
CD8+ T cells regulate the IgE response and protective immunity in mice. Experimental 
Parasitology 73: 500-511. 
Urban, J. F., I. M. Katona, W. E. Paul and F. D. Finkelman (1991b). Interleukin 4 is important in 
protective immunity to a gastrointestinal nematode infection in mice. PNAS 88: 5513-5517. 
Urban, J. F., C. R. Maliszewski, K. B. Madden, I. M. Katona and F. D. Finkelman (1995). IL-4 
treatment can cure established gastrointestinal nematode infections in immunocompetent and 
immunodeficient mice. Journal of Immunology 154: 4675-4684. 
Urban, J. F., N. Noben-Trauth, L. Schopf, K. B. Madden and F. D. Finkelman (2001). Cutting edge: 
IL-4 receptor expression by non-bone marrow-derived cells is required to expel 
gastrointestinal nematode parasites. Journal of Immunology 167: 6078-6081. 
Urban, J. F., N. R. Steenhard, G. I. Solano-Aguilar, H. D. Dawson, O. I. Iweala, C. R. Nagler, G. S. 
Noland, N. Kumar, R. M. Anthony, T. Shea-Donohue, J. Weinstock and W. C. Gause (2007). 
Infection with parasitic nematodes confounds vaccination efficacy. Veterinary Parasitology 
148: 14-20. 
Vallance, B. A., P. A. Blennerhassett and S. M. Collins (1997). Increased intestinal muscle 
contractility and worm expulsion in nematode-infected mice. American Journal of 
Physiology 272: G321-327. 
Vallance, B. A., P. A. Blennerhassett, Y. Deng, K. I. Matthaei, I. G. Young and S. M. Collins (1999). 
IL-5 contributes to worm expulsion and muscle hypercontractility in a primary T. spiralis 
infection. American Journal of Physiology 277: G400-408. 
	   261	  
Vallance, B. A., K. I. Matthaei, S. Sanovic, I. G. Young and S. M. Collins (2000). Interleukin-5 
deficient mice exhibit impaired host defence against challenge Trichinella spiralis infections. 
Parasite Immunology 22: 487-492. 
van Beek, A. A., E. F. Knol, P. de Vos, M. J. Smelt, H. F. J. Savelkoul and R. J. J. van Neerven 
(2013). Recent developments in basophil research: do basophils initiate and perpetuate type 2 
T-helper cell responses?. International archives of allergy and immunology 160: 7-17. 
van der Vliet, H. J. J. and E. E. Nieuwenhuis (2007). IPEX as a result of mutations in FOXP3. 
Clinical & Developmental Immunology 2007: 89017. 
van Panhuys, N., M. Prout, E. Forbes, B. Min, W. E. Paul and G. Le Gros (2011). Basophils are the 
major producers of IL-4 during primary helminth infection. The Journal of Immunology 186: 
2719-2728. 
van Rooijen, N. and E. Hendrikx (2010). Liposomes for specific depletion of macrophages from 
organs and tissues. Methods for Molecular Biology 605: 189-203. 
Veldhoen, M., C. Uyttenhove, J. van Snick, H. Helmby, A. Westendorf, J. Buer, B. Martin, C. 
Wilhelm and B. Stockinger (2008). Transforming growth factor-beta 'reprograms' the 
differentiation of T helper 2 cells and promotes an interleukin 9-producing subset. Nature 
Immunology 9: 1341-1346. 
Vermeire, J. J., Y. Cho, E. Lolis, R. Bucala and M. Cappello (2008). Orthologs of macrophage 
migration inhibitory factor from parasitic nematodes. Trends in Parasitology 24: 355-363. 
Voehringer, D. (2012). Basophil modulation by cytokine instruction. European Journal of 
Immunology 42: 2544-2550. 
Voehringer, D. (2013). Regulation of type 2 immunity by basophils. Advances in Experimental 
Medical Biology 785: 37-41. 
Voehringer, D., T. A. Reese, X. Huang, K. Shinkai and R. M. Locksley (2006). Type 2 immunity is 
controlled by IL-4/IL-13 expression in hematopoietic non-eosinophil cells of the innate 
immune system. The Journal of experimental medicine 203: 1435-1446. 
Voehringer, D., K. Shinkai and R. M. Locksley (2004). Type 2 immunity reflects orchestrated 
recruitment of cells committed to IL-4 production. Immunity 20: 267-277. 
Voehringer, D., S. A. Stanley, J. S. Cox, G. C. Completo, T. L. Lowary and R. M. Locksley (2007a). 
Nippostrongylus brasiliensis: identification of intelectin-1 and -2 as Stat6-dependent genes 
expressed in lung and intestine during infection. Experimental Parasitology 116: 458-466. 
Voehringer, D., N. van Rooijen and R. M. Locksley (2007b). Eosinophils develop in distinct stages 
and are recruited to peripheral sites by alternatively activated macrophages. Journal of 
Leukocyte Biology 81: 1434-1444. 
Wada, T., K. Ishiwata, H. Koseki, T. Ishikura, T. Ugajin, N. Ohnuma, K. Obata, R. Ishikawa, S. 
Yoshikawa, K. Mukai, Y. Kawano, Y. Minegishi, H. Yokozeki, N. Watanabe and H. 
Karasuyama (2010). Selective ablation of basophils in mice reveals their nonredundant role 
in acquired immunity against ticks. Journal of Clinical Investigation 120: 2867-2875. 
Wahid, F. N. and J. M. Behnke (1992). Stimuli for acquired resistance to Heligmosomoides polygyrus 
from intestinal tissue resident L3 and L4 larvae. International Journal for Parasitology 22: 
699-710. 
Wahid, F. N. and J. M. Behnke (1993a). Immunological relationships during primary infection with 
Heligmosomoides polygyrus (Nematospiroides dubius): parasite specific IgG1 antibody 
responses and primary response phenotype. Parasite Immunology 15: 401-413. 
Wahid, F. N. and J. M. Behnke (1993b). Immunological relationships during primary infection with 
Heligmosomoides polygyrus. Regulation of fast response phenotype by H-2 and non-H-2 
genes. Parasitology 107: 343-350. 
Wahid, F. N., J. M. Behnke, R. K. Grencis, K. J. Else and A. W. Ben-Smith (1994). Immunological 
relationships during primary infection with Heligmosomoides polygyrus: Th2 cytokines and 
primary response phenotype. Parasitology 108: 461-471. 
Wahid, F. N., M. Robinson and J. M. Behnke (1989). Immunological relationships during primary 
infection with Heligmosomoides polygyrus (Nematospiroides dubius): expulsion of adult 
worms from fast responder syngeneic and hybrid strains of mice. Parasitology 98: 459-469. 
Wakelin, D. and A. M. Donachie (1983). Genetic control of eosinophilia. Mouse strain variation in 
response to antigens of parasite origin. Clinical and experimental immunology 51: 239-246. 
Walk, S. T., A. M. Blum, S. A.-S. Ewing, J. V. Weinstock and V. B. Young (2010). Alteration of the 
murine gut microbiota during infection with the parasitic helminth Heligmosomoides 
polygyrus. Inflammatory bowel diseases 16: 1841-1849. 
	   262	  
Walker, J. A., J. L. Barlow and A. N. J. McKenzie (2013). Innate lymphoid cells — how did we miss 
them? Nature Reviews Immunology 13: 75-87. 
Walsh, E. R., N. Sahu, J. Kearley, E. Benjamin, B. H. Kang, A. Humbles and A. August (2008). 
Strain-specific requirement for eosinophils in the recruitment of T cells to the lung during the 
development of allergic asthma. Journal of Experimental Medicine 205: 1285-1292. 
Walson, J. L. and G. John-Stewart (2007). Treatment of helminth co-infection in individuals with 
HIV-1: A systematic review of the literature. PLoS neglected tropical diseases 1: e102. 
Wang, B., X. Huang, P. J. Wolters, J. Sun, S. Kitamoto, M. Yang, R. Riese, L. Leng, H. A. Chapman, 
P. W. Finn, J. R. David, R. Bucala and G.-P. Shi (2006). Cutting edge: Deficiency of 
macrophage migration inhibitory factor impairs murine airway allergic responses. Journal of 
Immunology 177: 5779-5784. 
Wang, M. L., M. E. Shin, P. A. Knight, D. Artis, D. G. Silberg, E. Suh and G. D. Wu (2005). 
Regulation of RELM/FIZZ isoform expression by Cdx2 in response to innate and adaptive 
immune stimulation in the intestine. American Journal of Physiology -  Gastrointestinal and 
Liver Physiology 288: G1074-1083. 
Wang, Y. H., P. Angkasekwinai, N. Lu, K. S. Voo, K. Arima, S. Hanabuchi, A. Hippe, C. J. Corrigan, 
C. Dong, B. Homey, Z. Yao, S. Ying, D. P. Huston and Y. J. Liu (2007). IL-25 augments 
type 2 immune responses by enhancing the expansion and functions of TSLP-DC-activated 
Th2 memory cells. Journal of Experimental Medicine 204: 1837-1847. 
Wasala, N. B., C. J. Bowen and D. C. Jaworski (2012). Expression and regulation of macrophage 
migration inhibitory factor (MIF) in feeding American dog ticks, Dermacentor variabilis. 
Experimental and Applied Acarology 57: 179-187. 
Watanabe, N., F. Bruschi and M. Korenaga (2005). IgE: a question of protective immunity in 
Trichinella spiralis infection. Trends in Parasitology 21: 175-178. 
Weber, C., S. Kraemer, M. Drechsler, H. Lue, R. R. Koenen, A. Kapurniotu, A. Zernecke and J. 
Bernhagen (2008). Structural determinants of MIF functions in CXCR2-mediated 
inflammatory and atherogenic leukocyte recruitment. PNAS 105: 16278-16283. 
Weinstein, P. P., W. L. Newton, T. K. Sawyer and R. I. Sommerville (1969). Nematospiroides dubius: 
development and passage in the germfree mouse, and a comparative study of the free-living 
stages in germfree feces and conventional cultures. Transactions of the American 
Microscopial Society 88: 95-117. 
Weinstock, J. V. and D. E. Elliott (2013). Translatability of helminth therapy in inflammatory bowel 
diseases. International Journal for Parasitology 43: 245-251. 
Weinstock, J. V., R. W. Summers, D. E. Elliott, K. Qadir, J. F. Urban and R. Thompson (2002). The 
possible link between de-worming and the emergence of immunological disease. The Journal 
of laboratory and clinical medicine 139: 334-338. 
Welch, J. S., L. Escoubet-Lozach, D. B. Sykes, K. Liddiard, D. R. Greaves and C. K. Glass (2002). 
TH2 cytokines and allergic challenge induce Ym1 expression in macrophages by a STAT6-
dependent mechanism. Journal of Biological Chemistry 277: 42821-42829. 
Weller, C. L., S. J. Collington, T. Williams and J. R. Lamb (2011). Mast cells in health and disease. 
Clinical Sciences 120: 473-484. 
Weng, M., D. Huntley, I.-F. Huang, O. Foye-Jackson, L. Wang, A. Sarkissian, Q. Zhou, W. A. 
Walker, B. J. Cherayil and H. N. Shi (2007). Alternatively activated macrophages in 
intestinal helminth infection: effects on concurrent bacterial colitis. The Journal of 
Immunology 179: 4721-4731. 
Wescott, R. B. (1968). Experimental Nematospiroides dubius infection in germfree and conventional 
mice. Experimental Parasitology 22: 245-249. 
Whelan, M., M. M. Harnett, K. M. Houston, V. Patel, W. Harnett and K. P. Rigley (2000). A filarial 
nematode-secreted product signals dendritic cells to acquire a phenotype that drives 
development of Th2 cells. Journal of Immunology 164: 6453-6460. 
White, R. R. and K. Artavanis-Tsakonas (2012). How helminths use excretory secretory fractions to 
modulate dendritic cells. Virulence 3: 668-677. 
Wilkes, C. P., C. Bleay, S. Paterson and M. E. Viney (2007). The immune response during a 
Strongyloides ratti infection of rats. Parasite Immunology 29: 339-346. 
Williams, D. J. and J. M. Behnke (1983). Host protective antibodies and serum immunoglobulin 
isotypes in mice chronically infected or repeatedly immunized with the nematode parasite 
Nematospiroides dubius. Immunology 48: 37-47. 
	   263	  
Williams, L. M. and A. Y. Rudensky (2007). Maintenance of the Foxp3-dependent developmental 
program in mature regulatory T cells requires continued expression of Foxp3. Nature 
Immunology 8: 277-284. 
Wills-Karp, M., R. Rani, K. Dienger, I. Lewkowich, J. G. Fox, C. Perkins, L. Lewis, F. D. Finkelman, 
D. E. Smith, P. J. Bryce, E. A. Kurt-Jones, T. C. Wang, U. Sivaprasad, G. K. Hershey and D. 
R. Herbert (2012). Trefoil factor 2 rapidly induces interleukin 33 to promote type 2 immunity 
during allergic asthma and hookworm infection. Journal of Experimental Medicine 209: 607-
622. 
Wilson, M. S. and R. M. Maizels (2004). Regulation of allergy and autoimmunity in helminth 
infection. Clinical Reviews in Allergy and Immunology 26: 35-50. 
Wilson, M. S., M. D. Taylor, A. Balic, C. A. M. Finney, J. R. Lamb and R. M. Maizels (2005). 
Suppression of allergic airway inflammation by helminth-induced regulatory T cells. The 
Journal of experimental medicine 202: 1199-1212. 
Wilson, M. S., M. D. Taylor, M. T. O'Gorman, A. Balic, T. A. Barr, K. Filbey, S. M. Anderton and R. 
M. Maizels (2010). Helminth-induced CD19+CD23hi B cells modulate experimental allergic 
and autoimmune inflammation. European Journal of Immunology 40: 1682-1696. 
Wilson, M. S. and T. A. Wynn (2009). Pulmonary fibrosis: pathogenesis, etiology and regulation. 
Mucosal Immunology 2: 103-121. 
Winner, M., J. Meier, S. Zierow, B. E. Rendon, G. V. Crichlow, R. Riggs, R. Bucala, L. Leng, N. 
Smith, E. Lolis, J. O. Trent and R. A. Mitchell (2008). A Novel, Macrophage Migration 
Inhibitory Factor Suicide Substrate Inhibits Motility and Growth of Lung Cancer Cells. 
Cancer Research 68: 7253-7257. 
Witte, M. B. and A. Barbul (2003). Arginine physiology and its implication for wound healing. 
Wound Repair and Regeneration 11: 419-423. 
Wohlfert, E. A., J. R. Grainger, N. Bouladoux, J. E. Konkel, G. Oldenhove, C. H. Ribeiro, J. A. Hall, 
R. Yagi, S. Naik, R. Bhairavabhotla, W. E. Paul, R. Bosselut, G. Wei, K. Zhao, M. Oukka, J. 
Zhu and Y. Belkaid (2011). GATA3 controls Foxp3+ regulatory T cell fate during 
inflammation in mice. Journal of Clinical Investigation 121: 4503-4515. 
Wojciechowski, W., D. P. Harris, F. Sprague, B. Mousseau, M. Makris, K. Kusser, T. Honjo, K. 
Mohrs, M. Mohrs, T. Randall and F. E. Lund (2009). Cytokine-Producing Effector B Cells 
Regulate Type 2 Immunity to H. polygyrus. Immunity: 1-13. 
Wong, S. H., J. A. Walker, H. E. Jolin, L. F. Drynan, E. Hams, A. Camelo, J. L. Barlow, D. R. Neill, 
V. Panova, U. Koch, F. Radtke, C. S. Hardman, Y. Y. Hwang, P. G. Fallon and A. N. J. 
McKenzie (2012). Transcription factor RORα is critical for nuocyte development. Nature 
Immunology 13: 229-236. 
Wu, D., A. B. Molofsky, H. E. Liang, R. R. Ricardo-Gonzalez, H. A. Jouihan, J. K. Bando, A. Chawla 
and R. M. Locksley (2011). Eosinophils sustain adipose alternatively activated macrophages 
associated with glucose homeostasis. Science 332: 243-247. 
Wu, Y., G. Preston and A. E. Bianco (2008). Chitinase is stored and secreted from the inner body of 
microfilariae and has a role in exsheathment in the parasitic nematode Brugia malayi. 
Molecular and Biochemical Parasitology 161: 55-62. 
Wynn, T. A. (2004). Fibrotic disease and the T(H)1/T(H)2 paradigm. Nature Reviews Immunology 4: 
583-594. 
Wynn, T. A., A. W. Cheever, M. E. Williams, S. Hieny, P. Caspar, R. Kühn, W. Müller and A. Sher 
(1998). IL-10 regulates liver pathology in acute murine Schistosomiasis mansoni but is not 
required for immune down-modulation of chronic disease. The Journal of Immunology 160: 
4473-4480. 
Xu, L., Y. Li, H. Sun, X. Zhen, C. Qiao, S. Tian and T. Hou (2013). Current developments of 
macrophage migration inhibitory factor (MIF) inhibitors. Drug Discov Today 18: 592-600. 
Yaddanapudi, K., K. Putty, B. E. Rendon, G. J. Lamont, J. D. Faughn, A. Satoskar, A. Lasnik, J. W. 
Eaton and R. A. Mitchell (2013). Control of tumor-associated macrophage alternative 
activation by macrophage migration inhibitory factor. Journal of Immunology 190: 2984-
2993. 
Yamaguchi, Y., T. Suda, J. Suda, M. Eguchi, Y. Miura, N. Harada, A. Tominaga and K. Takatsu 
(1988). Purified interleukin 5 supports the terminal differentiation and proliferation of 
murine eosinophilic precursors. Journal of Experimental Medicine 167: 43-56. 
	   264	  
Yamane, H., J. Zhu and W. E. Paul (2005). Independent roles for IL-2 and GATA-3 in stimulating 
naive CD4+ T cells to generate a Th2-inducing cytokine environment. Journal of 
Experimental Medicine 202: 793-804. 
Yang, W. C., G. Ma, S. H. Chen and P. Y. Pan (2013a). Polarization and reprogramming of myeloid-
derived suppressor cells. Journal of molecular cell biology 5: 207-209. 
Yang, Z., V. Grinchuk, J. F. Urban, Jr., J. Bohl, R. Sun, L. Notari, S. Yan, T. Ramalingam, A. D. 
Keegan, T. A. Wynn, T. Shea-Donohue and A. Zhao (2013b). Macrophages as IL-25/IL-33-
responsive cells play an important role in the induction of type 2 immunity. PLoS ONE 8: 
e59441. 
Yasuda, K., T. Muto, T. Kawagoe, M. Matsumoto, Y. Sasaki, K. Matsushita, Y. Taki, S. Futatsugi-
Yumikura, H. Tsutsui, K. J. Ishii, T. Yoshimoto, S. Akira and K. Nakanishi (2012). 
Contribution of IL-33-activated type II innate lymphoid cells to pulmonary eosinophilia in 
intestinal nematode-infected mice. PNAS 109: 3451-3456. 
Yatsuda, A. P., J. Krijgsveld, A. W. Cornelissen, A. J. Heck and E. de Vries (2003). Comprehensive 
analysis of the secreted proteins of the parasite Haemonchus contortus reveals extensive 
sequence variation and differential immune recognition. The Journal of biological chemistry 
278: 16941-16951. 
Yi, P. and L. Li (2012). The germfree murine animal: an important animal model for research on the 
relationship between gut microbiota and the host. Vet Microbiol 157: 1-7. 
Ying, S., B. O'Connor, J. Ratoff, Q. Meng, C. Fang, D. Cousins, G. Zhang, S. Gu, Z. Gao, B. Shamji, 
M. J. Edwards, T. H. Lee and C. J. Corrigan (2008). Expression and cellular provenance of 
thymic stromal lymphopoietin and chemokines in patients with severe asthma and chronic 
obstructive pulmonary disease. Journal of Immunology 181: 2790-2798. 
Yoshihisa, Y., T. Makino, K. Matsunaga, A. Honda, O. Norisugi, R. Abe, H. Shimizu and T. Shimizu 
(2010). Macrophage Migration Inhibitory Factor Is Essential for Eosinophil Recruitment in 
Allergen-Induced Skin Inflammation. Journal of Investigative Dermatology 131: 925-931. 
Yoshimoto, T., K. Yasuda, H. Tanaka, M. Nakahira, Y. Imai, Y. Fujimori and K. Nakanishi (2009). 
Basophils contribute to T(H)2-IgE responses in vivo via IL-4 production and presentation of 
peptide-MHC class II complexes to CD4+ T cells. Nature Immunology 10: 706-712. 
Youn, J.-I. and D. I. Gabrilovich (2010). The biology of myeloid-derived suppressor cells: The 
blessing and the curse of morphological and functional heterogeneity. European Journal of 
Immunology 40: 2969-2975. 
Youn, J.-I., S. Nagaraj, M. Collazo and D. I. Gabrilovich (2008). Subsets of myeloid-derived 
suppressor cells in tumor-bearing mice. The Journal of Immunology 181: 5791-5802. 
Younis, A. E., H. Soblik, I. Ajonina-Ekoti, K. D. Erttmann, K. Luersen, E. Liebau and N. W. Brattig 
(2011). Characterization of a secreted macrophage migration inhibitory factor homologue of 
the parasitic nematode Strongyloides acting at the parasite-host cell interface. Microbes and 
Infection 14: 279-289. 
Zaiss, M. M., M. Kurowska-Stolarska, C. Bohm, R. Gary, C. Scholtysek, B. Stolarski, J. Reilly, S. 
Kerr, N. L. Millar, T. Kamradt, I. B. McInnes, P. G. Fallon, J. P. David, F. Y. Liew and G. 
Schett (2011). IL-33 shifts the balance from osteoclast to alternatively activated macrophage 
differentiation and protects from TNF-alpha-mediated bone loss. Journal of Immunology 
186: 6097-6105. 
Zakroff, S. G., L. Beck, E. G. Platzer and H. L. Spiegelberg (1989). The IgE and IgG subclass 
responses of mice to four helminth parasites. Cellular immunology 119: 193-201. 
Zang, X., P. Taylor, J. M. Wang, D. J. Meyer, A. L. Scott, M. D. Walkinshaw and R. M. Maizels 
(2002). Homologues of human macrophage migration inhibitory factor from a parasitic 
nematode. Gene cloning, protein activity, and crystal structure. The Journal of biological 
chemistry 277: 44261-44267. 
Zaph, C., A. E. Troy, B. C. Taylor, L. D. Berman-Booty, K. J. Guild, Y. Du, E. A. Yost, A. D. Gruber, 
M. J. May, F. R. Greten, L. Eckmann, M. Karin and D. Artis (2007). Epithelial-cell-intrinsic 
IKK-beta expression regulates intestinal immune homeostasis. Nature 446: 552-556. 
Zhan, B., Y. Liu, M. Badamchian, A. Williamson, J. Feng, A. Loukas, J. M. Hawdon and P. J. Hotez 
(2003). Molecular characterisation of the Ancylostoma-secreted protein family from the adult 
stage of Ancylostoma caninum. International Journal for Parasitology 33: 897-907. 
Zhang, K., X. Pan, X. Shu, H. Cao, L. Chen, Y. Zou, H. Deng, G. Li and Q. Xu (2013). Relationship 
between MIF-173 G/C polymorphism and susceptibility to chronic hepatitis B and HBV-
induced liver cirrhosis. Cellular immunology 282: 113-116. 
	   265	  
Zhang, S., C. C. Kim, S. Batra, J. H. McKerrow and P. Loke (2010). Delineation of diverse 
macrophage activation programs in response to intracellular parasites and cytokines. PLoS 
neglected tropical diseases 4: e648. 
Zhang, Y., K. Miura, J. Li, G. Tullo, F. Zhu, L. Hong, T. Lin, X.-z. Su and C. Long (2011). 
Macrophage migration inhibitory factor homolog from Plasmodium yoelii modulates 
monocyte recruitment and activation in spleen during infection. Parasitology Research 110: 
1755-1763. 
Zhao, A., J. McDermott, J. F. Urban, W. Gause, K. B. Madden, K. A. Yeung, S. C. Morris, F. D. 
Finkelman and T. Shea-Donohue (2003). Dependence of IL-4, IL-13, and nematode-induced 
alterations in murine small intestinal smooth muscle contractility on Stat6 and enteric nerves. 
Journal of Immunology 171: 948-954. 
Zhao, A., J. F. Urban, Jr., R. M. Anthony, R. Sun, J. Stiltz, N. van Rooijen, T. A. Wynn, W. C. Gause 
and T. Shea-Donohue (2008). Th2 cytokine-induced alterations in intestinal smooth muscle 
function depend on alternatively activated macrophages. Gastroenterology 135: 217-225 
e211. 
Zhao, A., J. F. Urban, R. Sun, J. Stiltz, M. Morimoto, L. Notari, K. B. Madden, Z. Yang, V. Grinchuk, 
T. R. Ramalingam, T. A. Wynn and T. Shea-Donohue (2010). Critical Role of IL-25 in 
Nematode Infection-Induced Alterations in Intestinal Function. The Journal of Immunology 
185: 6921-6929. 
Zhao, Y., T. Shimizu, J. Nishihira, Y. Koyama, T. Kushibiki, A. Honda, H. Watanabe, R. Abe, Y. 
Tabata and H. Shimizu (2005). Tissue regeneration using macrophage migration inhibitory 
factor-impregnated gelatin microbeads in cutaneous wounds. American Journal of Pathology 
167: 1519-1529. 
Zheng, W. and R. A. Flavell (1997). The transcription factor GATA-3 is necessary and sufficient for 
Th2 cytokine gene expression in CD4 T cells. Cell 89: 587-596. 
Zheng, Y.-X., M. Yang, T.-T. Rong, X.-L. Yuan, Y.-H. Ma, Z.-H. Wang, L.-S. Shen and L. Cui 
(2012). CD74 and macrophage migration inhibitory factor as therapeutic targets in gastric 
cancer. World Journal of Gastroenterology 18: 2253-2261. 
Zhong, S. and C. Dobson (1996). Heligmosomoides polygyrus: resistance in inbred, outbred, and 
selected mice. Experimental Parasitology 82: 122-131. 
Zhu, B., Y. Bando, S. Xiao, K. Yang, A. C. Anderson, V. K. Kuchroo and S. J. Khoury (2007). 
CD11b+Ly-6C(hi) suppressive monocytes in experimental autoimmune encephalomyelitis. 
Journal of Immunology 179: 5228-5237. 
Zhu, Y., J. Si, D. A. Harn, C. Yu, Y. Liang, J. Ren, X. Yin, W. He and W. Hua (2004). The protective 
immunity of a DNA vaccine encoding Schistosoma japonicum Chinese strain triose-
phosphate isomerase in infected BALB/C mice. The Southeast Asian journal of tropical 
medicine and public health 35: 518-522. 
Ziegler, S. F. and D. Artis (2010). Sensing the outside world: TSLP regulates barrier immunity. 
Nature Immunology 11: 289-293. 
Ziegler, S. F. and Y. J. Liu (2006). Thymic stromal lymphopoietin in normal and pathogenic T cell 
development and function. Nature Immunology 7: 709-714. 
Zigmond, E., C. Varol, J. Farache, E. Elmaliah, A. T. Satpathy, G. Friedlander, M. Mack, N. Shpigel, 
I. G. Boneca, K. M. Murphy, G. Shakhar, Z. Halpern and S. Jung (2012). Ly6Chi Monocytes 
in the Inflamed Colon Give Rise to Proinflammatory Effector Cells and Migratory Antigen-
Presenting Cells. Immunity 37: 1076-1090. 
Zimmerman, G. L. and C. R. B. Clark (1986). Separation of parasite antigens by molecular exclusion, 
anion exchange and chromatofocusing utilizing FPLC protein fractionation systems. 




Immunity to the model intestinal helminth parasite
Heligmosomoides polygyrus
Lisa A. Reynolds & Kara J. Filbey & Rick M. Maizels
Received: 15 June 2012 /Accepted: 13 September 2012 /Published online: 11 October 2012
# The Author(s) 2012. This article is published with open access at Springerlink.com
Abstract Heligmosomoides polygyrus is a natural intesti-
nal parasite of mice, which offers an excellent model of
the immunology of gastrointestinal helminth infections
of humans and livestock. It is able to establish long-
term chronic infections in many strains of mice, exert-
ing potent immunomodulatory effects that dampen both
protective immunity and bystander reactions to allergens
and autoantigens. Immunity to the parasite develops
naturally in some mouse strains and can be induced in
others through immunization; while the mechanisms of
protective immunity are not yet fully defined, both anti-
bodies and a host cellular component are required, with
strongest evidence for a role of alternatively activated
macrophages. We discuss the balance between resistance
and susceptibility in this model system and highlight
new themes in innate and adaptive immunity, immuno-
modulation, and regulation of responsiveness in helminth
infection.
Introduction
Heligmosomoides polygyrus: a model organism
Chronic helminth infections remain a huge global health
problem, causing extensive morbidity in both humans and
livestock. Many of the most prevalent helminth parasites
are difficult to study in the laboratory, as they have co-
evolved with, and are closely adapted to, their definitive
host species. However, model organisms such as Heligmo-
somoides polygyrus, a natural mouse parasite, offer trac-
table and informative systems to explore the mechanisms
of immunity and immune evasion in helminth infections
[1, 2].
H. polygyrus (previously named Nematospiroides dubius)
is an intestinal nematode parasite in wild mouse populations
that has successfully been transferred to the laboratory. It is
phylogenetically placed in the same Suborder, Trichostrongy-
lina, as the ruminant parasites Haemonchus contortus and
Teladorsagia circumcincta andwithin the sameOrder, Strong-
ylida, as the human hookworm parasites Ancylostoma duode-
nale and Necator americanus [3]. H. polygyrus is an
appropriate model of these chronic helminthiases, as primary
infections can persist for many months in susceptible strains
of mice.
In an experimental setting, H. polygyrus is introduced by
orally gavaging mice with infective L3 larvae. Following
ingestion, within 24 h, larvae have penetrated through into
the submucosa of the small intestine. Here they undergo two
developmental molts, before emerging back into the lumen
as adult worms, which feed on host intestinal tissue [4]. The
adult worms coil around the small intestine villi to secure
themselves, mate, and produce eggs, which are excreted in
the feces. In the external environment, the eggs hatch and
undergo two molts to become infective L3s, and so the
lifecycle continues (Fig. 1).
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The persistence ofH. polygyruswithin the murine host can
be measured by determining the number of eggs that are
released in the feces, or by enumerating adult worms remain-
ing in the small intestine. As described below, the wide range
of reagents available for assaying and manipulating the mu-
rine immune system cells in mice are being effectively applied
to investigate responsiveness and immunity. The mechanisms
behind helminth expulsion in mice can therefore be studied in
order to make predictions about similar interactions between
helminths and the immune system in livestock and humans,
with a view to developing much-needed vaccines for control
of these infections.
A further advantage ofH. polygyrus is that the mammalian
stages can be cultivated in vitro, where its secretory products,
H. polygyrus excretory–secretory antigens (HES), can be
collected, and individual components can be purified and
identified [5]. This provides a fruitful strategy to test defined
parasite molecules in vitro and in vivo for immunomodulatory
functions and as candidate vaccine antigens.
Genetics of susceptibility to H. polygyrus
In primary infections of different mouse strains, the length
of time H. polygyrus can persist and the degree of response
it provokes shows considerable variation, and some genotypes
are also poor at rejecting challenge infections following
immunisation.
Table 1 shows a summary of “responsiveness” to H.
polygyrus in different mouse strains, based on adult worm
survival and fecundity after primary and secondary infec-
tion. The genetic factors controlling strain differences in
resistance to infection include the major histocompatibility
complex (MHC) H-2 loci, with weak responders among the
H-2k and H-2b genotypes and the H-2q or H-2s genotypes
associated with a rapid response [6, 7].
Experiments in H-2 congenic C57BL/10 mouse strains
show that although establishment of H. polygyrus larvae is
equal between all strains (shown by worm counts 2 weeks
postinfection), by week 9, egg and adult worm numbers differ
strikingly. Those with H-2s and H-2q haplotypes expelled the
parasites more rapidly [7, 8], while mice carrying H-2b
or H-2k haplotypes backcrossed into the fast-responding
BALB/c background were unable to expel worms quickly
[7]. Resistance was shown to be conferred by more than one
gene, as F1 hybrids of fast responders, SJL and SWR, display
heightened abilities to expel worms, and is inherited in a
dominant fashion as C57BL/10xSJL hybrids are as rapid in
expulsion as the SJL parental strain [7, 9].
More recently, a study mapping quantitative trait loci in
fast responding (SWR, H-2q) versus slow responding (CBA,
H-2k) strains found significant effects on resistance to H.
polygyrus trickle infection from positions on chromosomes
1, 2, 13, and 17 [10]. Several candidate resistance genes
were identified, including as expected MHC (on chromo-
some 17), and also interleukin-9 (IL-9; on chromosome 13),
both of which correlate with worm expulsion [10].
A notable gender bias in susceptibility is also observed,
with female mice of all strains clearing primary infections
faster than their male counterparts as also apparent to a
lesser degree following secondary exposure [11–13]. The
greater susceptibility of male mice correlates with higher
fecundity of worms recovered from male hosts and a larger
adult worm body size [14], indicating that the parasites are
fitter than those from a female host.
Concurrent pregnancy and worm infection imposes in-
creased physiological demands on the mother in terms of the
energy required to fight infection and to nourish the fetus.
This can lead to immunosuppression (diminished Th2
responses) [15] and adverse reproductive outcomes (small
pup size) [15, 16]. The effects of pregnancy on maternal
serum cytokines during H. polygyrus infection include
Fig. 1 Lifecycle of
Heligmosomoides polygyrus in
mice
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increased levels of IL-1β and IL-6 at day 20 postinfection
[15] and lower concentrations of IL-4, IL-5, IL-13, and
mucosal mast cell protease (mMCP-1) [15]. Pregnant mice
also show a small but significant increase in adult worm
burdens [15].
Models of resistance
Immunity to H. polygyrus can be studied in three separate
settings each with distinct implications for human infection,
namely, genetically determined, drug-induced, and vaccine-
elicited immunity. In each of these contexts, the availability of
numerous gene-targeted mouse strains and immunological
reagents are being used to define immune system components
and parameters required for immunity to infection.
As stated above, the outcome of primary H. polygyrus
infection is strongly influenced by the genetic background of
mice, with strains differing in their susceptibility to chronic
infection. Studying how the immune response differs between
those strains that endure chronic infections and those that are
able to clear a primary infection has been highly instructive in
defining the immune mechanisms the host must promote in
order to clear the parasite.
If primary infection with H. polygyrus is cleared using
antihelmintic drugs such as pyrantel pamoate or ivermectin
[17], most mouse strains display a highly effective memory
response, which provides immunity to reinfection [18]. Ge-
netic background also impacts on resistance to reinfection, as
BALB/c mice display significantly lower worm numbers
postchallenge compared to C57BL/6 [19, 20].
Finally, HES administered in alum adjuvant has been
shown to induce sterilizing immunity to H. polygyrus infec-
tion [21], and studies are ongoing to identify the specific
components of HES and the immune mechanisms critical
for this immunity.
Challenge infection/Trickle infection
Although most laboratory studies employ a single bolus in-
fection, doses used are far from physiological or representa-
tive of field conditions. Hence, some investigators have
developed trickle infection regimes, for example, administer-
ing twice weekly low doses of infective larvae. Under these
conditions, different mouse strains show a gradation of resis-
tance patterns similar to those seen with single-bolus primary
infection, in that NIH and SWR strains resolve infection
(showing an initial increase in adult worm burden, a period
of stability, and then finally expulsion) while CBA and
C57BL/10 mice continue to accumulate increasing adult
worm burdens over the course of repeated infections [22].
Variation and adaptation by H. polygyrus
The strain of H. polygyrus used in laboratories worldwide is
thought to have been isolated from wild Californian mice in
the 1940s [23] and was known for some years as Nematospir-
oides dubius. The vast majority of the literature describing
Table 1 Strain-specific immu-
nity to H. polygyrus Responsiveness Strain Immune mechanisms investigated
Slow (>20 weeks to
expel worms)
CBA Primary response involves significantly lower cell numbers in the
MLN than other strains [193, 194], very few mast cells in the
gut [193], low levels of mMCP in serum and intestinal lavage








C57BL/6 C57BL/10 mice show less rapid and lower eosinophilia levels in
circulation, after both primary H. polygyrus infection or injection
of parasite antigens, than NIH mice [196]
C57BL/10
129/J
Fast (6–8 weeks) DBA/2 NIH mice produced a higher peak of lymphocytosis, neutrophilia




Rapid (4–6 weeks) SJL SJL and SWR have quicker and stronger antibody responses than
other strains, involving stronger recognition of a larger number of
antigens on a Western blot of HES [198] and adult homogenate
[193], and higher titers of parasite-specific antibody of different
isotypes in serum [51, 193, 198]
SWR Infected SWR MLN cells produced higher levels of IL-3, IL-4 and
IL-9 after ConA stimulation than NIH and CBA [52]
Both strains show early peaks of serum tumor necrosis factor alpha,
mMCP-1, intestinal mast cells and goblet cells, which precede the
expulsion of the worms [51, 53]
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experiments with this isolate refers to the parasite as H. poly-
gyrus. It was, however, suggested that this laboratory strain
should be referred to asH. polygyrus bakeri, to differentiate it
fromwild strains of the parasite, considered to beH. polygyrus
polygyrus (found in the wood mouse Apodemus sylvaticus in
Europe), H. polygyrus corsicus (from the house mouse Mus
musculus in Corsica) and H. polygyrus americanus (from the
vole Phenacomys intermedius in North America) [24]. More
recently, there has been an additional proposal of a name
change for the laboratory isolate to H. bakeri [23], based on
sequence divergence between laboratory and European wood
mouse isolates [25]. This proposal has not received wide-
spread support due to the preliminary nature of the data, the
sequence variation even within the laboratory strain, and the
need to remain consistent with previous literature [26]. Here,
we refer to the laboratory strain of the parasite asH. polygyrus.
In proteomic studies on H. polygyrus secreted antigens
(see below), extensive sequence variation was observed in
some gene families [5], indicating that despite many years
of laboratory propagation, the parasite strain remains highly
polymorphic. Moreover, there are indications that antigen
expression by H. polygyrus may vary or adapt according to
the host strain of mouse [27, 28], with proteomic differences
in adult worms recovered 4 weeks postinfection in either
C57BL/10 (slow responder) or SWR (fast responder) hosts
[28]. Phosphatidylethanolamine-binding protein and several
nematode globins are overexpressed in worms fromC57BL/10
compared to worms from SWR mice, and myosin, troponin,
actin, and several unidentified proteins are overexpressed in
the worms from fast responder mice compared to slow [28].
Differential expression of worm products in different host
strains may shed light on pathways targeted by the immune
system that impact on worm survival or death.
Host immune responses
The critical requirement for the adaptive immune response
in control of the parasite is illustrated when B- and T-cell
responses are lacking. Severe combined immunodeficient
(SCID; B- and T-cell deficient) and athymic mice show
impaired expulsion of adult worms, maintaining high
worm burdens several weeks post infection by which
stage wild-type counterparts had expelled the majority of
their worms [29, 30]. Treatment with anti-CD4 results in
higher fecundity of female worms in a primary infection
[31] and transfer of the effector T-cell subset from chronically
infected animals significantly reduced worm burdens when
transferred to naive mice before infection [32]. Although B-
cell deficiency does not affect the outcome of primary H.
polygyrus infection, B-cell or antibody deficiency significant-
ly compromises the ability to expel a secondary challenge
infection [33].
T-cell responses
H. polygyrus infection induces a strongly polarized Th2
response, which has been shown to be critical in control
and expulsion of the worm [31]. A primary H. polygyrus
infection induces IL-3, IL-4, IL-5, and IL-9 gene expression
in the mesenteric lymph nodes (MLN) and Peyer’s patches
[34] and elicits the release of high concentrations of IL-4,
IL-5, IL-9, IL-10, and IL-13 protein from MLN, spleen, and
lamina propria mononuclear cells (LPMC) cultured with
parasite antigens [32, 35, 36]. IL-4 is the most critical single
cytokine for protection against primary and secondary H.
polygyrus infection (both in expulsion of adult worms and
inhibiting their egg production) [31]. Immunity to secondary
infection is diminished by blocking antibody to IL-4 but
completely abolished when the IL-4R is also blocked [31].
This suggests that IL-13, which also signals through IL-
4Rα, can partially compensate for the loss of IL-4, but in
the absence of signaling from both cytokines, protection
against reinfection with H. polygyrus is lost. Blocking of
IL-5 by antibody treatment had no effect on worm expulsion
[31]. When IL-4 is administered as a complex with anti-IL-4
(IL-4C) to extend the activity time of this cytokine, wild-
type BALB/c mice expelled H. polygyrus more rapidly [29].
This effect did not depend on the adaptive immune system,
as H. polygyrus expulsion was also seen in SCID mice and
anti-CD4-treated BALB/c mice, which were given the IL-4
complex [29]. After primary infection, CD4+IL-4+ T cells
disseminate around the body to lymphoid and nonlymphoid
organs, such as airways, peritoneal cavity, and liver, and
have a lower apoptotic potential [37, 38]. These findings
may be illustrative of peripheral reservoirs of long-lived
memory Th2 cells primed to respond to subsequent infec-
tion challenges by the worm.
Further studies have delineated the costimulatory signals
required tomount Th2 responses toH. polygyrus infection. By
blocking signaling through both CD80 (B7-1) and CD86 (B7-
2) with specific antibodies or a CTLA4-Ig construct, IL-4
expression, Th2 expansion, and IgE production in response
to H. polygyrus were ablated [39, 40]; interestingly, an innate
IL-5 response remained intact when T-cell costimulation was
inhibited. Blocking antibodies against CD80 or CD86 alone
had little effect [40], and while early (day 6 postinfection)
responses to H. polygyrus were unaltered in CD86-deficient
mice [41], by day 14 postinfection, CD86-deficient mice had
higher parasite egg burdens and decreased Th2 responses
[41]. This showed that, while CD86 was not required for the
initiation of the antiworm response, it was necessary for its
progression and persistence.
Although both CD80 and CD86 normally ligate to T-cell
CD28, CD28-deficient mice were found to have no impair-
ment in the early CD4+IL-4+ response, indicating an alter-
native mechanism for Th2 costimulation in H. polygyrus
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infection [42]. Moreover, while the primary T-cell response
to infection is CD80/CD86-dependent as outlined above, on
secondary infection, memory helper T cells do not require
CD80 or CD86 costimulation for their activation to protect
against challenge [43, 44]. Studies into an additional costi-
mulatory molecule, OX40L (CD143), showed that it is
specifically required to promote IL-4 production from T
cells (and the associated rise in IgE), without affecting
Th2-cell expansion, migration, germinal center formation,
or IgG1 levels [45].
T-follicular helper cells are now recognized as the instru-
mental subset, which induces germinal center formation and
isotype switching in B cells, by migrating to B-cell follicles
and releasing cytokines including IL-21 [46], while also
producing IL-4 in the MLN of H. polygyrus-infected mice
[47]. IL-21 plays key roles by stimulating multiple cell types
across a range of infections [48]. In H. polygyrus infection,
IL-21 deficiency results in reduced intestinal granuloma
formation, impaired T-cell expansion and survival, and low-
er numbers of circulating basophils and eosinophils [49]. IL-
21 also provides a critical signal for the differentiation of B
cells into plasma cells and for protection against secondary
challenge infection with H. polygyrus [50].
B-cell and humoral responses
In general, the intensity and speed of parasite-specific anti-
body responses are greater in more resistant mouse strains
such as SJL and SWR than in susceptible strains. Specifically,
the IgG1 and IgE responses (to adult worm homogenate and
HES) negatively correlate across strains with worm survival
after a primary infection [12, 51, 52]. However, after repeated
low-dose (“trickle”) infections, there was little difference be-
tween slow and fast responder strains in any antibody isotype
measured to larval and worm antigens [53].
B cells, as well as secreting antibodies, also produce
cytokines and costimulatory molecules that promote and
amplify the T-cell response in a selective manner [54, 55].
Interestingly, the greatest increase in cell number in MLN
after H. polygyrus infection is in the B-cell compartment
[32, 56].
The protective response to secondary challenge with H.
polygyrus is dependent on B cells, as μMT and JHD mice
(both of which lack B cells) cannot clear the parasites [57–59].
Defective immunity in B-cell-deficient mice is not due to an
impairment of Th2 responses, or to T regulatory cell (Treg)
activation, development, or differentiation, as a pronounced
local Th2 response in the intestinal tissues occurred with or
without B cells, in both primary and secondary infection [58,
59]. However, a separate study showed impairment of the Th2
response in B-cell deficient mice, with significantly lower T-
cell expansion and cytokine production [57]. These authors
showed that a sufficient T-cell memory response was B-cell
dependent and that immunity required B cells to produce the
cytokines IL-2 and tumor necrosis factor alpha [57]. This
discrepancy remains unclear, and B cells seem to have differ-
ing roles in other helminth infections. During a primary infec-
tion with the colon-residing murine nematode parasite
Trichuris muris, B cells are required for resistance and the
development of a Th2 response [60]; however, in primary and
secondary infection with another gastrointestinal nematode,
Nippostrongylus brasiliensis, Th2 responses and worm expul-
sion are B-cell independent [58].
The specific role of antibody in mediating protection
against H. polygyrus has also been investigated using mice
with targeted deficiencies within the B-cell compartment.
For example, μs mice have secretory IgM-deficient B cells,
but can produce parasite-specific class-switched IgG1 and
IgE, and are able to clear secondary infection [57]. Howev-
er, when crossed with a null activation-induced deaminase
transgene, the resultant mice are unable to undergo affinity
maturation or secrete antibody of any isotype and are not
protected from secondary challenge with the parasite [57].
Using selective isotype knockout mice given a secondary H.
polygyrus infection, it was found that IgE had no role in
protection, and IgA had a minor role, leaving IgG as the
major class-switched isotype leading to protection [59].
Indeed, it has been long known that the humoral response
is dominated by parasite-specific IgG1 and that serum frac-
tions with highest parasite-specific IgG1 activity afford
greater protection when transferred to an infected animal
[61]. Even transfer of whole serum from immune wild-type
donors to JHD-recipient mice can significantly reduce the
number of adult worms left in the intestine after a challenge
infection [58].
Primary H. polygyrus infection also elicits an extraor-
dinary increase in nonspecific serum IgG1 levels
(hypergammaglobulinemia) [59, 61, 62], and following re-
peated trickle infections over 4 weeks, serum IgG1 concen-
trations can reach 30 times the normal level seen in uninfected
mice [62, 63]. Despite these high concentrations, transfer of
serum from 28-day infected mice does not protect naive
animals from infection [59, 64]. In contrast, serum raised after
multiple H. polygyrus infections is protective against adult
worm survival when transferred into naive recipients [64, 65],
presumably reflecting the higher ratio of parasite-specific to
nonspecific IgG following repeated infection. The mecha-
nisms through which such high levels of polyclonal IgG1
are produced in response to H. polygyrus (and other parasitic
worms [63]) remain to be explored.
Innate immune responses
Innate immune cells are the initial responders to a H. poly-
gyrus infection and are also implicated in the end-stage
expulsion of parasites. Innate cells release type 2 cytokines
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that can act directly to alter gut physiology and polarize the
adaptive immune response, while themselves employing
helminth-damaging or killing mechanisms [66, 67].
Dendritic cells
Dendritic cells (DCs) are the predominant innate antigen-
presenting cell that are required to prime Th2 responses
against helminths [68]. DCs loaded with helminth products
in vitro can be transferred to naive animals to induce a Th2
response [69] and have been shown to inhibit allergic air-
way inflammation when transferred from a helminth-
infected animal, resulting in increased numbers of Tregs
and a downregulation of Th2-mediated inflammation [70].
When CD11c+ DCs are depleted using CD11c.DTR mice
[71] that coexpress CD11c with the human diphtheria toxin
receptor (DTR), a Th2 response against several helminths
(including H. polygyrus) is severely compromised [72, 73].
Macrophages
The alternative activation of macrophages is a hallmark of
helminth-elicited Th2 responses and is associated with high
expression of a characteristic set of gene products, including
Ym1, RELM-α (FIZZ-1), arginase-1, IL-4Rα, and the man-
nose receptor CD206 [66, 74]. Macrophages can differen-
tially express the enzymes nitric oxide synthase 2 (NOS-2)
and arginase-1, which compete for the common substrate L-
arginine, and are competitively induced by interferon gam-
ma (IFN-γ) and Th2 cytokines (IL-4, IL-10, IL-13, and IL-
21), respectively [75–78]. The activation state of macro-
phages in helminth infections is sufficiently plastic to re-
spond to changing stimuli, as helminth-induced alternatively
activated macrophages restimulated ex vivo with lipopoly-
saccharide and IFN-γ switch to a classically activated phe-
notype [79], suggesting that such plasticity may also occur
in vivo.
Alternatively activated macrophages are critical to the
protective immune response to secondary H. polygyrus in-
fection, as mice lost the ability to reject challenge infections
when depleted of macrophages via clodronate treatment, or
when treated with S-(2-boronoethyl)-l-cysteine (BEC), a
pharmaceutical inhibitor of arginase [80]. Arginase-1 may
directly harm parasites, as H. polygyrus exhibited higher
levels of cytochrome oxidase, a marker of a stress response,
in a secondary infection compared to a primary infection,
and this increase was lost following BEC administration
[80]. In contrast to arginase, no antiparasite function has
been found for Ym1, a member of the chitinase-like family
of proteins that lacks demonstrable chitinase activity [81].
Ym1 does bind heparin on cell surfaces and in the extracel-
lular matrix [81], which may indicate a role for Ym1 and
alternatively activated macrophages in mediating repair of
tissue damage caused by H. polygyrus when migrating
through the intestinal wall [82].
Alternatively activated macrophages may also be impor-
tant mediators of the smooth muscle hypercontractility re-
sponse to intestinal helminth infections, at least in the
context of a N. brasiliensis infection, as depleting macro-
phages via clodronate-treatment blocked smooth muscle
hyperactivity and impaired worm expulsion [83].
Neutrophils
Perhaps surprisingly, the role of the principal granulocyte cell
types (neutrophils, eosinophils, and basophils) has not been
directly evaluated in H. polygyrus infection. Neutrophils are
prominent in primary and, to a lesser extent, secondary gran-
ulomas during a H. polygyrus infection [80, 84, 85]. The
finding that neutrophils are less prevalent in a setting of
heightened resistance may indicate that they are not a key cell
type in immunity. To date, a protective function for neutro-
phils during helminth infections has only been reported for
infections of mice with tissue-migrating larvae of the human
nematode parasite Strongyloides stercoralis, although even in
this case killing was more effective when eosinophils were
present alongside neutrophils [86, 87].
Eosinophils
No role for eosinophils in H. polygyrus expulsion has yet
been described. In a genetic model of eosinophil deficiency,
in which an eosinophil-specific site in the GATA-1 promoter
is deleted [88], mice showed impaired resistance to chal-
lenge infections with N. brasiliensis [89]; significantly, in
the absence of eosinophils, greater numbers of tissue larvae
migrated to the lung, but expulsion of those parasites that
subsequently reached the gut was unimpaired in the
eosinophil-deficient mice. Eosinophilia in response to N.
brasiliensis infection was blocked when mice were admin-
istered anti-IL-5 antibody [90, 91], but this had no impact on
adult worm recovery [90], providing additional evidence
that eosinophils are not a critical mediator of expulsion in
this system. Anti-IL-5 treatment during H. polygyrus infec-
tion also had no impact on worm burden [92], and eosino-
phils within the gut wall have been reported to be inhibited
during H. polygyrus infection in a manner reversible with
anti-transforming growth factor beta (anti-TGF-β) antibody
treatment [93].
Basophils
As with the other granulocytes, few studies have investigat-
ed the role of basophils in H. polygyrus infections. In other
gastrointestinal nematode infections, basophilia is conspic-
uous, and their presence may be required for optimal N.
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brasiliensis expulsion [94]. Worm expulsion of T. muris was
impaired when basophil numbers were depleted using
MAR-1 antibody [95]; however, this antibody targets the
FcεRI, which is also expressed by mast cells, so this does
not conclusively prove a role for basophils alone.
Mast cells
Mast cells are major players in the intestinal immune re-
sponse to infection with H. polygyrus, as expulsion corre-
lates with epithelial mastocytosis [52, 96] and elevated
intestinal fluid levels of mMCP-1 in different murine strains
[51]. Mast cells may promote helminth damage by increas-
ing the permeability of the gut via mMCP-1-mediated
breakdown of epithelial tight junction proteins [97, 98],
thereby increasing luminal flow and disrupting the niche
of parasitic helminths. Increased permeability of the gut in
response to Trichinella spiralis is blocked in mMCP-1-
deficient mice, which were less effective at clearing the
worms than wild-type counterparts [98]. The mast cell re-
sponse to T. spiralis (and N. brasiliensis) infection, howev-
er, is ablated in mice carrying an H. polygyrus coinfection
[99] arguing that the latter parasite is able to suppress host
mastocytosis to a significant degree.
Most in vivo studies on mast cells in helminth infection
have involved the mast-cell-deficient mice KitW/KitW-v which
carry a mutated gene encoding the tyrosine kinase receptor c-
kit. DuringH. polygyrus infections, these mice produce higher
egg numbers than wild-type controls, indicative of impaired
immunity [100]. Consistent with this, reduced egg production
was seen in Tg2Rbetamice [101], which exhibit mastocytosis.
In terms of protective immunity to adult worms, howev-
er, KitW/KitW-v mice were found to be similar to wild type in
slowly expelling primary H. polygyrus infection between 4
and 9 weeks of infection [100]. However, a more recent
report has that shown KitW/KitW-v mice and another mast cell
deficient strain, KitW-sh mice, do have impairments in H.
polygyrus expulsion, as both strains had higher worm bur-
dens than wild-type mice after 3 weeks of a primary H.
polygyrus infection [102]. The same authors also showed
that KitW/KitW-v mice were not resistant to a secondary H.
polygyrus infection, yet control wild-type mice were able to
clear the infection [102]. The reason for the discrepancy
between the reports on the ability of KitW/KitW-v mice to
clear H. polygyrus is not clear, and more studies are required
to confirm the importance of mast cells during infections. If
mast cells do contribute to expulsion of H. polygyrus, it
could be via their contributions towards priming a Th2
response early in infection, as well as their potential role
as a later effector cell. KitW/KitW-v MLN cells did not show
the high levels of H. polygyrus-antigen-specific Th2 cyto-
kines produced by wild-type MLN cells in response to H.
polygyrus [102].
It should be noted that both KitW/KitW-v and KitW-sh mice
have defects that extend beyond a mast cell deficiency [103].
Many of the recently described subsets of lineage negative
innate type 2 cells, discussed below, express c-kit, and so it is
likely that some of the deficiencies of KitW/KitW-v and KitW-sh
mice can be explained by the additional disruption of these
cell types.
Innate lymphoid cells
Recently, a number of studies have identified a population
of lineage marker negative innate lymphoid cells (ILC),
which produce type 2 cytokines (particularly IL-5 and IL-
13) in response to epithelial cell-derived cytokines, includ-
ing IL-25, IL-33, and thymic stromal lymphopoietin
(reviewed in [104]). IL-25 may also be derived from other
cell types, such as mast cells [105], but the importance of
IL-25 from this source is as yet unknown. Epithelial cells
produce elevated levels of these cytokines in response to
damage, thereby raising the first alarm leading to Th2
responses (reviewed in [106]). Trefoil factor 2 (TFF2) is a
molecule involved in epithelial cell repair, which induces
IL-33 production by epithelial cells in response to damage
caused by N. brasiliensis [107]. TFF2−/− mice did not show
the elevated epithelial IL-33 levels in response to N. brasi-
liensis that wild-type mice did, instead having lower serum
IL-4 levels after 7 days of infection, and delayed worm
expulsion [107]. Similarly, Th2 cytokine production is
delayed, and N. brasiliensis expulsion is impaired in IL-
25−/− mice, which correlates with the absence of a non-B
non-T-cell c-kit+ IL-4, IL-5, and IL-13 producing population
induced in infected wild-type mice or mice administered
rIL-25 or rIL-33 [108–110]. A role for ILCs has not yet
been reported during a H. polygyrus infection though it
seems likely that these cell types are important inducers of
Th2 responses during all intestinal helminth infections.
Gut physiology and intestinal epithelial cell function
IL-4 and IL-13, derived from innate or adaptive sources,
are likely to have direct effects on the physiology of the
gut as well as on effector cells that promote helminth
expulsion. Although few changes in epithelial cell func-
tion are noted during primary H. polygyrus infection, in
secondary infections, increased mucosal permeability, de-
creased ion absorption, and increased prosecretory effects
in response to prostaglandin E2 and histamine were seen
[111, 112]. Moreover, these changes were dependent on
the IL-4R and STAT6 and were reproduced by IL-4C
administration [111, 112]. These alterations to the worm’s
environment may interfere with its abilities to feed on the
intestinal tissue [4] or remain wrapped around the villi in
the small intestine.
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Goblet cell function
Within the intestinal epithelial layer are specialized goblet
cells that secrete innate defence proteins as well as large
quantities of mucins, the key components of mucus. Goblet
cell hyperplasia develops in response to intestinal helminth
infections, including H. polygyrus, where hyperplasia is
dependent on a functional T-cell response [30].
Enhanced mucus production has been suggested to act
against helminth establishment, and it may be that specific
components within the mucus play a role in control of
helminth expulsion. RELM-β (FIZZ-2) is a cysteine-rich
mediator expressed by goblet cells in response to IL-13
and is important for the normal control of epithelial cell
barrier permeability [113, 114]. RELM-β−/− mice do not
expel a secondary H. polygyrus infection as rapidly as
wild-type mice and adult H. polygyrus worms treated in
vitro with recombinant RELM-β prior to transfer to a new
host survived less well than untreated adult worms [115].
This suggests that RELM-β is an important factor in inhib-
iting worm survival, perhaps by interfering with worm che-
motaxis and nutrition [113, 115]. Secretion of MUC2, a
major component of mucus in both the small and large
intestine, is also upregulated during a H. polygyrus infection
[30]. No evidence for a role for MUC2 in expulsion of H.
polygyrus has yet been reported; however, MUC2 produc-
tion correlates with the expulsion of T. muris [116, 117] and
N. brasiliensis [118].
Smooth muscle contraction
Both IL-4 and IL-13 enhance smooth muscle contractility in
the small intestine [119], a mechanism that has been shown
to be important for resistance to other helminth infections
including Schistosoma mansoni [120], T. spiralis [121,
122], and N. brasiliensis [123]. Increased intestinal smooth
muscle contractility has been shown after infection with H.
polygyrus [124]. Both N. brasiliensis and H. polygyrus
infections cause an upregulation of protease-activated recep-
tor (PAR)2 messenger RNA in the small intestine, and a
PAR2 agonist caused smooth muscle contractility, which
was enhanced in both parasite-infected groups and, for N.
brasiliensis at least, was dependent on STAT6 [124]. The
infection-induced hypercontractility in the presence of PAR2
agonist was lost when nerve conduction was blocked using
the neurotoxin TXX [124]. Whether smooth muscle hyper-
contractility plays a critical role in H. polygyrus expulsion
has yet to be determined.
Granuloma formation
A striking phenomenon in infection is the formation of gran-
ulomas around the site of larval invasion in the intestinal tract,
and they are more numerous in resistant strains of mice [125],
particularly following secondary H. polygyrus infection.
While granuloma formation is Th2 dependent, their function
has yet to be determined, either in damaging larval worms
encysted in the submucosal layer of the small intestine or in
tissue repair after H. polygyrus has departed into the lumen of
the gut [126]. Granulomas in both primary and secondary
infection consist of neutrophils, macrophages, dendritic cells,
and eosinophils; in secondary infection, CD4+ Th2 cells
and a high proportion of alternatively activated macrophages
rapidly migrate to the site of infection to surround the larvae
[80, 84, 85].
Immuno-regulatory cells in chronic infection
Regulatory T cells
Several categories of T cells exert suppressive or immuno-
modulatory effects, most prominently the subset of Tregs
expressing the transcription factor Foxp3. Sustained expres-
sion of Foxp3 is required to maintain Treg suppressive
function, as in its absence Tregs acquire effector T-cell
functions [127], and conversely, the forced expression of
Foxp3 confers suppressor function to CD4+CD25− T cells
[128]. Tregs are essential during infection to protect against
immune-mediated pathology while still allowing a suffi-
ciently robust response to clear the pathogen [129]. Indeed,
when Foxp3+ T cells are removed at early stages of an
infection with H. polygyrus, pathology of the small intestine
is significantly worse, with higher numbers of effector T
cells, IL-4, and IL-13 [130].
Foxp3 is constitutively expressed in a subset of regulatory
cells termed natural Tregs, but expression can also be induced
in resting Foxp3– peripheral T cells. Natural Tregs develop in
the thymus to limit autoreactive T cells, while inducible Tregs
leave the thymus as conventional T cells and are converted
through TGF-β, IL-10, and retinoic acid stimulation [129].
Treg induction is particularly favored in the intestine and gut-
associated lymphoid tissues, where H. polygyrus resides and
where TGF-β is highly enriched [32, 131]. Tregs, which
express the integrin CD103 (CD4+CD25+CD103+), are
more suppressive of CD4+ effector cells in vitro and
release significantly more IL-10 into culture supernatants after
stimulation with H. polygyrus primed dendritic cells than
CD4+CD25+CD103− Tregs [32].
A strong Treg response develops in the MLN and spleen of
H. polygyrus-infected mice, peaking at day 28 postinfection
[35]. CD25+CD103+ cells are the subset in the CD4+ compart-
ment that shows the greatest increase in cell number (compared
to CD25−CD103− effector cells and CD25+CD103− cells) [32,
35]. Most significantly, Foxp3 can also be induced in naive T
cells by HES in vitro, in a manner analogous to TGF-β, due to
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parasite-derived TGF-β-like activity [132] (discussed below).
Inhibition of TGF-β signaling during H. polygyrus infection
using the inhibitor SB431542 reduces adult worm burden and
results in an increased Th2 response [132], while administra-
tion of anti-TGF-β neutralizing antibody has also been
reported to result in lower worm numbers [93]. When TGF-β
signaling is lost only on CD4+ T cells, in TGF-βRII DN mice
[133], there was no reduction in adult H. polygyrus burden
compared to wild-type mice; in fact, H. polygyrus is more
fecund [134, 135]. This is likely due to excessive IFN-γ
production in the absence of CD4+ TGF-β signaling, as when
IFN-γ-deficient TGF-βRII DN mice were infected with H.
polygyrus, fewer adult worms survived after 28 days than in
IFN-γ-sufficient TGF-βRII DN mice [134], illustrating the
importance of both TGF-β and IFN-γ in determining suscep-
tibility to H. polygyrus.
H. polygyrus infection also induces CD8+ Tregs in the
lamina propria of the small intestine, which can inhibit T-cell
proliferation in vitro in an IL-10 and TGF-β independent
manner [36, 136].
Regulatory B cells
In addition to Tregs, regulatory B cells (Bregs) have also
been described that produce IL-10 and TGF-β, and can
dampen potentially harmful immune responses [137].
Bregs induced during helminth infections can not only
downregulate pathology elicited by schistosome eggs
[138] but also ameliorate immunopathologies such as
multiple sclerosis [139] and anaphylaxis [140] in humans
and mice. While the role of Bregs in parasite persistence
has not been directly investigated in H. polygyrus infec-
tion, suppressive B cells expand in the MLN of infected
C57BL/6 mice, which on transfer to uninfected hosts,
suppress airway allergy and inflammation in experimental
autoimmune encephalomyelitis [56].
Proregulatory DCs
Different subsets of DCs have been identified, which are
markedly altered during helminth infection. In the MLN of
H. polygyrus-infected mice, the proportion of CD11chighC-
D8αintermediate DCs declines in infection, indicating a reduced
migration of cells from the lamina propria [141]. Moreover,
there is a sharp increase in the proportion of tolerogenic
CD11clo DCs in the MLN; this cell type responds subopti-
mally to Toll-like receptor stimulation, is unable to prime a
strong Th2 response from T cells, but induces much higher
proportions of CD4+CD25− to express Foxp3 than the con-
ventional CD11chi subset [142, 143].
This effect was mirrored in an in vitro setting when OVA-
pulsed bone marrow-derived DCs (BMDCs) were cultured
with HES and showed lower costimulatory molecule
expression and cytokine output compared to untreated OVA-
pulsed BMDCs [144]. These cells also induced IL-10-
secreting CD4+CD25+Foxp3+ cell generation from CD4+
cocultures [144], indicating a potential regulatory pathway
initiated by H. polygyrus products.
Vaccine-induced immunity
Irradiated H. polygyrus larvae given orally stimulate protec-
tion against subsequent challenge [62, 145–148]. Notably, the
efficacy of this irradiated larval vaccine is diminished by the
coadministration of unirradiated larvae, indicating that the
development of adult worms is able to inhibit development
and/or expression of protective immunity against subsequent
reinfection [146, 147]. The ability of adult worms to suppress
protective immunity was further demonstrated by vaccine
failure in mice given irradiated larvae before or after receiving
adult parasites by intraintestinal laparatomy [146] or oral
gavage [149].
As well as infective (L3) stage larvae, live L4 larvae isolated
on days 4 or 6 postinfection from the intestinal wall of donor-
infected animals given subcutaneously, elicit an ~95–100 %
reduction in worms present 3 weeks after challenge compared
to unimmunized controls [150]. When immunization was per-
formed with late-stage L3 (isolated 2 days postinfection) or L5
larvae (isolated 8 days postinfection) a lower degree of protec-
tive immunity was induced (~60 and ~70 % reduction respec-
tively compared to unimmunized controls) [150].
Recently, an effective nonliving vaccine against H. poly-
gyrus has been developed, in the form of total HES admin-
istered with alum adjuvant, which induced sterile immunity
against infection [21]. Earlier work had shown that mice
immunized with a 60,000 mol wt HES-derived glycoprotein
isolated from HES prior to infection had lower egg burdens
than control mice, indicating an antifecundity effect of vac-
cination with this component [151].
Molecular basis of chronic infection
Parasite excretory–secretory products
The ability of helminth parasites to persist in the host for
many months or years, evading host immunity, is most
likely due to the secretion of active immunomodulatory
molecules [152]. The secretome of a parasite is likely to
continually mediate interactions with the host, through di-
rect contact with host cells in proximity to the worm, and
potentially systemically. Helminth-secreted immunomodu-
lators have been intensely studied, with some candidates
now being tested for treatments of other diseases and as
targets for antiparasite drugs [153].
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Early investigation of HES found immunomodulatory
factors that suppressed proliferation of mitogen-stimulated
lymphocytes [154] and Th2-dependent antibody produc-
tion to a bystander antigen through effects on T cells
[155]. More recently, HES has been shown to display a
wide range of immunomodulatory activities, including
inhibiting activation of DCs [144, 156], induction of
Tregs [132], and suppression of airway allergic inflam-
mation [157].
The individual components of the complex HES mix-
ture from adult worms have recently been defined
through proteomic and sequencing technology with the
identification of several hundred proteins in HES [5,
158]. Most prominent and numerous among the HES
products are >20 members of the Venom allergen/Ancy-
lostoma secreted protein-like (VAL) multigene family,
which show extensive sequence variation between genes
[5]. VALs have also been found to be highly immuno-
dominant as indicated by recognition of primary and
secondary infection serum, and monoclonal antibodies
[21], although their function is as yet undefined [5, 158].
These studies also found acetylcholinesterases and proteases
to be abundant in HES [5] along with apyrases, lipid-binding
proteins, lysosymes, globins, and vitellogenin homologues
[5, 158].
Stage and sex specificity of HES
A small number of studies have identified lifecycle-stage-
specific expression patterns of certain HES antigens. Infec-
tive larval stages of H. polygyrus secreted the highest levels
of proteolytic enzymes and acetylcholinesterase [159, 160],
which may be involved in migration through host tissues
directly after infection. Calreticulin has been shown to be
highly expressed in L4 larval stages and is localized in areas
associated with excretory–secretory processes [161]. A
TGF-β homologue has been shown to be abundantly
expressed in adults compared to larval stages, which may
indicate an immunomodulatory function when the adults
reside in the lumen of the intestine for long periods of time
[162]. A limited number of sex-specific adult antigens in
both HES and on the cuticle of the worms have also been
found [163].
H. polygyrus, autoimmunity and allergy
The immunomodulatory properties of H. polygyrus,
which extend far beyond the site of infection alone,
have led to many investigations of the potential for
and mechanisms of parasite downregulation of allergic
and autoimmune conditions, as discussed below, as well as
in the modulation of coinfections with other pathogens
(reviewed in [1]).
Allergy
H. polygyrus offers protection in several murine models of
allergy, including intestinal, airway, and cutaneous reac-
tions. Mice fed peanut extract administered alongside the
mucosal adjuvant cholera toxin produced peanut specific
IgE had elevated plasma histamine levels and exhibited
systemic anaphylactic shock symptoms. All phenotypes
were diminished in H. polygyrus-infected mice [164]. In
the presence of H. polygyrus, the peanut antigen-specific
IL-13 levels were drastically reduced, and these dampened
IL-13 levels along with protection from peanut allergy were
lost when mice were treated with neutralizing IL-10 anti-
body [164]. The source of IL-10 and the mechanism by
which it acts to dampen allergic responses to peanut antigen
during H. polygyrus infection have not yet been determined.
H. polygyrus-infected mice had reduced inflammatory
cell infiltrates and bronchoalveolar lavage eosinophilia in
experimentally induced airway allergy to both ovalbumin
[165–167] and the house dust mite antigen Der p 1 [166].
Protection against these allergens could be transferred by
MLN cells from infected mice, which contained a high
proportion of CD4+CD25+Foxp3+ T cells, or by transfer of
sorted CD4+CD25+ cells from infected mice, implicating the
action of Treg cells in protection [166]. H. polygyrus-
infected IL-10−/− mice were not protected from ovalbumin-
induced asthma [165]; however, MLN cells transferred from
IL-10−/− H. polygyrus infected mice could still protect from
allergy to these antigens, suggesting that IL-10 independent
mechanisms can confer protection from allergy [166].
Inflammatory bowel disease
Inflammatory bowel disease (IBD) is characterized by an
inappropriate inflammatory response of the gut to microbial
antigens. In humans, there are two main forms of the dis-
ease: Crohn’s disease (CD), which can affect the entire
length of the gut, and ulcerative colitis (UC), which is
localized only to the colon. There are many differing mouse
models of IBD (reviewed in [168]), and the effect of H.
polygyrus infection on controlling the disease has been
examined in a number of these models.
IL-10−/− mice suffer from spontaneous chronic colitis
[169] associated with excessive IFN-γ production [170].
Spontaneous colitis develops sporadically over several
months, but piroxicam treatment will induce rapid and uni-
form disease in IL-10-deficient mice [171, 172], which
likely occurs as a result of increased colonic epithelial cell
apoptosis causing a loss of barrier function to inflammatory
microbial stimuli [172]. When H. polygyrus was given to
piroxicam-treated IL-10−/− mice, the histological scores of
colitis severity were drastically reduced within 14 days
[173, 174]. LPMC from uninfected colitic mice released
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the inflammatory cytokines IFN-γ, IL-12p40, and IL-17A,
whereas LPMC from H. polygyrus-infected had significant-
ly reduced levels of these cytokines [173, 174].
Severe colitis also develops when RAG−/− mice are
reconstituted with IL-10−/− T cells and treated with pirox-
icam [175]. H. polygyrus colonization reduced gut inflam-
mation in this model, as shown by lower levels of IFN-γ and
IL-17 production by restimulated LPMC cells, and a drop in
colonic histological score from an average of above 3 (some
epithelial and muscle hypertrophy, mucus depletion, crypt
abscesses, and epithelial erosions) to less than 1 (some
mononuclear cell infiltrates in the lamina propria) [136,
176]. In RAG−/− mice that had been infected with H. poly-
gyrus, and subsequently drug-cleared of the infection prior
to transfer of the colitogenic IL-10−/− T cells and piroxicam
administration, mice still showed reduced levels of inflam-
mation compared to those that had never been infected
[176]. The authors reported that protection coincided with
downregulation of the costimulatory molecules CD80 and
CD86 on DCs, thus inhibiting antigen presentation to T cells
resulting in less inflammatory cytokine release [176].
TGF-βRΙΙ DN mice develop spontaneous colitis, which
is unable to be suppressed by H. polygyrus infection [135].
The inability of H. polygyrus to suppress colitis in this
model is likely due to the exacerbated IFN-γ levels seen
in TGF-βRΙΙ DN mice, which are not dampened during H.
polygyrus infection [135] and are known to aggravate intes-
tinal inflammation.
Intrarectal injection of trinitrobenzene sulfonic acid
(TNBS) administration also induces severe colitis in wild-
type mice. When mice that had been infected with H. poly-
gyrus for 10 days were given TNBS injection, they
exhibited markedly reduced TNBS-induced colonic damage
and inflammation and decreased Th1 cytokine mRNA ex-
pression compared to uninfected control mice, which was
accompanied by increased IL-10 secretion during H. poly-
gyrus infection [36, 177].
In contrast to other models of colitis, H. polygyrus seems
to intensify colitis caused by the murine bacterial pathogen
Citrobacter rodentium [178–180]. Disease exacerbation
could be due to the influx of alternatively activated macro-
phages during H. polygyrus infection, which are less able to
kill bacteria than classically activated macrophages [178], or
due to increased IL-10 production by DCs impairing mech-
anisms that kill C. rodentium, leading to more persistent
infection and colitis [180]. These studies exemplify the need
to understand the causes of colitis, and the mechanisms by
which helminths modulate disease progression, before hel-
minth therapy can be applied to human inflammatory bowel
diseases.
H. polygyrus is not the only parasitic nematode shown to
have modulatory effects on the onset of colitis; both T. spiralis
and excretory–secretory products from the hookworms
Ancylostoma caninum and Ancylostoma ceylanicum can also
ameliorate colitis progression in murine models, as reviewed
in [168]. In human clinical trials, ova from the pig intestinal
helminth parasite Trichuris suis reduced the severity of dis-
ease in some patients with UC and CD [181–183]. Although
initial clinical trials with T. suis are promising, the fact that the
therapy is not effective in 100% of patients illustrates the need
for further studies to understand the immunomodulatory
actions of these helminths in murine models of IBD.
Type 1 diabetes
Nonobese diabetic (NOD) mice spontaneously become dia-
betic (as measured by blood glucose levels of ≥ 200 mg/dl) by
25 weeks of age [184, 185]. When these mice are infected
with H. polygyrus at 5 weeks old, the onset of diabetes was
completely blocked, at least until 40 weeks of age [184, 185].
Administering H. polygyrus when NOD mice were 7 and
12 weeks of age resulted in less effective protection from
diabetes, yet onset was still delayed compared to untreated
NOD mice [185]. The severity of insulitis (the infiltration of
immune cells into the islets of Langerhans) was examined in
mice aged 13 weeks, and was sharply reduced in NOD mice
infected with H. polygyrus since the age of 5 weeks [185].
This reduction was maintained in H. polygyrus mice given
anti-CD25 antibody [185], suggesting thatH. polygyrusmod-
ulates type 1 diabetes (T1D) onset in a Treg-independent
manner, although whether this protection extends beyond the
13-week time point has not been examined.
There is the possibility that the modulatory effects of H.
polygyrus are due in part to changes in gut microbial com-
position during infection [186]. Studies to modify the mi-
crobial flora could address this, perhaps using fecal
transplants, which would allow transfer of the microflora
from H. polygyrus infected or naive mice to recipient mice
using methods described in [187].
Role of the microbiota
H. polygyrus is localized in the anterior small intestine
alongside a substantial microbial flora. The presence of spe-
cific species of bacteria within the gut is known to polarise
naive Tcells towards particular Th subset fates [188–190], and
as the outcome of H. polygyrus infection is dependent on the
immediate cytokine environment, it seems reasonable to
imagine that commensal microbes may alter the ability of
the murine immune system to cause worm expulsion.
Caremust therefore be takenwhen performing experiments
to compare the susceptibility toH. polygyrus in different mice,
as the mice may initially differ in their microbial flora. Vari-
ation in microbial flora may be due to the source of mice, as
mice of the same strain acquired from different vendors can
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harbor different gut microbes [188], perhaps due to diet or
housing conditions. The genotype of mice can also control
microbial populations, as has been shown to be the case for
MyD88-deficient mice, which have an altered microbial flora
compared to MyD88-sufficient mice as MyD88 controls the
release of some antimicrobial peptides [191].
After a 14-day infection with H. polygyrus in C57BL/6
mice, the abundance of Lactobacillaceae family members
was increased in the ileum compared to naive mice [186]. It
has yet to be demonstrated whether this shift is a helminth-
mediated mechanism that acts to promote the survival of H.
polygyrus within the murine host, or if it is simply as a
consequence of a changing immune environment, in which
bacteria of the Lactobacillaceae family are better able to
survive. To resolve this, further studies to investigate the
interplay among parasitic helminths, the microbial flora, and
the immune system are necessary.
Conclusions and implications for human infections
and disease
Parasitic helminth infections in humans and livestock
are still responsible for unacceptably high levels of
morbidity and economic loss worldwide. Understanding
the mechanisms necessary for expulsion of the model
gastrointestinal parasite H. polygyrus is likely to define
new pathways, which target the immune system to
provide the best protection against other helminth infec-
tions. The increasing prevalence of autoimmune diseases
in the Western world correlates with the increasing
absence of such helminth infections [192]. Our immune
systems have evolved to develop in the presence of
helminth parasite antigens, and it is vital to understand
whether the human immune system can function opti-
mally without this presence. Studies to isolate and un-
derstand how immunomodulatory factors secreted by
helminths such as H. polygyrus act to maintain gut
homeostasis are ongoing and will be invaluable both
in understanding the interactions between helminths
and the immune system and in the development of
new pharmaceutical therapies for autoimmune and aller-
gic diseases worldwide.
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Heligmosomoides polygyrus Elicits a Dominant Nonprotective
Antibody Response Directed against Restricted Glycan and
Peptide Epitopes
James P. Hewitson,*,1 Kara J. Filbey,*,1 John R. Grainger,*,2 Adam A. Dowle,†
Mark Pearson,* Janice Murray,* Yvonne Harcus,* and Rick M. Maizels*
Heligmosomoides polygyrus is a widely used gastrointestinal helminth model of long-term chronic infection in mice, which has not
been well-characterized at the antigenic level. We now identify the major targets of the murine primary Ab response as a subset of
the secreted products in H. polygyrus excretory–secretory (HES) Ag. An immunodominant epitope is an O-linked glycan (named
glycan A) carried on three highly expressed HES glycoproteins (venom allergen Ancylostoma-secreted protein-like [VAL]-1, -2,
and -5), which stimulates only IgM Abs, is exposed on the adult worm surface, and is poorly represented in somatic parasite
extracts. A second carbohydrate epitope (glycan B), present on both a non-protein high molecular mass component and a 65-kDa
molecule, is widely distributed in adult somatic tissues. Whereas the high molecular mass component and 65-kDa molecules bear
phosphorylcholine, the glycan B epitope itself is not phosphorylcholine. Class-switched IgG1 Abs are found to glycan B, but the
dominant primary IgG1 response is to the polypeptides of VAL proteins, including also VAL-3 and VAL-4. Secondary Ab
responses include the same specificities while also recognizing VAL-7. Although vaccination with HES conferred complete pro-
tection against challenge H. polygyrus infection, mAbs raised against each of the glycan epitopes and against VAL-1, VAL-2, and
VAL-4 proteins were unable to do so, even though these specificities (with the exception of VAL-2) are also secreted by tissue-phase
L4 larvae. The primary immune response in susceptible mice is, therefore, dominated by nonprotective Abs against a small subset
of antigenic epitopes, raising the possibility that these act as decoy specificities that generate ineffective humoral immunity. The
Journal of Immunology, 2011, 187: 4764–4777.
H
eligmosomoides polygyrus is a widely used experimental
mouse model for the highly prevalent human and animal
gastrointestinal helminth infections (1, 2). This system
has provided major new findings in parasite immunology (3, 4),
immune regulation (5, 6), nutrition (7), and ecology (8), and yet
little information is available on the specific parasite Ags to which
the host immune system is exposed. In this study, we set out to
identify the molecular targets of murine humoral Abs, to define
individual H. polygyrus Ags, and to investigate the role of major
Ab specificities in the host–parasite relationship.
Among the interesting facets of H. polygyrus is its ability to
establish a chronic infection in most strains of laboratory mice,
with the genetic background influencing the rate of expulsion
rather than susceptibility per se (9–11). Genetically resistant mice
mount a more rapid serum Ab response measured against adult
worm somatic extract (12) or excretory–secretory (ES) Ags from
cultured adult parasites (13, 14), and immunity to reinfection is
compromised in B cell-deficient mice (4, 15–17). Early inves-
tigations had reported that passive transfer of serum from infected
mice can confer a degree of immunity to H. polygyrus both in
terms of worm number and in fecundity (18); this effect was as-
sociated with IgG1 isotype Abs (19, 20). More recently, IgG1
serum Abs have been demonstrated to reduce the fecundity and
viability of adult worms and shown to require affinity maturation
to confer any resistant effect (15).
As has been recently pointed out (21), in current nematode
model systems, few serologically important Ags have yet been
identified. Previous studies have relied on either crude whole-
worm homogenates or collected secreted products as a more re-
stricted but nevertheless complex antigenic set. Therefore, we
decided to analyze the humoral Ab response to H. polygyrus in
terms of specific Igs, to define the molecular targets of parasite-
specific Abs, and to test whether these played any protective role
against the infection in vivo. We tested Ab reactivities both to
crude parasite antigenic extracts and also to preparations collected
from in vitro culture of adult worms, termed “excretory–secre-
tory” (ES) Ags, which are strongly implicated in immunomodu-
lation of the host (6, 22). We report in this article that several
major constituents are homologs of venom allergen Ancylostoma-
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secreted protein (ASP)-like (VAL) Ags related to the vaccine
candidates of human and canine hookworms (23, 24). However,
the response to infection is dominated by anti-glycan specificities,
and the murine Ab profile is highly restricted with respect to the
range of Ags recognized.
Materials and Methods
Parasites, Ags, and mice
The original stock of H. polygyrus bakeri used in these studies was kindly
supplied to us by Prof. J.M. Behnke (University of Nottingham, Not-
tingham, U.K.). Parasites, H. polygyrus ES (HES) Ag and adult worm
somatic extract (HEx) were produced as described previously (6, 25, 26).
Day 5 fourth-stage larvae were collected from the intestinal wall of
infected mice and ES collected over a 3-d culture period in the same
manner as adult HES. Female C57BL/6 and BALB/c mice (6–10 wk old)
were bred in-house, and animal studies were performed under U.K. Home
Office License. Mice were infected with 200 H. polygyrus L3 by oral
gavage, and fecal egg counts and adult worm burdens were determined by
standard procedures (2). For secondary infection, mice were treated orally
with pyrantel embonate (27) in the form of 2.5 mg Strongid P paste in 0.2
ml water on days 28 and 29 postprimary infection. Drug-treated mice were
rechallenged with 200 L3 by gavage 2 wk later. Where indicated, HES was
heat denatured by incubating at 95˚C for 20 min (6).
One-dimensional and two-dimensional gel electrophoresis and
Western blotting
HES and HEx (1–10 mg) were separated, silver stained, or blotted as de-
scribed previously (28). Blots were blocked in 2% BSA–TBS with 0.05%
Tween 20 (TBST) for 2 h at room temperature, before being probed with
sera (1/500 dilution) or mAbs (2 mg/ml) at 4˚C overnight. Following ex-
tensive washing in TBST, blots were incubated with HRP-conjugated
secondary Abs (anti-mouse Ig 1/2000, Dako P0460, DakoCytomation;
anti-mouse IgM 1/1000, Southern Biotech 1020-05, and anti-mouse IgG1,
1/2000 Southern Biotech 1070-05; Southern Biotechnology Associates) for
1 h at 37˚C, washed in TBST, and then developed as described previously
(28). Alternatively, IgA blots were incubated with biotinylated anti-mouse
IgA (1/500, M31115; Invitrogen), followed by HRP–streptavidin (1/2000;
Sigma-Aldrich), and developed as above. Mouse IgM mAb Bp-1 (29) was
used for anti-phosphorylcholine (PC) blots at 1/1000 dilution and detected
with anti-mouse Ig as above.
ELISA
HES and HEx (1 mg/ml) were coated on Immunoplates (Nunc) in 0.06 M
carbonate buffer overnight (4˚C), blocked with block solution (2% BSA–
TBST) for 2 h (37˚C), and then incubated with doubling dilutions of sera
(in block solution) for 2 h (37˚C). For comparison of HES and L4 ES, each
were used to coat plates at a range of dilutions. Worm-specific Ab titers
were detected using the secondary reagents described above and developed
with ABTS (Insight Biotech). Titer was determined as the reciprocal di-
lution at which the sample dropped below background levels. For anti-PC
ELISA, plates were coated with 1 mg/ml PC-conjugated BSA (30), serum
was used at a 1/500 dilution and mAb at 5 mg/ml. Anti-H. polygyrus mAbs
were used at 5 mg/ml for all ELISAs, unless stated. Goat anti-rat Ig (1/
2000, Dako P0450; DakoCytomation) was used as a secondary for ex-
periments with rat sera.
mAb and polyclonal Ab production
For mAbs, spleens and mesenteric lymph nodes (MLN) were recovered
from C57BL/6 mice at day 28 postinfection and fused with SP2 cells. Fused
cells were cultured for 12–14 d in HAT selection media (RPMI 1640
FIGURE 1. The predominant serological Ags of H.
polygyrus are in HES rather than somatic extract. A
and B, Two-dimensional silver-stained gels of 10 mg
HES (A) and Hex (B). Molecular mass markers (in
kDa) are indicated on the left. C and D, Anti-HES
(open symbols) and HEx (solid symbols) IgG1 serum
Ab titres from BALB/c (C) and C57BL/6 (D) mice at
various time points following primary infection. E and
F, Anti-HES and HEx IgM serum Ab titres in the same
BALB/c (E) and C57BL/6 (F) mice. Each point rep-
resents the mean and SEM of data from five individual
mice separately assayed. Data are representative of
two independent experiments.
















medium supplemented with 20% FCS [Hyclone], 100 U/ml penicillin, 100
mg/ml streptomycin, 2 mM L-glutamine [all Life Technologies], HAT [100
mM hypoxanthine, 0.4 mM aminopterin, and 16 mM thymidine] and OPI
[1 mM oxaloacetate, 0.45 mM pyruvate, and 0.2 U/ml insulin; all Sigma-
Aldrich]). Plates were ELISA screened for the production of anti-HES Abs
as above, and positive wells were cloned by two to three rounds of limiting
dilution. Cells were then adapted into standard complete RPMI 1640
medium (RPMI 1640 medium supplemented with 10% FCS and the above
concentrations of penicillin, streptomycin, and L-glutamine) and grown in
bulk cultures in Vectra Cell Bioreactors (Bio-Vectra) to produce mAb. Ab
isotypes were determined either with a mouse Ab isotype kit (Isostrip;
Roche) or the anti-mouse Ig secondary Ab described above. Abs were
purified using an AKTA prime fast protein liquid chromatography (LC)
with a HiTrap protein G HP (IgG1 mAb) or HiTrap IgM purification (IgM
and IgA) column, according to the manufacturer’s instructions, and then
dialyzed extensively into PBS. For the rat polyclonal Abs, rats were im-
munized with 25 mg HES or recombinant H. polygyrus calreticulin
(AM296015 (31), produced in Escherichia coli) in alum adjuvant i.p., then
boosted with 10 mg Ag on days 28 and 35, before serum collection on day
42. The mouse IgG1 myeloma MOPC 31C from American Type Culture
Collection was used as an isotype control. A hybridoma-producing mouse
anti-DNP IgM control was produced as above from mice immunized with
50 mg DNP-conjugated keyhole limpet hemocyanin in alum adjuvant i.p.
and then boosted on days 12 and 13 with 1 mg DNP–keyhole limpet he-
mocyanin in PBS i.v. before spleen harvest on day 14. Screening was
performed using DNP–OVA and anti-mouse IgM secondary Ab as above.
Hybridomas were also produced from mice immunized with 25 mg HES in
IFA (Sigma-Aldrich) i.p. then boosted on days 48 and 49 with 1 mg HES in
PBS i.v. before spleen harvest and fusion on day 50.
Immunoprecipitation
HES was labeled with biotin (∼40 mg biotin reagent/100 mg HES) using
EZ-link Sulfo-NHS Biotinylation kit (Pierce) for 2 h on ice and then di-
alyzed overnight into PBS. Biotinylated HES was then precleared with
protein G-agarose beads (16-266; Millipore) in the presence of MOPC 31C
IgG1 isotype control for 30 min at room temperature. Unbound HES (2
mg) was then incubated with 2 mg various anti-HES IgG1 mAb, MOPC
IgG1 control, or 5 ml C57BL/6 day 28 primary or day 14 secondary in-
fection sera, in nondenaturing immunoprecipitation (IP) buffer (20 mM
Tris [pH 8], 150 mM NaCl, 1 mM EDTA, 10% glycerol, and 1% Triton X-
100) for 2 h, and then with protein G-agarose beads overnight at 4˚C with
rotation. Beads were then washed 5 3 5 min in IP buffer, and bound
proteins were eluted with 0.1 M glycine (pH 2.7). Eluted proteins were
buffer exchanged into PBS (with MicroBio-Spin 6 chromatography col-
umns; Bio-Rad), run on one-dimensional and two-dimensional gels and
Western blotted as described above, and then probed with 1/2000 strep-
tavidin-horseradish peroxidase (Sigma-Aldrich) before developing to allow
visualization of biotinylated proteins.
Deglycosylation
For peptide:N-glycanase (PNGase) F treatment, HES or RNase B (Sigma-
Aldrich) was denatured by heating to 95˚C for 5 min in the presence of
0.1% SDS and 100 mM 2-ME, before the addition of 10 U PNGase F
(Sigma-Aldrich) and 1% Triton X-100. Samples were incubated at 37˚C
for 3 h. For PNGase A treatment, HES was diluted in 100 mM ammonium
bicarbonate (pH 8.5), heat denatured, and digested overnight with 1 mg
proteomics grade trypsin at 37˚C (Sigma-Aldrich), after which trypsin was
inactivated by boiling. Complete digestion of HES was confirmed by SDS-
PAGE analysis (data not shown). Tryptic peptides were then lyophilized
and resuspended in 100 mM sodium acetate (pH 5) and treated with 0.2
mU PNGase A (Roche) for 24 h at 37˚C. For subsequent ELISA analysis,
peptides were bound to plates in carbonate buffer at 1 mg/ml and then
tested for Ab binding as above. For PNGase F and A digestions, control
proteins were treated in an identical manner but in the absence of enzyme.
For chemical deglycosylation of HES with trifluoromethanesulfonic acid
(TFMS), HES, or RNase B were dialyzed into 0.1 M ammonium acetate
then lyophilized until completely dry. The pellet was resuspended in 10%
anisole in TFMS (both Sigma-Aldrich) at 4˚C, and the reaction was
allowed to proceed for 2 h before neutralization with a 60% pyridine so-
lution in a methanol–dry ice bath. The soluble fraction of HES was di-
alyzed into PBS, and the residual precipitate was solubilized in 1% SDS.
Affinity purification of VAL proteins
Twenty milligrams each of anti–VAL-1 (4-M15), 2 (4-S4), and 4 (2-11)
mAbs were dialyzed into coupling buffer (0.1 M sodium bicarbonate and
0.5 M NaCl [pH 8.4]) and then reacted with swollen cyanogen bromide-
activated Sepharose beads (Sigma-Aldrich) overnight at 4˚C with rotation.
Unreacted groups were blocked with 0.2 M glycine (pH 8) for 2 h at room
temperature, after which the beads were washed in five cycles of coupling
FIGURE 2. Polyclonal Abs recognize a restricted set of H. polygyrus
Ags by Western blot. A, Silver-stained two-dimensional gel of HES in-
dicating major components identified by mass spectrometry (34). HMAg
and Ag65 indicate the position of Ags (subsequently termed HM-65; see
Fig. 3D) that do not stain with silver. B and C, Two-dimensional Western
blot of HES with sera from C57BL/6 mice taken at day 28 (B) and day 100
(C) following primary infection with H. polygyrus, developed with a
polyvalent anti-Ig conjugate. D and E, As above, but with HEx. F, Two-
dimensional Western blot of anti-HES IgM in sera from 28-d infected
C57BL/6 mice. G, As above, for anti-HES IgG1. H, As above, for anti-
HES IgA. I, Two-dimensional Western blot of anti-HES IgG1 in sera
C57BL/6 mice collected 14 d following a secondary challenge infection.
For each assay, sera were pooled from five mice. Molecular mass markers
are indicated in kilodaltons, and results are representative of two or more
experiments. Naive mouse sera showed no positive binding under the same
conditions (data not shown).
















buffer, followed by 0.1 M sodium acetate and 0.5 M NaCl (pH 4). For
affinity purification, 10 mg HES was treated as before for IP, eluted pro-
teins were run on one-dimensional SDS-PAGE, and bands of interest were
excised for mass spectrometry analysis.
Sequence database and mass spectrometry
In studies to be published elsewhere, a database compiled of ∼466,000
Roche 454 sequence reads from normalized and non-normalized adult
H polygyrus cDNA was assembled into ∼20,000 predicted gene products
(Y. Harcus, J.P. Hewitson, K.J. Filbey, J.R. Grainger, M. van Agtmaal,
M. Thompson, N. Wrobel, S. Bridgett, M.L. Blaxter, and R.M. Maizels,
manuscript in preparation). This database was used to match peptides
identified by mass spectrometry of SDS-PAGE and two-dimensional gel-
purified proteins. The individual protein genes described in this article
(VAL-1, VAL-2, VAL-3, VAL-4, VAL-5, and VAL-7) were each amplified
by PCR from H. polygyrus mRNA using gene-specific primers, and mul-
tiple independent clones were sequenced to verify the sequences pre-
dicted by the assembly algorithm. The full sequences for VAL-1 to VAL-5 and
VAL-7 have been deposited with the National Center for Biotechnol-
ogy Information (http://www.ncbi.nlm.nih.gov/) under accession numbers
JF914902, JF914906, JF914909, JF91410, JF914911, and JF914913, re-
spectively. Immunoprecipitated HES proteins were prepared for mass
spectrometry analysis as described previously (28). Positive-ion MALDI
mass spectra were obtained using a Bruker ultraflex III in reflectron mode,
equipped with an Nd:YAG smart beam laser. MS spectra were acquired
over a mass range of m/z 800–4000, and monoisotopic masses were
obtained using a SNAP (sophisticated numerical annotation procedure)
averaging algorithm. The 10 strongest peaks of interest, with an signal/
noise ratio .30, were selected for tandem mass spectrometry (MS/MS)
fragmentation in LIFT mode. Bruker flexAnalysis software (version 3.3)
was used to perform the spectral processing and peak list generation for
both the MS and MS/MS. Identification of mAb 2-11 target VAL-4 re-
quired LC-electrospray ionization (ESI)-MS/MS using an Ultimate nanoLC
system (Dionex) equipped with a PepMap C18 trap (300 mm 3 0.5 cm,
Dionex) and an Onyx C18 monolithic silica capillary column (100 mm 3
15 cm; Phenomenex). Peptides were eluted over with a acetonitrile gra-
dient (solvent A = 2% [v/v] acetonitrile, 0.1% [v/v] formic acid in H2O;
solvent B = acetonitrile, 0.1% [v/v] formic acid; gradient conditions
consisted of 3 min solvent A), and then, a linear 0–50% gradient of solvent
B over 20 min was applied, followed by a 50-min wash at 95% solvent B.
The flow rate was 1.2 ml/min, and the column temperature was 60˚C. The
nanoLC was interfaced with a high capacity trap ultra ETD II ion-trap LC-
MS/MS system (Bruker Daltonics) with an online nanoESI source. Positive
ESI-MS and MS/MS were acquired using AutoMSn mode, over the 300- to
1800-m/z range. Instrument control, data acquisition, and processing were
performed using Compass 1.3 SP1 software (Esquire control, Hystar, and
DataAnalysis; Bruker Daltonics). MS/MS data were submitted to database
searching against an in-house database containing the predicted gene prod-
ucts using the Mascot program (Matrix Science, version 2.1), through the
Bruker ProteinScape interface (version 2.1). Database searching was run
with a peptide tolerance of 250 ppm and MS/MS tolerance of 0.5 Da.
Peptide matches with expect values ,0.05 at a Mowse significance
threshold of p , 0.05 were considered significant.
Immunofluorescence
For sections, adult H. polygyrus worms were snap-frozen on dry ice in
Cryo-M-Bed mountant (Bright Instruments). Cryostat sections (5 mm;
Leica) were cut onto Polysine slides (VWR), dried, and then fixed in 100%
acetone for 10 min. Sections were washed twice with PBS for 10 min and
then incubated with the various mAb (50 mg/ml in PBS containing 1%
FCS) for 2 h at room temperature, washed twice in PBS as before, and then
incubated with secondary anti-mouse Ig tetramethylrhodamine isothiocy-
anate (1/100 in PBS) for 1 h at room temperature. Following extensive
washing, sections were mounted in anti-fade Vectashield mountant (Vector
Laboratories). Staining was visualized with an Olympus fluorescent mi-
croscope. Non-fixed intact worms were stained on ice in round-bottom
96-well plates and then treated as above.
Radiolabeling of adult worm surface
Adult H. polygyrus were surface radiolabeled essentially as described in
earlier publications (32, 33). Eppendorf tubes (1.5ml) were coated with
200 ml of a 1 mg/ml solution of Iodination reagent (Pierce) in chloroform.
Once dried, the tubes were washed several times with PBS, before transfer
of ∼500 adult worms and 500 mCi [125I] (PerkinElmer) on ice. The sample
was incubated with frequent agitation for 10 min and then quenched by the
addition of a saturated solution of L-tyrosine (Sigma-Aldrich). Radio-
labeled parasite surface material was then produced as described above as
with HEx, except parasites were homogenized in 1.5% n-octyl glucoside
detergent and 1% protease inhibitor mixture (P8340; Sigma-Aldrich).
Immunoprecipitates were performed as above (anti–HM-65 mAb 9.1.3
or rat anti-HES polyclonal Ab) or with anti-mouse IgM-agarose (A4540;
Sigma-Aldrich). Autoradiographs were carried out on dried gels as de-
scribed previously (32, 33).
Vaccination and passive immunization
C57BL/6 females were immunized with 25 mg HES in alum adjuvant
i.p., then boosted on days 28 and 35 with 5 mg HES–alum i.p. Mice were
challenged with 200 H. polygyrus L3 larvae, fecal egg counts were de-
termined at days 14 and 28 postinfection, and adult worms counted at day
28. For passive immunization, C57BL/6 females were treated on day 21
and then every 2–3 d postinfection (with 200 H. polygyrus L3 larvae) with
either 0.2 or 1 mg mAb i.p. (for IgG1 mAbs) or i.v. (for IgM mAbs) as
detailed in the figure legend. Eggs and worm numbers were determined as
above.
Results
Ab responses are predominantly directed at secreted, rather
than somatic, parasite Ags
As a first step in defining immunogenic products of adult H.
polygyrus, we compared a conventional antigenic preparation
comprising a soluble whole parasite extract (HEx), with products
released by live parasites maintained in serum-free tissue culture
medium (HES). The overall protein compositions of HES and
HEx are very different, as shown in Fig. 1A and 1B, respectively,
and confirmed by recent proteomic analysis (34).
As IgG1 Abs predominate and have a protective role in both
primary and secondary H. polygyrus infection (15, 19, 20), we
then compared IgG1 responses to HES and HEx following a pri-
mary infection. Ag-specific IgG1 responses to HES were detected
by ELISA in both BALB/c and C57BL/6 mice by day 14 post-
infection and by day 28 reached a high titer, which was main-
Table I. mAbs to HES Ags
Ag, Specificity Clone Source Isotype
Glycan A (VAL-1-2-5) 13.1, 2-2, 2-12, 2-13, 2-62, 3-8, 3-11,
3-28, 3-29, 3-40, 3-42, 3-55
d28 SPL IgM
Glycan B (HM-65) 14.3 d28 SPL IgA
3-31 d28 SPL IgM
4-M9 d28 MLN IgM
4-M7, 4-M17 d28 MLN IgG1
9.1.3 HES/IFA IgG1
VAL-1 2-6, 3-6, 3-10, 3-38, 3-39 d28 SPL IgG1
4-M4, 4-M15, 4-M20, 4-M23, 4-M25 d28 MLN IgG1
VAL-2 4-S4 d28 SPL IgG1
VAL-4 2-11 d28 SPL IgG1
d28 SPL, day 28 spleen.
















tained for at least 63 (BALB/c; Fig. 1C) and 100 d (C57BL/6; Fig.
1D). Moreover, IgG1 titers to HES were up to 20-fold higher than
those to HEx and showed less variation between individual ani-
mals. We therefore focused in the majority of subsequent Ab
investigations on HES.
The anti-parasite IgM response differed from the IgG1 response
in several regards (Fig. 1E, 1F). Significant background levels of
both anti-HES and anti-HEx IgM Abs were noted in naive mice,
and following infection, specific IgM titers reached a relatively
early plateau (day 14). Furthermore, reactivity to HES and HEx
was equivalent at all time points. We were unable to detect the
target of (presumably natural) IgM Abs present in naive mice
using both Western blot and mAb techniques, perhaps because of
their relatively weak affinity (data not shown).
Ag specificity of polyclonal Ab responses
To identify individual antigenic targets of the Ab responses, we
adopted both polyclonal and monoclonal strategies. First, we used
two-dimensional SDS-PAGE separation of HES Ags, by which
∼100 distinct protein spots are observed (Figs. 1A, 2A); the
identity of most major proteins has been determined by mass
spectrometry (34). Despite the abundance of potential Ags, how-
ever, the two-dimensional Western blot profile of polyclonal sera
from C57BL/6 mice with 28-d primary infection is much more
FIGURE 3. HES-specific mAbs from mice infected with H. polygyrus. A and B, Frequency of HES-specific hybridoma cells producing IgM (A) or IgG1
(B) from the MLNs and spleens of infected C57BL/6 mice at day 28 postinfection, as determined by ELISA. Each dot represents a single well of a 96-well
plate. C, Representative two-dimensional Western blots of three different IgM anti-HES mAbs derived from infected mice, which bind to glycan A. D,
Representative two-dimensional Western blots of anti-HES IgM, IgG1, and IgA mAbs recognizing glycan B on the HM-65 Ags. E, Anti-PC Abs measured
by ELISA against PC-BSA in naive and 28-d infected sera from BALB/c and C57BL/6 mice. F, Two-dimensional Western blot of HES probed with anti-PC
mAb Bp-1. The positions of the HM-65 Ags are circled. G, Reactivity to PC measured by ELISA on BSA–PC-coated plates; data from a panel of anti-HES
mAbs are shown, together with Bp-1–positive control. Molecular mass markers are indicated in kilodaltons. **p , 0.01, ***p , 0.001.
















restricted (Fig. 2B). These were identified by proteomics as mem-
bers of the venom allergen/VAL family of proteins (35, 36), spe-
cifically VAL-1, VAL-2, and VAL-5 (Fig. 2A) (34). Additional
reactivity was noted to both a high molecular mass component and
a smaller 65-kDa Ag, which do not appreciably silver stain and
did not give measureable peptides for proteomic analysis; we term
this Ag combination HM-65 (see below).
As reactivity increases over a long time frame, and as the
C57BL/6 mouse is considered to be a slow responder to infec-
tion (37, 38), we also examined the serological response at 100 d
postinfection (Fig. 2C); at this time point, responses to all the Ags
previously noted were substantially stronger, but there remained
a restricted repertoire of target Ags.
Consistent with ELISA results indicating that anti-HEx somatic
extract responses were relatively weak, the same sera showed only
slight reactivity by Western blot (Fig. 2D, 2E). The primary anti–
VAL Ab response to HES was predominantly of the IgM isotype,
although a smaller amount of anti–VAL-2 IgAwas also noted (Fig.
2F, 2H). In contrast, anti-HES IgG1 response was detected against
HM-65 (Fig. 2G). Polyclonal IgE did not provide a measurable
signal by Western blot (data not shown).
We also examined the secondary response mounted by genetically
susceptible mice cleared of infection by chemotherapy; in these
mice, protective immunity is stimulated against challenge infection
(9, 39). Importantly, immunity to challenge infection is ablated in
B cell- or Ab-deficient mice (4, 15, 16, 40). By Western blot
analysis, secondary IgG1 Abs showed a similar profile to samples
from primary infection, albeit with a 10- to 30-fold higher titer (data
not shown) and correspondingly stronger binding patterns (Fig. 2I).
In contrast, secondary IgM responses were similar to primary Abs
with respect both the titer and specificity profile (data not shown).
mAb specificities
We next generated a panel of monoclonal Abs to dissect the an-
tigenic response in fine detail, using spleens and draining MLN
from infected mice at day 28 (Table I). Despite taking cells at
this relatively late time point in the primary response, a substan-
tial proportion of monoclonals represented Abs that had not un-
dergone class switch from the IgM isotype, particularly when
splenocytes rather than MLN cells were used (Fig. 3A). The great
majority (12 of 14) of these IgM mAbs displayed a similar
Western blot profile against HES (Fig. 3C) and bound to proteins
previously identified as VAL-1, VAL-2, and VAL-5 by proteomic
analysis. In fact, this indicates that the observed specificity of
polyclonal serum (Fig. 2B, 2C) can be largely replicated by a
single (monoclonal) Ab specificity and that an immunodominant
epitope is shared by at least three members of the VAL family.
A different pattern was shared by a smaller number of Abs,
including IgM, IgG1, and IgA isotypes, which bound to HM-65
(Fig. 3D). Notably, these components do not stain with silver and
do not give measurable peptides for proteomic analysis, mim-
icking the pattern seen with polyclonal IgG1 from primary infec-
tions (Fig. 2G).
Because of the prominence of PC in many helminth products,
including high molecular mass species with nonproteinaceous
composition (30, 41), we tested for PC reactivity in infection sera
and for PC epitopes in HES. Serum Abs from H. polygyrus-
infected mice showed a modest degree of anti-PC binding (Fig.
3E), as has been reported previously (42). When two-dimensional
Western blots were probed with monoclonal anti-PC Ab, the ma-
jor positive reaction was with HM-65 (Fig. 3F). Despite this, none
of the anti-HES monoclonals bound directly to PC (Fig. 3G), in-
dicating that they target a non-PC specificity.
IgG Abs recognize heat-labile epitopes of secreted VAL Ags
The majority of IgG1 mAbs raised from infected mice (12 of 14)
failed to react with HES by Western blot, despite their strong
reactivity to native HES by ELISA (Fig. 4A and data not shown).
We interpreted this to mean that the IgG1 response is predomi-
nantly directed against conformational protein epitopes, which
FIGURE 4. Most HES-specific IgG1 Abs re-
cognize heat-labile epitopes absent from para-
site extract. A, ELISA reactivity of anti-HES
IgG1 mAbs to native (N) and boiled (n) HES.
Polyclonal sera from 28-d infected C57BL/6
mice were included as a positive control. B, As
above, for IgM mAbs. C, ELISA reactivity of
anti-HES IgG1 mAbs to HES (N) and HEx (n).
MOPC 31C myeloma IgG1 was included as a
negative control. D, ELISA reactivity of anti-HES
IgM and IgA mAbs to HES (N) and HEx (n).
Anti-DNP IgM mAb was included as a nega-
tive control.
















are destroyed following detergent denaturation during SDS-PAGE.
In support of this, although IgM monoclonals are equally reactive
to native or heat-denatured HES (Fig. 4B), heat denaturation of
HES ablated all IgG1 mAb ELISA reactivity, with the exception
of the two anti–HM-65 IgG1 Abs (Fig. 4A). Furthermore, although
most IgG1 mAbs (Fig. 4C) and IgM mAbs (Fig. 4D) show little
reactivity to somatic extract (HEx), all Abs specific for HM-65
show equally strong binding to HES and HEx.
To identify the heat-labile determinant(s) recognized by the
IgG1 mAbs, an immunoprecipitation strategy was used using
biotin-labeled nondenatured HES and protein G beads. The ma-
jority of these IgG1monoclonals (10 of 14) were specific for a band
that migrates in the position of VAL-1, as represented by 4-M15
(Fig. 5A). Two additional mAbs immunoprecipitated Ags comi-
grating with VAL-2 (4-S4) and VAL-4 (2-11).
Two-dimensional analysis of Ags immunoprecipated by day 28
polyclonal infection serum confirmed that the dominant target of
primary IgG Ab in C57BL/6 mice was VAL-1 (Fig. 5D), as well as
a spot that comigrates with another VAL protein abundant in HES,
VAL-3 (Fig. 2A). Moroever, secondary IgG immunoprecipitated
two further homologs, VAL-4 and VAL-7 (Fig. 5E). Comparison
of profiles from Western blot (Fig. 2G, 2I) and immunoprecipita-
tion (Fig. 5D, 5E) indicates that Western blotting gives an incomplete
picture of IgG1 Ab specificity, as a result of the predominantly
conformationally dependent VAL epitopes, whereas immunopre-
cipitation of biotinylated Ags omits the HM-65 group of Ags with
low protein content.
To formally identify the immunoprecipitated proteins, samples
bound by each Ab were eluted from one-dimensional gel bands
(Fig. 5F) and subjected to mass spectrometry, matching the re-
spective protein sequences (Fig. 5G). These assays also indicate
that VAL-1, VAL-2, and VAL-4 do not interact with other proteins
present in HES, given the absence of any coimmunoprecipitated
components.
FIGURE 5. Conformation-dependent IgG1 Abs primarily target VAL Ags. A–E, Immunoprecipitation of biotin-labeled HES by the indicated mAb or
polyclonal infection sera, separated by two-dimensional SDS-PAGE, and visualized by Western blotting with streptavidin–HRP. A, Anti–VAL-1 mAb 4-
M15. B, Anti–VAL-2 mAb 4-S4. C, Anti–VAL-4 mAb 2-11. D, Primary day 28 C57BL/6 polyclonal infection serum. VAL-1, VAL-2, and VAL-3 are
indicated. E, Secondary day 14 C57BL/6 polyclonal infection serum. Postions of VAL-4 and VAL-7 are indicated, as well as VAL-1, VAL-2, and VAL-3 as
above. F, One-dimensional SDS-PAGE of immunoprecipitated (unlabeled) HES proteins using bead-conjugated mAb as indicated; boxes indicate segments
eluted for mass spectrometric analysis. Additional bands likely reflect H and L chains of mAb leaching from beads. Molecular mass markers are indicated
in kilodaltons. G, Peptides of VAL-1, VAL-2, and VAL-4 matched by mass spectrometry indicated by boxes. Mascot scores are also shown.
















IgM Abs recognize a common O-linked glycan epitope on VAL
glycoproteins
Despite being bound by several IgM monoclonals (Fig. 3C), the
target Ags VAL-1, VAL-2, and VAL-5 show only limited amino
acid homology (14.9% identity, 23.5% similarity; Supplemental
Fig. 1), and reactivity is heat stable (Fig. 4B). We therefore eval-
uated the possibility of a carbohydrate nature of the target epitope(s).
We also noted that the Ags’ predicted molecular masses, based
on primary amino acid sequences, were 10–39 kDa lower than their
observed gel migration, yet each contained only a single potential
N-linked glycosylation site (Fig. 6A). However, they encoded
abundant serine and threonine residues in a central domain, which
were predicted to be O-glycosylated by the NetOGlyc 3.1 program
(Fig. 6A, Supplemental Fig. 2) (43). This contrasts with another
secreted VAL protein of similar abundance, VAL-3 (Fig. 2A),
which does not appear to be recognized by IgM Abs, lacks pre-
dicted O-glycosylation sites (Supplemental Fig. 2), and migrates
on two-dimensional gels in a manner consistent with its predicted
molecular mass (Figs. 3A, 6A).
To first confirm that glycan A is carried on VAL-1 and VAL-2, we
showed that the anti-glycan AmAb 13.1 bound to VAL-1 and VAL-2
on Western blots following their affinity purification using IgG1
mAbs to the conformational epitopes of the VAL Ags (Fig. 6B and
data not shown). Comparison with the profile of immunoprecipitated
VAL-1 Ag (Fig. 5A) indicates that only three of the six VAL-1 spots
react with the anti-glycan A mAb, as is also evident from Fig. 3B.
To then investigate the potential role of antigenic carbohydrates,
we used both enzymatic and chemical deglycosylation strategies.
When HES was pretreated with PNGase F to remove N-linked
carbohydrates, small mobility shifts were evident in silver-stained
gels (Fig. 6C) and Western blots (Fig. 6D), indicating the re-
moval of N-glycans, yet polyclonal sera and IgM mAb reactivity
remained intact (Fig. 6D, 6E). Similarly, the dominant Ag is un-
likely to be an PNGase F-resistant N-glycan with a core a1,3-
fucose, because PNGase A treatment of tryptic HES peptides
failed to ablate either polyclonal or mAb binding (Supplemental
Fig. 3). Furthermore, mass spectrometric analysis identified a num-
ber of peptides containing unconjugated N-glycosylation sites
(NxS/T), calling into question whether these are used in the VAL
proteins of this species (data not shown).
To assess the role of O-glycans, HES was treated with TFMS,
which removes both N- and O-glycans. Such chemical deglycosy-
lation resulted in mobility shifts of silver-stained HES bands, in-
dicative of glycan removal, comparable to that seen with a control
glycoprotein, RNase B (Fig. 7A). Importantly, TFMS treatment
ablated both anti-VAL IgM mAb and polyclonal infection sera
recognition of HES (Fig. 7B, 7C), whereas TFMS-treated HES re-
tained reactivity with an anti-protein Ab, raised against recombi-
nant H. polygyrus calreticulin, as well as polyclonal serum from
rats immunized with HES (Fig. 7D). These data therefore indicate
that the dominant and persistent IgM Ab response is to an O-linked
glycan shared by several polypeptide secreted Ags of H. polygyrus.
The status of the HM-65 Ag is less clear; although PNGase F
treatment ablates binding of anti-glycan B 14.3 mAb to the 65-kDa
component but not the high molecular mass complex, the reverse is
true for TFMS (Figs. 6D, 7B). Because the 65-kDa Ag is less
abundant, the overall reactivity of 14.3 to TFMS-treated HES is
reduced ∼10-fold but not abolished (Fig. 7E). Thus, a similar or
identical epitope is conjugated through different linkages to dif-
ferent carrier macromolecules. It was also noted that TFMS does
not remove the PC moiety from HM-65 (data not shown), indicating
that a different linkage is used in H. polygrus from that described
through N-linked glycans for Acanthocheilonema viteae (44).
Glycans A and B as well as VAL-1 and VAL-4, but not VAL-2,
are expressed by tissue-phase larvae
Upon infection of mice, H. polygyrus larvae first invade the sub-
mucosal tissue of the intestinal tract, molt twice (from L3 to L4
FIGURE 6. The immunodominant IgM target is not an N-linked glycan.
A, Molecular mass discrepancies between the predicted molecular mass of
indicated VAL proteins, based on amino acid sequence and observed mi-
gration on two-dimensional gels. Mature molecular mass is that predicted
without the signal peptide (SP) sequence, predicted N-glycosylation sites
are defined as N(X)S/T, and O-glycosylation sites were predicted using
NetOGlyc version 3.1 (43). The proportion of predicted sites used is not
known. B, Western blot of anti–VAL-1 mAb (4-M15)-precipitated Ag
separated on two-dimensional SDS-PAGE and probed with anti-glycan A
mAb (13.1). C, Silver-stained one-dimensional SDS-PAGE of PNGase F-
treated (+) or mock-treated (2) RNase B control glycoprotein and HES. D,
One-dimensional Western blot of HES with or without PNGase F treatment
using day 28 C57BL/6 polyclonal sera and anti-glycan B (HM-65) mAb
14.3. Band shifts associated with enzymatic removal of N-glycans are ar-
rowed. E, One-dimensional Western blots of HES with or without PNGase
F treatment using anti-glycan A mAbs. IgM denotes an anti-DNP IgM mAb
negative control. Molecular mass markers are indicated in kilodaltons
















and then adult), emerging 8 d later into the lumen of the small
intestine (1). As immunity to challenge infection is directed, in
part at least, at the tissue-phase larvae (3), we investigated whether
the Ags defined from adult parasites are also expressed by fourth-
stage larvae (L4) recovered from the submucosa at day 5 post-
infection. Larvae were cultivated to yield ES Ags, which were
probed with each of the specific Ab reagents. Polyclonal anti-HES
antiserum reacted strongly with L4 ES (Fig. 8A); positive reac-
tions to L4 ES were also seen with mAbs to glycan A (Fig. 8B)
and glycan B (Fig. 8C), although in both cases levels were lower
than with HES. Interestingly, among the VAL Ags, it was found
that although VAL-1 (Fig. 8D) and VAL-4 (Fig. 8F) were present
at similar levels in HES and L4 ES, VAL-2 was absent from the
larval stage (Fig. 8E).
Glycan A is strongly represented on the adult cuticle, whereas
glycan B is a somatic Ag
To localize glycan A and B epitopes within the adult parasite, we
probed intact worms and sections by immunofluorescent micros-
copy. In sections, anti-glycan A mAb bound the worm surface,
highlighting the longitudinal ridges of the cuticle (Fig. 9A). Anti-
glycan A Ab also bound to the surface of intact adults in a pattern
that similarly emphasized the ridges (Fig. 9B). At higher magni-
fication, anti-glycan A Ab was seen to stain an ordered array of
epitopes organized longitudinally along the cuticular furrows (Fig.
9C). In contrast, anti-glycan B Abs failed to bind to intact worms
(Fig. 9D) while reacting strongly to somatic constituents in cross-
sections (Fig. 9E); in particular, no cuticular binding was observed
with anti-glycan B Ab.
To determine the macromolecules to which cuticular glycan A is
conjugated, we surface radiolabeled adult worms and used mAbs to
immunoprecipitate glycan A-bearing Ags. As shown in Fig. 9F,
this procedure indicates that glycan A is expressed on at least four
different molecular mass species, with a 180-kDa band predom-
inating (Fig. 9F); only a small proportion of ∼55-kDa VAL pro-
teins are similarly immunoprecipitated. The conclusion that most
surface glycan A is not borne on VAL proteins is supported by
studies reported elsewhere that anti–VAL-1 and –VAL-2 mAbs
bind only to localized areas of the cuticle (34). In contrast to
glycan A, the glycan B-specific Abs were unable to immunopre-
cipitate radiolabeled surface components (Fig. 9F). A remarkable
degree of cross-reactivity between ES and surface proteins was
indicated as a polyclonal sera raised against HES was able to
precipitate essentially all radiolabeled surface components (Fig.
9F).
Vaccination with HES confers protection against challenge
whereas passive immunization with anti-HES mAb does not
Given the protective ability of VAL family members such as ASP in
related helminth infections (45), we determined whether passive
immunization with the anti-VAL protein and glycan mAbs were
able to confer protection against challenge infection. We first
wished to verify that adult worm-derived HES, in which VAL
proteins are among the major Ags, could effectively vaccinate
against challenge with larval parasites, as negative results have
been reported in the literature (46). We found, however, that HES
FIGURE 7. Chemical deglycosylation ablates anti-glycan A IgM Ab
binding and reduces anti-glycan B binding to HM-65. A, Silver-stained
one-dimensional SDS-PAGE of TFMS-treated (+) or mock-treated (2)
HES and RNase B control glycoprotein. TFMS-treated HES was separated
into PBS and SDS-soluble fractions. B, One-dimensional Western blots of
mock-treated and TFMS-treated HES probed with anti-HES mAbs against
glycans A and B and day 28 C57BL/6 polyclonal antiserum. C, ELISA of
TFMS-treated (open symbols) and mock-treated (solid symbols) HES,
used to measure binding of anti-glycan A mAb 13.1 (squares), 2-13 (tri-
angles), and 3-42 (circles). D, ELISA of TFMS-treated (open symbols) and
mock-treated (solid symbols) HES probed with polyclonal rat anti-HES
serum (circles) or rat Ab to recombinant H. polygyrus calreticulin (Hp-
CRT; squares). E, ELISA of TFMS-treated (open symbols) and mock-
treated (solid symbols) HES probed with the anti-glycan B (HM-65) mAb
14.3. The PBS-soluble fraction of TFMS was used for ELISA in C–E.
Molecular mass markers are indicated in kilodaltons.
















vaccination with alum adjuvant induced a potent humoral re-
sponse, with titers of anti-HES IgG1 comparable to those seen
following secondary infection (data not shown). Moreover, vac-
cinated animals had greatly reduced egg counts at day 14 than
animals immunized with PBS-adjuvant alone (Fig. 10A), whereas
by day 28, HES-immunized animals showed no fecal eggs and had
expelled all adult worms (Fig. 10A, 10B). Thus, immune responses
against adult secretions conferred highly effective and significant
protection against larval challenge.
We next performed passive immunization experiments with each
of the defined specificity mAbs given throughout the infection
period. Using either 0.2 or 1 mg doses of mAb every 2–3 d, mice
given anti–VAL-1, –VAL-2, or –VAL-4 IgG1 Abs showed no
diminution in egg counts at day 14 (Fig. 10C) or day 28 (Fig. 10D)
of infection, and indeed, anti–VAL-4 recipients showed elevated
egg numbers in two independent experiments (p , 0.05 compared
with recipients of MOPC31C). Furthermore, none of the anti-VAL
mAbs induced worm expulsion as measured at day 28 (Fig. 10E).
In the same experiments, we also tested IgG1 anti-glycan B mAb
for ability to passively protect recipient mice; however, as shown in
Fig. 10C–E, this Ab also failed to reduce egg numbers or elicit
expulsion of adult worms. Finally, IgM Ab against glycan A was
tested, because no class-switched Abs of this specificity were ob-
served. As with the other mAbs, anti-glycan A did not protect against
egg production (data not shown) or worm persistence (Fig. 10F).
Discussion
The model system of H. polygyrus captures many essential char-
acteristics of the gastrointestinal nematode infections that are
highly prevalent in human and animal populations (47, 48). The
parasite establishes a chronic infection, driving regulatory T and
B cell subsets within a Th2-dominated environment (5, 25, 49–51)
and altering innate populations such as dendritic cells (52, 53) and
macrophages (54, 55). Immunity to H. polygyrus is slow to de-
velop, particularly in the genetically most susceptible hosts (14),
but both B cells and the Abs they produce are important con-
stituents of the protective immune response (4, 15, 16). In this
study, we aimed primarily to define the Ags of adult parasites
recognized by host serum Abs and secondarily to address whether
those Ab specificities serve a protective function in the host–
parasite relationship.
Previous antigenic analyses of H. polygyrus have involved
a mixture of approaches and relatively simple characterization
such as one-dimensional SDS-PAGE or column fractionation (32,
33, 56) or have investigated individual gene products that are
postulated to play a role in immune recognition (26, 31, 57, 58).
We have adopted in this study a more global approach to identify
the major Ags recognized during primary infection, which we
show are well represented in HES, although not in somatic
extracts, presumably reflecting the fact that the immune system is
exposed in a more continuous fashion to the secreted products of
a luminal-dwelling live parasite. Indeed, we have detected glycan
A in the serum of 7-d infected mice, demonstrating that prod-
ucts of a gastrointestinal parasite can disseminate to distant sites
(J.P. Hewitson, unpublished observations). Ongoing work has also
revealed that T cell Ags, driving the secretion of Th2 cytokines,
are enriched in HES compared with somatic extract in a similar
manner to serological Ags (J.P. Hewitson and K.J. Filbey, un-
published observations).
Murine Ab responses are known to be predominantly IgG1 with
primary reactivity to secreted Ags in the 50- to 70-kDa range
(14, 59). These Ags correspond to those we have now defined as
VAL-1, VAL-2, and VAL-5 and appear likely to represent the prod-
ucts isolated from HES by Monroy et al. (57) to achieve a 40%
reduction in egg production following vaccination. Interestingly,
these glycoproteins bear a conserved antigenic carbohydrate we
have termed glycan A, the structural analysis of which is now
under way. Glycan A is also strongly associated with the cuticular
surface of the adult worm and is partly responsible for the ex-
tensive degree of antigenic sharing between the secretions and
FIGURE 8. Monoclonal binding to ES from the tissue-phase L4 larvae show expression of glycans A and B, VAL-1 and VAL-4, but not VAL-2. A,
ELISA reactivity of polyclonal rat anti-HES binding to plates coated with range of concentrations of adult HES (solid symbols) or L4 ES (open symbols) B,
As above, with anti-glycan A mAb 13.1. C, As above, with anti-glycan B mAb 9.1.3. D, As above, with anti–VAL-1 mAb 4-M15. E, As above, with anti–
VAL-2 mAb 4-S4. F, As above, with anti–VAL-4 mAb 2-11.
















surface of adult H. polygyrus, as reported by earlier investigators
(33). This may indicate that HES, and the VAL components in
particular, are shed from the surface of the worm or alternatively
that molecules secreted in HES remain associated in some form
with the parasite cuticle.
The VAL glycoproteins represent the immunodominant target of
both IgM (against glycan A) and the class-switched IgG1 response
(against a conformational epitope, presumably the protein back-
bone). Most VAL proteins from other species have been reported to
be glycosylated based on discrepancies between predicted and
observed molecular mass [e.g., Ancylostoma caninum VALs (60)],
although only N-glycans have so far been identified [on a VAL
protein from the cattle nematode Ostertagia ostertagi (61)]. In this
article, we show that a subset of H. polygyrus secreted VAL
proteins are decorated with highly antigenic O-glycans, which are
most likely concentrated in a serine/threonine-rich tract linking
two conserved sperm coating protein (cd05380) domains. Similar
stretches of predicted O-glycosylation can be observed in other
nematode VAL proteins, including Haemonchus contortus Hc40
(accession number AAC03562; http://www.ncbi.nlm.nih.gov/),
Cooperia punctata ASPs (AAK35199 and AAK35187), and A.
caninum ASP-4 and ASP-6 (AAO63576 and AAO63578). It is
also important to note that the VAL proteins themselves, rather
than only their associated glycans, are likely to play a key role in
host–parasite interactions, as H. polygyrus secretes a number of
abundant nonglycosylated VAL proteins such as VAL-3 (34).
The nematode cuticle is an extracellular matrix assembled from
specialized collagens and cuticlins (62), with sugar components
that may vary greatly between species. For example, Trichinella
spiralis conjugates a unique immunodominant glycan with a ter-
minal tyvelose sugar onto multiple peptide backbones (63), pro-
viding a target for protective Abs (64, 65), whereas larvae of
Toxocara canis (which invade the intestinal tract and migrate in
tissues) release two unusually methylated and highly antigenic O-
linked trisaccharides (66–68). Larvae of Trichostrongylus colu-
briformis, which, like H. polygyrus, is a member of the Tricho-
strongylid family, express a protease-resistant carbohydrate Ag
that may act as the target of protective immunity (69). Another
antigenic moiety closely related with helminth parasites is phos-
phorylcholine, which may be associated with high molecular mass
proteoglycan-like molecules (30) or individual proteins that re-
solve on SDS-PAGE (41). Interestingly, both appear to be the case
for HES in which PC is present on a high molecular mass product
that does not stain for protein, as well as a 65-kDa component.
Most intriguingly, mAbs to this combination (termed HM-65) do
not react to PC itself, indicating that a distinct but as yet uncharac-
terized structure (provisionally named glycan B) is expressed. It
remains possible that “glycan B” is not a true carbohydrate but a
small haptenic group similar to diethylaminoethanol that is found
in ES Ags of the filarial nematode Litomosoides sigmodontis (70).
Hence, although we do not yet know the structural nature of
glycans A and B, it is clear that H. polygyrus is not unusual in
presenting extensive and immunodominant nonprotein specific-
ities to the mammalian host.
Abs may exert a protective effect by several pathways (17); in
particular, they may impede growth and migration during the
histotrophic larval phase (20, 71), possibly by neutralizing key ES
products (6), and may target the exposed epitopes on the surface
of adult worms during the luminal phase. A major objective in
studying Ab–Ag interactions in H. polygyrus is therefore to ad-
dress whether particular specificities can confer immunological
protection against infection. It is known that Abs play an impor-
tant role in protective immunity to this parasite, as B cell-deficient
animals suffer impaired immunity against secondary infection (4,
15, 16) as a result of absence of Ab as well as B cell participation
in the cellular response. In tests of polyclonal serum Abs, the
passive transfer of secondary infection sera can protect against
challenge infection (15, 72), and this was associated with the IgG1
fraction (19). Although attempts to transfer immunity with pri-
mary infection sera have been less successful (15), purified IgG1
can reduce worm burdens and lead to stunting of adult parasites
FIGURE 9. The immunodominant glycan A is present on the surface of
adult worms. A, Binding of anti-glycan A mAb 13.1 to transverse sections
of adult H. polygyrus. The corrugated cuticular ridges are visible. B,
Binding of anti-glycan A mAb 13.1 to the surface of intact adult H. pol-
ygyrus. C, Binding of anti-glycan A mAb 13.1 to ordered structures within
cuticular furrows on the surface of H. polygyrus. D, Failure of anti-glycan
B mAb 14.3 to bind to intact worms. E, Binding of anti-glycan B mAb
14.3 to muscle layer and other structures in transverse sections of adult
worms. F, SDS-PAGE of 125I surface-labeled adult proteins immunopre-
cipitated with anti-glycan A mAb 13.1, revealed by autoradiography;
similar analysis with anti-glycan B mAb 9.1.3 is also shown. Control IgM
and IgG1 (MOPC31C) proteins are shown, as well as polyclonal rat anti-
HES and normal rat serum (NRS). Scale bars (A–E), 100 mm. Molecular
mass markers are indicated in kilodaltons.
















(20). This may imply that the efficacy of secondary serum Abs
over primary sera reflects elevated titers of anti-worm Abs, rather
than any difference in specificity induced by repeat exposure.
We therefore tested each of the mAb types generated in this study
for their ability to confer protection by passive transfer. However,
none exerted any effect on immunity. As we transferred considerable
quantities of each, and these mAbs represent the major specificities
present in primary infection sera, our data instead argue that the
failure of primary sera to protect does not reflect a quantitative
insufficiency in terms of concentration but either an inadequate
affinity as a result of limited affinity maturation or, most interest-
ingly, the absence of key new specificities that may arise only after
multiple infections. The failure of mAb-mediated passive immu-
nization contrasts with the sterile immunity generated following
vaccination with HES that generates circulating anti-HES titers
comparable to those seen following secondary infection. We also
therefore examined the Ab profile following secondary infection,
which is broadly similar to the primary but contains some additional
specificities (such as the single-domain VAL-7Ag). Futurework will
examine whether these are more effective targets of protective
immunity. A further possibility to be tested is that combinations of
Abs, for example, against each of the related VAL proteins, are
required to neutralize a common function and that the full range of
anti-VAL Abs are only generated through secondary infection.
An intriguing finding of this study is that the dominant anti-
glycan A response, which is rapidly and extensively stimulated
by H. polygyrus, shows little protective capacity. This epitope may
thus represent an example of a decoy Ag that is elaborated by the
parasite to distract immune responses without risk of it inducing
a lethal attack on the worm. It is also notable that despite strongly
binding the adult worm surface, anti-glycan A Abs are not pro-
tective in vivo; this could reflect their restriction to IgM, sug-
gesting that in the absence of class-switching Abs may not gain
access to the intestinal sites of infection. The lack of other isotypes
even after 28 d of infection suggests a deficiency in T cell help,
potentially at the level of the TFH. As it is known that there are
abundant IL-4–producing TFH in the draining MLN of H. poly-
gyrus mice early in primary infection (73), it is surprising that no
IgG response to glycan A is mounted, suggesting that this speci-
ficity is recognized and/or processed in an unusual manner.
The longevity of parasites can be attributed to their ability to
evade or divert host immunity (74), and hence, the molecular basis
of immune attack is of paramount interest. Our understanding of
immune interactions with gastrointestinal helminths is primarily at
the level of effector cell populations (39, 75) rather than identi-
fication of target molecules. At this time, the definition of parasite
molecules in this important model of chronic gastrointestinal in-
fection will provide an essential platform both to analyze the
recognition of Ags and to identify the parasite products (proteins
and sugars) that can modulate host immunity and facilitate pro-
tection (22). In this article, we have accordingly moved our def-
inition forward from using crude parasite extracts to the more
FIGURE 10. Vaccination with adult HES
confers sterile immunity to challenge, but pas-
sive immunization with mAbs from infected
mice does not lead to worm expulsion. A, Fe-
cal egg counts at 14 and 28 d postinfection in
HES-alum vaccinated mice compared with
PBS-alum alone. Each symbol represents a
single mouse, and data shown are combined
from two independent experiments. ***p ,
0.0001. B, Adult worm burdens at 28 d post-
infection in HES-alum vaccinated mice com-
pared with PBS-alum alone. Each symbol rep-
resents a single mouse, horizontal bars denote
mean values, and data shown are combined
from two independent experiments. ***p ,
0.0001. C and D, Fecal egg counts at 14 d
(C) and 28 d (D) postinfection in mice re-
ceiving passive immunizations of anti-HES
IgG1 mAbs or of MOPC31C control IgG1 Ab.
Each symbol represents a single mouse, hori-
zontal bars denote mean values, and data
shown are combined from two independent
experiments using 0.2 mg (open symbols) or
1 mg (closed symbol) mAb for each dose. E,
Adult worm burdens at day 28 postinfection in
the experiments shown in C and D. F, Adult
worm burdens at day 28 postinfection in mice
passively immunized with PBS alone, control
anti-DNP IgM, or IgM anti-glycan A mAb
13.1. i.v. Each symbol represents a single
mouse, and horizontal bars denote mean val-
ues; similar results were obtained in an inde-
pendent experiment following i.p. delivery of
mAb. Mice receiving i.p. injections of IgG1
Abs were assayed 24 h following the first
transfer and were found to have specific anti-
HES serum Abs equivalent to between 217 and
633 mg/ml mAb (data not shown).
















antigenic and less complex HES, and finally to individual anti-
genic species, so that future work can study defined glycans and
recombinant proteins. We have also established that most of the
prominent Ags are secreted not only by the luminal-dwelling
mature adult worms but also by the histotrophic larval stage,
which is considered to be a major target of protective immunity.
We can now begin to investigate how and where Abs act (21), the
relative importance of functional neutralization and the recruit-
ment of host effector cells, and the lethal mechanisms that achieve
sterilizing immunity against intestinal helminths.
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